
Accession Description Anova Anova.adj MaxFC Clusters Means.C Means.T1 Means.T2 Means.T3 Means.T4
O00233 26S proteasome non-ATPase regulatory subunit 9 OS=Homo sapiens OX=9606 GN=PSMD9 PE=1 SV=30.02 0.12 1.39 1 1.06 0.86 0.99 0.76 0.96
O00244 Copper transport protein ATOX1 OS=Homo sapiens OX=9606 GN=ATOX1 PE=1 SV=10.00 0.01 1.40 1 1.11 0.79 1.03 0.81 1.11
O43920 NADH dehydrogenase [ubiquinone] iron-sulfur protein 5 [OS=Homo sapiens]0.01 0.08 1.24 1 1.05 0.87 0.97 0.85 1.04
O60879 Protein diaphanous homolog 2 OS=Homo sapiens OX=9606 GN=DIAPH2 PE=1 SV=10.04 0.17 1.22 1 1.03 1.09 1.00 0.95 1.16
O75208 Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Homo sapiens OX=9606 GN=COQ9 PE=1 SV=10.02 0.11 1.20 1 1.04 0.89 1.01 0.90 1.06
O75380 NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial OS=Homo sapiens OX=9606 GN=NDUFS6 PE=1 SV=10.02 0.12 1.24 1 1.01 0.98 1.08 0.87 1.05
O75822 Eukaryotic translation initiation factor 3 subunit J [OS=Homo sapiens]0.00 0.02 1.31 1 1.00 0.92 1.05 0.86 1.13
P06280 Alpha-galactosidase A OS=Homo sapiens OX=9606 GN=GLA PE=1 SV=10.00 0.02 1.23 1 1.09 0.89 0.97 0.89 1.05

P07108-5 Isoform 5 of Acyl-CoA-binding protein [OS=Homo sapiens]0.02 0.11 1.37 1 1.01 0.88 0.99 0.75 1.03
P07602 Prosaposin OS=Homo sapiens OX=9606 GN=PSAP PE=1 SV=20.02 0.11 1.40 1 1.07 0.76 0.90 0.86 1.02
P11441 Ubiquitin-like protein 4A OS=Homo sapiens OX=9606 GN=UBL4A PE=1 SV=10.02 0.13 1.25 1 1.11 0.89 0.89 0.90 0.96

P13674-1 prolyl 4-hydroxylase subunit alpha-1 [OS=Homo sapiens]0.01 0.08 1.21 1 0.93 1.01 0.96 0.98 1.14
P29966 Myristoylated alanine-rich C-kinase substrate [OS=Homo sapiens]0.02 0.11 1.52 1 1.05 0.77 1.10 0.80 1.17
P35237 Serpin B6 OS=Homo sapiens OX=9606 GN=SERPINB6 PE=1 SV=30.01 0.08 1.27 1 1.11 0.87 0.95 0.91 1.07
P49006 MARCKS-related protein [OS=Homo sapiens]0.02 0.11 1.53 1 1.06 0.83 1.04 0.85 1.27
P60903 Protein S100-A10 OS=Homo sapiens OX=9606 GN=S100A10 PE=1 SV=20.00 0.01 1.35 1 1.07 0.84 1.02 0.83 1.12
P62857 40S ribosomal protein S28 OS=Homo sapiens OX=9606 GN=RPS28 PE=1 SV=10.00 0.05 1.25 1 0.99 0.87 0.91 0.80 0.87
P99999 cytochrome c [OS=Homo sapiens]0.01 0.06 1.48 1 1.17 0.98 1.09 0.79 1.03
Q00688 peptidyl-prolyl cis-trans isomerase FKBP3 [OS=Homo sapiens]0.01 0.08 1.31 1 1.05 0.94 1.01 0.86 1.13

Q13303-3 Isoform 3 of Voltage-gated potassium channel subunit beta-2 [OS=Homo sapiens]0.03 0.15 1.20 1 1.03 0.96 1.04 0.92 1.11
Q14008 Cytoskeleton-associated protein 5 OS=Homo sapiens OX=9606 GN=CKAP5 PE=1 SV=30.00 0.01 1.25 1 0.98 0.87 1.00 0.82 1.03
Q15637 Splicing factor 1 [OS=Homo sapiens]0.03 0.14 1.28 1 1.09 0.98 0.96 0.96 1.22
Q16773 Kynurenine--oxoglutarate transaminase 1 OS=Homo sapiens OX=9606 GN=KYAT1 PE=1 SV=10.02 0.12 1.44 1 1.06 0.90 1.02 0.81 1.17

Q5T0N5-1 Formin-binding protein 1-like [OS=Homo sapiens]0.03 0.14 1.22 1 1.05 1.06 1.02 0.94 1.14
Q8N983 39S ribosomal protein L43, mitochondrial [OS=Homo sapiens]0.04 0.16 1.38 1 0.89 1.04 1.18 0.85 1.04

Q8WW12 PEST proteolytic signal-containing nuclear protein OS=Homo sapiens OX=9606 GN=PCNP PE=1 SV=20.00 0.01 1.58 1 1.08 0.76 1.06 0.69 1.06
Q8WY22 BRI3-binding protein OS=Homo sapiens OX=9606 GN=BRI3BP PE=1 SV=10.01 0.09 1.27 1 1.02 1.07 0.96 0.84 1.02
Q92945 Far upstream element-binding protein 2 [OS=Homo sapiens]0.00 0.02 1.27 1 1.06 0.85 0.89 0.83 0.98
Q96AE4 Far upstream element-binding protein 1 [OS=Homo sapiens]0.02 0.11 1.47 1 1.15 0.81 0.89 0.78 0.98
Q96BR5 Cytochrome c oxidase assembly factor 7 [OS=Homo sapiens]0.03 0.15 1.21 1 1.03 0.95 0.98 0.91 1.10
Q99576 TSC22 domain family protein 3 OS=Homo sapiens OX=9606 GN=TSC22D3 PE=1 SV=20.00 0.02 1.51 1 1.20 1.01 0.98 1.04 1.48
Q9BWS9 Chitinase domain-containing protein 1 OS=Homo sapiens OX=9606 GN=CHID1 PE=1 SV=10.00 0.05 1.24 1 0.98 0.87 1.02 0.88 1.08
Q9HAV7 GrpE protein homolog 1, mitochondrial [OS=Homo sapiens]0.02 0.11 1.23 1 1.03 1.03 1.10 0.93 1.14
Q9NP97 Dynein light chain roadblock-type 1 [OS=Homo sapiens]0.00 0.00 1.33 1 1.05 0.86 0.99 0.81 1.08
Q9NZ45 CDGSH iron-sulfur domain-containing protein 1 [OS=Homo sapiens]0.01 0.07 1.21 1 1.06 1.11 1.10 1.03 1.25

Q9P0L2-1 Serine/threonine-protein kinase MARK1 [OS=Homo sapiens]0.02 0.12 1.32 1 1.01 0.89 1.04 1.00 1.17
Q9UHR5-1 SAP30-binding protein [OS=Homo sapiens]0.00 0.02 1.27 1 1.10 1.00 1.07 0.96 1.22

Q9Y3E2 BolA-like protein 1 [OS=Homo sapiens]0.02 0.11 1.41 1 1.22 0.89 1.02 0.87 1.19
O00273-2 Isoform DFF35 of DNA fragmentation factor subunit alpha [OS=Homo sapiens]0.00 0.01 1.49 2 0.91 1.12 0.86 1.00 0.75
O00483 Cytochrome c oxidase subunit NDUFA4 [OS=Homo sapiens]0.00 0.02 1.22 2 0.98 0.91 1.05 0.93 0.86
O00767 Acyl-CoA desaturase OS=Homo sapiens OX=9606 GN=SCD PE=1 SV=20.01 0.07 1.25 2 0.97 1.13 0.96 1.12 0.90
O15514 DNA-directed RNA polymerase II subunit RPB4 OS=Homo sapiens OX=9606 GN=POLR2D PE=1 SV=10.03 0.14 1.25 2 0.99 1.12 1.04 1.09 0.90
O43818 U3 small nucleolar RNA-interacting protein 2 OS=Homo sapiens OX=9606 GN=RRP9 PE=1 SV=10.00 0.02 1.26 2 0.97 1.10 0.96 1.15 0.91
O43933 Peroxisome biogenesis factor 1 [OS=Homo sapiens]0.00 0.01 1.22 2 1.05 1.02 0.96 1.10 0.90
O60216 Double-strand-break repair protein rad21 homolog OS=Homo sapiens OX=9606 GN=RAD21 PE=1 SV=20.00 0.01 1.30 2 0.97 1.16 0.90 1.07 0.89
O60814 Histone H2B type 1-K OS=Homo sapiens OX=9606 GN=HIST1H2BK PE=1 SV=30.00 0.01 1.44 2 0.93 1.24 0.86 1.24 0.87

O75182-2 Isoform 2 of Paired amphipathic helix protein Sin3b [OS=Homo sapiens]0.00 0.01 1.41 2 0.99 1.18 0.86 1.08 0.84
O75367 Core histone macro-H2A.1 OS=Homo sapiens OX=9606 GN=H2AFY PE=1 SV=40.03 0.15 1.29 2 0.98 1.10 0.97 1.18 0.92

O95490-1 Adhesion G protein-coupled receptor L2 [OS=Homo sapiens]0.03 0.14 1.21 2 0.98 1.08 0.92 1.04 0.89
O96000 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 [OS=Homo sapiens]0.01 0.08 1.23 2 0.94 1.16 1.02 1.09 0.96

P04920-1 Anion exchange protein 2 [OS=Homo sapiens]0.00 0.01 1.37 2 0.98 1.12 0.98 1.20 0.87
P07910-1 Heterogeneous nuclear ribonucleoproteins C1/C2 [OS=Homo sapiens]0.00 0.02 1.41 2 0.93 1.18 0.85 1.05 0.83
P07910-2 Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 [OS=Homo sapiens]0.00 0.02 1.29 2 0.94 1.03 0.88 1.06 0.82
P08247 Synaptophysin OS=Homo sapiens OX=9606 GN=SYP PE=1 SV=30.04 0.18 1.22 2 1.01 1.14 1.00 1.22 1.02
P08670 Vimentin [OS=Homo sapiens]0.00 0.05 1.22 2 0.93 1.08 0.98 1.14 0.97
P09601 heme oxygenase 1 [OS=Homo sapiens]0.00 0.00 1.92 2 0.94 1.81 1.09 1.58 1.04
P0C0S5 Histone H2A.Z [OS=Homo sapiens]0.03 0.15 1.28 2 0.90 1.16 0.95 1.12 0.90
P0C0S8 Histone H2A type 1 OS=Homo sapiens OX=9606 GN=HIST1H2AG PE=1 SV=20.03 0.16 1.64 2 0.99 1.44 0.87 1.34 0.96

P23246-1 splicing factor, proline- and glutamine-rich [OS=Homo sapiens]0.00 0.03 1.28 2 0.97 1.03 0.89 1.08 0.85
P25912-1 Protein max [OS=Homo sapiens]0.00 0.03 1.25 2 0.95 1.12 0.97 1.05 0.89
P27707 deoxycytidine kinase [OS=Homo sapiens]0.00 0.02 1.30 2 0.95 1.17 0.90 1.07 0.91
P31942 Heterogeneous nuclear ribonucleoprotein H3 [OS=Homo sapiens]0.01 0.06 1.21 2 0.97 1.01 0.90 1.06 0.87
P33552 Cyclin-dependent kinases regulatory subunit 2 OS=Homo sapiens OX=9606 GN=CKS2 PE=1 SV=10.00 0.04 1.24 2 1.01 1.17 0.96 1.11 0.94
P37268 Squalene synthase OS=Homo sapiens OX=9606 GN=FDFT1 PE=1 SV=10.00 0.00 1.26 2 0.97 1.14 0.99 1.18 0.93
P40337 von Hippel-Lindau disease tumor suppressor OS=Homo sapiens OX=9606 GN=VHL PE=1 SV=20.04 0.18 1.32 2 1.05 1.11 0.91 1.08 0.84

P51610-1 Host cell factor 1 [OS=Homo sapiens]0.03 0.13 1.34 2 0.96 1.01 0.89 0.99 0.76
P51991 Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens OX=9606 GN=HNRNPA3 PE=1 SV=20.00 0.01 1.26 2 1.00 1.06 0.85 1.03 0.87

P54725-3 Isoform 3 of UV excision repair protein RAD23 homolog A [OS=Homo sapiens]0.04 0.17 1.26 2 0.97 0.93 0.91 0.99 0.78



P55268 Laminin subunit beta-2 OS=Homo sapiens OX=9606 GN=LAMB2 PE=1 SV=20.00 0.03 1.36 2 1.00 1.17 0.88 1.12 0.86
P62805 histone H4 [OS=Homo sapiens]0.00 0.01 1.55 2 0.90 1.39 0.92 1.39 0.94
P67809 Nuclease-sensitive element-binding protein 1 OS=Homo sapiens OX=9606 GN=YBX1 PE=1 SV=30.01 0.09 1.24 2 0.95 0.96 0.93 1.02 0.82
Q00059 Transcription factor A, mitochondrial OS=Homo sapiens OX=9606 GN=TFAM PE=1 SV=10.00 0.04 1.38 2 0.93 1.29 0.96 1.16 0.94

Q13111-1 Chromatin assembly factor 1 subunit A [OS=Homo sapiens]0.05 0.19 1.30 2 0.95 1.10 0.87 1.00 0.85
Q13151 Heterogeneous nuclear ribonucleoprotein A0 OS=Homo sapiens OX=9606 GN=HNRNPA0 PE=1 SV=10.00 0.01 1.23 2 0.97 1.11 0.90 1.08 0.90
Q13370 cGMP-inhibited 3',5'-cyclic phosphodiesterase B [OS=Homo sapiens]0.01 0.07 1.20 2 1.00 1.10 0.93 1.10 0.91
Q13686 DNA oxidative demethylase ALKBH1 [OS=Homo sapiens]0.00 0.02 1.21 2 0.96 1.06 0.88 1.03 0.88
Q14186 Transcription factor Dp-1 [OS=Homo sapiens]0.04 0.18 1.27 2 0.92 1.09 0.91 1.06 0.86
Q14689 Disco-interacting protein 2 homolog A OS=Homo sapiens OX=9606 GN=DIP2A PE=1 SV=20.03 0.15 1.34 2 0.96 1.09 0.81 1.04 0.82
Q15493 Regucalcin OS=Homo sapiens OX=9606 GN=RGN PE=1 SV=10.00 0.01 1.75 2 0.92 1.37 0.81 1.10 0.78
Q15628 Tumor necrosis factor receptor type 1-associated DEATH domain protein OS=Homo sapiens OX=9606 GN=TRADD PE=1 SV=20.00 0.03 1.21 2 0.96 1.09 0.93 1.12 0.94

Q32MZ4-4 Isoform 4 of Leucine-rich repeat flightless-interacting protein 1 [OS=Homo sapiens]0.01 0.07 1.33 2 0.91 1.04 0.87 1.10 0.83
Q3B726 DNA-directed RNA polymerase I subunit RPA43 [OS=Homo sapiens]0.00 0.03 1.23 2 0.97 1.06 0.86 1.03 0.90
Q5EBL8 PDZ domain-containing protein 11 OS=Homo sapiens OX=9606 GN=PDZD11 PE=1 SV=20.01 0.08 1.32 2 0.93 1.12 0.90 1.06 0.85
Q5HYI7 Metaxin-3 OS=Homo sapiens OX=9606 GN=MTX3 PE=1 SV=20.00 0.00 1.30 2 0.95 1.17 0.97 1.10 0.90
Q5JPI3 Uncharacterized protein C3orf38 OS=Homo sapiens OX=9606 GN=C3orf38 PE=1 SV=10.00 0.02 1.27 2 0.97 0.95 0.92 0.98 0.77
Q5QJE6 Deoxynucleotidyltransferase terminal-interacting protein 2 [OS=Homo sapiens]0.05 0.19 1.22 2 0.96 1.05 0.91 1.11 1.00
Q5T447 E3 ubiquitin-protein ligase HECTD3 OS=Homo sapiens OX=9606 GN=HECTD3 PE=1 SV=10.01 0.06 1.21 2 0.99 1.00 1.00 1.09 0.90
Q6DCA0 AMMECR1-like protein [OS=Homo sapiens]0.04 0.18 1.24 2 0.88 1.02 1.06 1.09 0.90
Q6DKI1 60S ribosomal protein L7-like 1 OS=Homo sapiens OX=9606 GN=RPL7L1 PE=1 SV=10.04 0.17 1.21 2 0.91 1.06 0.91 1.09 0.94
Q6NUS6 Tectonic-3 OS=Homo sapiens OX=9606 GN=TCTN3 PE=1 SV=20.02 0.12 1.23 2 1.04 1.21 0.99 1.18 1.01
Q6P4I2 WD repeat-containing protein 73 OS=Homo sapiens OX=9606 GN=WDR73 PE=1 SV=10.01 0.07 1.22 2 1.02 1.15 0.94 1.11 0.98
Q6PI26 Protein SHQ1 homolog OS=Homo sapiens OX=9606 GN=SHQ1 PE=1 SV=20.00 0.05 1.32 2 1.00 1.14 0.86 1.09 0.93
Q6SPF0 Atherin OS=Homo sapiens OX=9606 GN=SAMD1 PE=1 SV=10.00 0.05 1.32 2 0.98 1.02 1.02 1.14 0.86
Q71F23 Centromere protein U [OS=Homo sapiens]0.00 0.02 1.40 2 0.93 1.11 0.79 1.00 0.85
Q7Z309 Protein FAM122B [OS=Homo sapiens]0.00 0.02 1.35 2 0.92 1.03 0.89 0.99 0.76
Q8IUI8 Cytokine receptor-like factor 3 OS=Homo sapiens OX=9606 GN=CRLF3 PE=1 SV=20.00 0.01 1.26 2 0.98 1.08 0.89 1.01 0.85
Q8IVB5 LIX1-like protein [OS=Homo sapiens]0.04 0.17 1.28 2 0.97 0.93 0.86 0.97 0.76
Q8IWA0 WD repeat-containing protein 75 [OS=Homo sapiens]0.00 0.02 1.22 2 0.96 1.13 0.95 1.16 1.01
Q8IWL3 Iron-sulfur cluster co-chaperone protein HscB, mitochondrial OS=Homo sapiens OX=9606 GN=HSCB PE=1 SV=30.04 0.18 1.37 2 0.93 1.19 0.90 1.10 0.87
Q8N2G8 GH3 domain-containing protein OS=Homo sapiens OX=9606 GN=GHDC PE=1 SV=20.00 0.05 1.25 2 0.89 0.97 0.87 0.93 0.78

Q8N3Z3-1 GTP-binding protein 8 [OS=Homo sapiens]0.02 0.10 1.23 2 0.92 0.93 0.91 0.98 0.79
Q8N5N7 39S ribosomal protein L50, mitochondrial [OS=Homo sapiens]0.00 0.05 1.39 2 0.91 1.10 0.87 1.04 0.79
Q8N8A6 ATP-dependent RNA helicase DDX51 [OS=Homo sapiens]0.01 0.07 1.29 2 0.98 1.03 0.87 1.08 0.84
Q8NFG4 Folliculin OS=Homo sapiens OX=9606 GN=FLCN PE=1 SV=10.00 0.02 1.30 2 1.04 1.15 0.94 1.12 0.88
Q8TED0 U3 small nucleolar RNA-associated protein 15 homolog [OS=Homo sapiens]0.03 0.14 1.21 2 0.97 1.09 0.93 1.12 0.99

Q8WU76-1 Sec1 family domain-containing protein 2 [OS=Homo sapiens]0.03 0.15 1.42 2 0.86 0.91 0.83 1.05 0.74
Q8WVB6 Chromosome transmission fidelity protein 18 homolog [OS=Homo sapiens]0.00 0.01 1.45 2 1.02 1.17 0.81 1.04 0.82
Q92673 Sortilin-related receptor [OS=Homo sapiens]0.00 0.05 1.30 2 0.88 1.12 1.01 1.05 0.87
Q969X6 U3 small nucleolar RNA-associated protein 4 homolog [OS=Homo sapiens]0.04 0.18 1.21 2 0.91 1.04 0.96 1.11 1.02
Q96D15 Reticulocalbin-3 OS=Homo sapiens OX=9606 GN=RCN3 PE=1 SV=10.00 0.00 2.02 2 1.00 1.45 0.76 1.09 0.72
Q96FX8 p53 apoptosis effector related to PMP-22 [OS=Homo sapiens]0.01 0.08 1.33 2 0.97 0.99 0.98 1.02 0.77
Q96G21 U3 small nucleolar ribonucleoprotein protein IMP4 [OS=Homo sapiens]0.01 0.06 1.21 2 0.95 1.01 0.93 1.02 0.85
Q96JA3 Pleckstrin homology domain-containing family A member 8 OS=Homo sapiens OX=9606 GN=PLEKHA8 PE=1 SV=30.00 0.02 1.43 2 1.18 1.09 0.89 1.27 0.99
Q96ME7 Zinc finger protein 512 OS=Homo sapiens OX=9606 GN=ZNF512 PE=1 SV=20.01 0.09 1.24 2 0.98 0.96 0.85 1.05 0.84
Q96T23 remodeling and spacing factor 1 [OS=Homo sapiens]0.05 0.18 1.23 2 0.91 1.07 1.07 1.11 0.98
Q99666 RANBP2-like and GRIP domain-containing protein 5/6 [OS=Homo sapiens]0.00 0.00 1.38 2 0.98 1.18 0.95 1.14 0.86
Q9BRA2 Thioredoxin domain-containing protein 17 [OS=Homo sapiens]0.01 0.09 1.21 2 1.06 1.00 1.03 1.01 0.88
Q9BRU9 rRNA-processing protein UTP23 homolog OS=Homo sapiens OX=9606 GN=UTP23 PE=1 SV=20.03 0.14 1.34 2 0.94 1.00 0.97 1.07 0.80

Q9BU64-1 centromere protein O [OS=Homo sapiens]0.00 0.02 1.21 2 1.10 1.14 0.95 1.14 0.95
Q9BUR4 Telomerase Cajal body protein 1 OS=Homo sapiens OX=9606 GN=WRAP53 PE=1 SV=10.00 0.05 1.23 2 0.94 1.05 0.93 1.03 0.86

Q9BV73-1 Centrosome-associated protein CEP250 [OS=Homo sapiens]0.00 0.02 1.30 2 0.98 1.17 0.97 1.13 0.90
Q9BVI4 Nucleolar complex protein 4 homolog OS=Homo sapiens OX=9606 GN=NOC4L PE=1 SV=10.00 0.01 1.24 2 0.97 1.03 0.91 1.09 0.88
Q9BX70 BTB/POZ domain-containing protein 2 OS=Homo sapiens OX=9606 GN=BTBD2 PE=1 SV=10.03 0.16 1.29 2 1.08 1.00 1.12 1.15 0.89
Q9BY12 S phase cyclin A-associated protein in the endoplasmic reticulum [OS=Homo sapiens]0.03 0.16 1.47 2 0.63 0.93 0.86 0.81 0.68
Q9BZX2 Uridine-cytidine kinase 2 OS=Homo sapiens OX=9606 GN=UCK2 PE=1 SV=10.00 0.00 1.26 2 0.99 1.08 0.94 1.09 0.87
Q9H0H0 integrator complex subunit 2 [OS=Homo sapiens]0.00 0.02 1.24 2 0.91 0.99 0.93 0.93 0.80
Q9H8M2 Bromodomain-containing protein 9 OS=Homo sapiens OX=9606 GN=BRD9 PE=1 SV=20.01 0.06 1.64 2 0.80 1.19 0.75 1.15 0.72
Q9H981 Actin-related protein 8 OS=Homo sapiens OX=9606 GN=ACTR8 PE=1 SV=20.00 0.03 1.21 2 1.07 1.15 0.97 1.13 0.95

Q9H9Q4-1 non-homologous end-joining factor 1 [OS=Homo sapiens]0.00 0.01 1.26 2 0.98 1.21 0.96 1.08 0.96
Q9HB09 Bcl-2-like protein 12 OS=Homo sapiens OX=9606 GN=BCL2L12 PE=1 SV=10.03 0.16 1.30 2 1.04 1.30 1.04 1.35 1.05
Q9HC52 Chromobox protein homolog 8 OS=Homo sapiens OX=9606 GN=CBX8 PE=1 SV=30.00 0.03 1.28 2 0.94 1.06 0.86 1.03 0.83
Q9NNX1 Tuftelin OS=Homo sapiens OX=9606 GN=TUFT1 PE=1 SV=10.00 0.03 1.54 2 0.96 1.09 0.92 1.16 0.76
Q9NP66 High mobility group protein 20A OS=Homo sapiens OX=9606 GN=HMG20A PE=1 SV=10.04 0.18 1.39 2 1.00 1.01 0.87 1.13 0.81
Q9NQX7 Integral membrane protein 2C [OS=Homo sapiens]0.01 0.07 1.44 2 0.78 1.12 0.87 1.10 0.82
Q9NSI2 Protein FAM207A OS=Homo sapiens OX=9606 GN=FAM207A PE=1 SV=20.00 0.00 1.22 2 0.96 1.04 0.93 1.06 0.86
Q9NV31 U3 small nucleolar ribonucleoprotein protein IMP3 [OS=Homo sapiens]0.00 0.04 1.23 2 0.93 1.11 0.93 1.10 0.90
Q9NV92 NEDD4 family-interacting protein 2 OS=Homo sapiens OX=9606 GN=NDFIP2 PE=1 SV=20.00 0.00 1.39 2 0.99 1.17 0.95 1.24 0.89



Q9NVK5-1 FGFR1 oncogene partner 2 [OS=Homo sapiens]0.00 0.04 1.32 2 1.00 1.07 0.86 1.04 0.81
Q9NWT1 p21-activated protein kinase-interacting protein 1 OS=Homo sapiens OX=9606 GN=PAK1IP1 PE=1 SV=20.00 0.01 1.32 2 0.98 1.14 0.91 1.07 0.86
Q9NZM5 Glioma tumor suppressor candidate region gene 2 protein [OS=Homo sapiens]0.05 0.19 1.31 2 0.91 0.96 0.92 1.10 0.84
Q9P0M9 39S ribosomal protein L27, mitochondrial OS=Homo sapiens OX=9606 GN=MRPL27 PE=1 SV=10.00 0.04 1.31 2 0.99 0.95 0.95 0.92 0.76
Q9P2X0 Dolichol-phosphate mannosyltransferase subunit 3 OS=Homo sapiens OX=9606 GN=DPM3 PE=1 SV=20.00 0.03 1.27 2 0.96 1.01 0.93 0.98 0.80

Q9UBN7-1 histone deacetylase 6 [OS=Homo sapiens]0.03 0.14 1.20 2 1.05 1.12 0.98 1.13 0.94
Q9UGP4 LIM domain-containing protein 1 OS=Homo sapiens OX=9606 GN=LIMD1 PE=1 SV=10.03 0.14 1.21 2 1.02 1.05 0.97 1.04 0.87
Q9UHA3 Probable ribosome biogenesis protein RLP24 OS=Homo sapiens OX=9606 GN=RSL24D1 PE=1 SV=10.04 0.18 1.35 2 0.97 1.05 0.90 1.19 0.88
Q9UI30 Multifunctional methyltransferase subunit TRM112-like protein [OS=Homo sapiens]0.00 0.01 1.27 2 0.99 1.09 0.95 1.05 0.85
Q9UKD1 Glucocorticoid modulatory element-binding protein 2 OS=Homo sapiens OX=9606 GN=GMEB2 PE=1 SV=10.00 0.02 1.32 2 1.04 1.06 1.05 1.16 0.87
Q9ULJ7 Ankyrin repeat domain-containing protein 50 OS=Homo sapiens OX=9606 GN=ANKRD50 PE=1 SV=40.03 0.15 1.21 2 0.98 1.08 0.93 1.12 0.97
Q9UNK0 Syntaxin-8 OS=Homo sapiens OX=9606 GN=STX8 PE=1 SV=20.02 0.12 1.22 2 1.02 1.06 0.93 1.02 0.87
Q9UQ13 Leucine-rich repeat protein SHOC-2 OS=Homo sapiens OX=9606 GN=SHOC2 PE=1 SV=20.01 0.08 1.27 2 0.88 0.95 0.91 0.93 0.74
Q9Y2C4 Nuclease EXOG, mitochondrial OS=Homo sapiens OX=9606 GN=EXOG PE=1 SV=20.00 0.00 1.37 2 0.92 1.11 0.93 1.03 0.81
Q9Y3B1 PRELI domain containing protein 3B OS=Homo sapiens OX=9606 GN=PRELID3B PE=2 SV=20.02 0.10 1.92 2 0.94 1.40 0.88 1.10 0.73
Q9Y3T6 R3H and coiled-coil domain-containing protein 1 [OS=Homo sapiens]0.03 0.15 1.23 2 1.08 1.02 1.06 1.18 0.96
O14618 copper chaperone for superoxide dismutase [OS=Homo sapiens]0.00 0.00 1.24 3 1.01 0.91 1.13 0.96 1.03
O14647 Chromodomain-helicase-DNA-binding protein 2 [OS=Homo sapiens]0.03 0.13 1.29 3 1.02 0.79 1.01 0.88 0.97
O14957 cytochrome b-c1 complex subunit 10 [OS=Homo sapiens]0.01 0.06 1.34 3 0.89 0.95 1.19 0.92 1.08
O15063 Uncharacterized protein KIAA0355 [OS=Homo sapiens]0.05 0.19 1.21 3 0.97 0.96 1.11 1.03 1.16

O15126-1 Secretory carrier-associated membrane protein 1 [OS=Homo sapiens]0.00 0.01 1.21 3 1.01 0.95 1.12 0.93 1.14
O15382 Branched-chain-amino-acid aminotransferase, mitochondrial [OS=Homo sapiens]0.00 0.01 1.21 3 0.99 0.89 1.07 0.89 1.02
O43633 Charged multivesicular body protein 2a OS=Homo sapiens OX=9606 GN=CHMP2A PE=1 SV=10.00 0.00 1.25 3 1.00 0.87 1.02 0.88 1.09
O43708 maleylacetoacetate isomerase [OS=Homo sapiens]0.00 0.00 1.39 3 1.01 0.87 1.21 0.90 1.20

O43759-2 Isoform 1B of Synaptogyrin-1 [OS=Homo sapiens]0.00 0.02 1.23 3 0.98 0.86 1.06 0.93 1.00
O43826-1 Glucose-6-phosphate translocase [OS=Homo sapiens]0.01 0.06 1.27 3 0.95 0.84 1.06 0.92 1.00
O43852-4 Isoform 4 of Calumenin [OS=Homo sapiens]0.00 0.00 1.71 3 1.07 0.94 1.30 0.99 1.61
O60573 Eukaryotic translation initiation factor 4E type 2 OS=Homo sapiens OX=9606 GN=EIF4E2 PE=1 SV=10.01 0.07 1.24 3 0.99 0.96 1.12 0.91 1.11
O60890 Oligophrenin-1 [OS=Homo sapiens]0.00 0.02 1.36 3 1.03 0.84 1.05 0.88 1.15
O75391 Sperm-associated antigen 7 [OS=Homo sapiens]0.00 0.01 1.26 3 1.00 0.86 1.04 0.91 1.08
O94811 Tubulin polymerization-promoting protein OS=Homo sapiens OX=9606 GN=TPPP PE=1 SV=10.00 0.03 1.21 3 1.06 0.88 0.99 0.91 0.98
O95218 Zinc finger Ran-binding domain-containing protein 2 OS=Homo sapiens OX=9606 GN=ZRANB2 PE=1 SV=20.00 0.01 1.36 3 1.01 0.89 1.10 0.95 1.22
O95716 ras-related protein Rab-3D [OS=Homo sapiens]0.00 0.02 1.26 3 1.02 0.97 1.09 0.92 1.16
O96033 Molybdopterin synthase sulfur carrier subunit OS=Homo sapiens OX=9606 GN=MOCS2 PE=1 SV=10.02 0.11 1.21 3 1.05 0.93 1.05 1.00 1.13
P00505 Aspartate aminotransferase, mitochondrial OS=Homo sapiens OX=9606 GN=GOT2 PE=1 SV=30.05 0.19 1.22 3 1.05 0.90 1.11 0.91 1.02
P01116 GTPase KRas [OS=Homo sapiens]0.03 0.14 1.28 3 1.04 0.86 1.10 0.97 1.07
P04080 Cystatin-B [OS=Homo sapiens]0.01 0.07 1.36 3 1.00 0.79 0.97 0.85 1.07
P05166 Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens OX=9606 GN=PCCB PE=1 SV=30.00 0.01 1.20 3 0.99 0.89 1.06 0.91 1.03
P07311 Acylphosphatase-1 OS=Homo sapiens OX=9606 GN=ACYP1 PE=1 SV=20.00 0.02 1.59 3 1.00 0.64 1.02 0.77 0.98
P07339 Cathepsin D [OS=Homo sapiens]0.02 0.11 1.27 3 1.04 0.82 0.98 0.95 0.99
P07858 Cathepsin B OS=Homo sapiens OX=9606 GN=CTSB PE=1 SV=30.00 0.02 1.28 3 1.09 0.85 1.05 0.91 1.09
P08648 Integrin alpha-5 OS=Homo sapiens OX=9606 GN=ITGA5 PE=1 SV=20.01 0.09 1.23 3 1.02 0.88 1.08 0.95 1.04
P08962 CD63 antigen OS=Homo sapiens OX=9606 GN=CD63 PE=1 SV=20.00 0.02 1.23 3 0.94 0.79 0.97 0.89 0.90
P09488 Glutathione S-transferase Mu 1 [OS=Homo sapiens]0.04 0.17 1.27 3 1.12 0.89 1.09 0.99 1.13
P10109 Adrenodoxin, mitochondrial [OS=Homo sapiens]0.01 0.08 1.22 3 1.04 0.86 1.05 1.00 1.00
P10599 Thioredoxin OS=Homo sapiens OX=9606 GN=TXN PE=1 SV=30.00 0.01 1.60 3 1.00 0.62 0.95 0.84 0.92
P11234 Ras-related protein Ral-B OS=Homo sapiens OX=9606 GN=RALB PE=1 SV=10.00 0.05 1.33 3 1.03 0.96 1.22 0.99 1.27
P13473 Lysosome-associated membrane glycoprotein 2 OS=Homo sapiens OX=9606 GN=LAMP2 PE=1 SV=20.01 0.08 1.38 3 1.15 0.85 1.17 0.95 1.17
P13640 metallothionein-1G [OS=Homo sapiens]0.01 0.06 4.72 3 1.45 0.31 0.86 0.53 0.93

P15154-1 Ras-related C3 botulinum toxin substrate 1 [OS=Homo sapiens]0.00 0.04 1.23 3 1.04 0.93 1.15 0.97 1.12
P17900 Ganglioside GM2 activator [OS=Homo sapiens]0.01 0.09 1.73 3 1.19 0.69 0.91 0.80 1.01
P21397 Amine oxidase [flavin-containing] A OS=Homo sapiens OX=9606 GN=MAOA PE=1 SV=10.00 0.02 1.21 3 0.98 0.92 1.00 1.00 1.10
P26583 High mobility group protein B2 OS=Homo sapiens OX=9606 GN=HMGB2 PE=1 SV=20.01 0.07 1.46 3 0.99 0.67 0.92 0.71 0.95
P29218 Inositol monophosphatase 1 OS=Homo sapiens OX=9606 GN=IMPA1 PE=1 SV=10.01 0.08 1.26 3 1.05 0.85 1.05 0.92 1.07
P29373 Cellular retinoic acid-binding protein 2 [OS=Homo sapiens]0.00 0.00 1.26 3 1.02 0.84 1.07 0.88 1.04
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens OX=9606 GN=PEBP1 PE=1 SV=30.01 0.07 1.28 3 1.02 0.81 1.02 0.93 1.03
P30740 Leukocyte elastase inhibitor [OS=Homo sapiens]0.00 0.04 1.46 3 1.07 0.79 0.93 0.90 1.15
P31949 protein S100-A11 [OS=Homo sapiens]0.03 0.15 1.22 3 0.96 0.90 1.11 0.93 1.06
P32322 Pyrroline-5-carboxylate reductase 1, mitochondrial [OS=Homo sapiens]0.00 0.01 1.20 3 0.99 0.84 1.01 0.87 0.93
P35580 Myosin-10 OS=Homo sapiens OX=9606 GN=MYH10 PE=1 SV=30.00 0.02 1.24 3 0.99 0.80 0.95 0.82 0.95
P35754 Glutaredoxin-1 [OS=Homo sapiens]0.02 0.11 1.29 3 1.12 0.90 1.11 0.97 1.17
P35813 Protein phosphatase 1A OS=Homo sapiens OX=9606 GN=PPM1A PE=1 SV=10.00 0.01 1.22 3 1.01 0.85 1.02 0.93 1.04
P37235 Hippocalcin-like protein 1 [OS=Homo sapiens]0.00 0.05 1.94 3 1.09 0.56 0.93 0.81 0.88
P40121 Macrophage-capping protein OS=Homo sapiens OX=9606 GN=CAPG PE=1 SV=20.02 0.10 1.21 3 1.02 0.98 1.12 1.02 1.19
P41236 Protein phosphatase inhibitor 2 OS=Homo sapiens OX=9606 GN=PPP1R2 PE=1 SV=20.02 0.13 1.25 3 1.02 0.90 1.13 0.96 1.08
P42025 Beta-centractin OS=Homo sapiens OX=9606 GN=ACTR1B PE=1 SV=10.02 0.11 1.20 3 1.00 0.92 1.09 0.96 1.10
P48509 CD151 antigen [OS=Homo sapiens]0.02 0.12 1.35 3 1.14 0.86 1.12 0.85 1.09
P49366 Deoxyhypusine synthase OS=Homo sapiens OX=9606 GN=DHPS PE=1 SV=10.01 0.07 1.20 3 1.04 0.93 1.08 0.90 1.04
P51149 Ras-related protein Rab-7a OS=Homo sapiens OX=9606 GN=RAB7A PE=1 SV=10.02 0.11 1.26 3 1.01 0.90 1.11 0.88 1.03



P53985 Monocarboxylate transporter 1 [OS=Homo sapiens]0.00 0.01 1.36 3 1.00 0.93 1.17 0.98 1.26
P54252 Ataxin-3 OS=Homo sapiens OX=9606 GN=ATXN3 PE=1 SV=50.00 0.00 1.22 3 1.02 0.88 1.05 0.92 1.07
P55263 Adenosine kinase OS=Homo sapiens OX=9606 GN=ADK PE=1 SV=20.01 0.10 1.20 3 0.99 0.94 1.13 0.99 1.04
P60059 Protein transport protein Sec61 subunit gamma [OS=Homo sapiens]0.00 0.03 1.30 3 1.01 0.89 1.15 1.01 1.08
P60520 Gamma-aminobutyric acid receptor-associated protein-like 2 [OS=Homo sapiens]0.00 0.02 1.22 3 1.02 0.91 1.06 0.98 1.11
P61026 ras-related protein rab-10 [OS=Homo sapiens]0.00 0.01 1.20 3 1.01 0.89 1.07 0.91 1.07
P61803 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 [OS=Homo sapiens]0.00 0.04 1.27 3 1.09 0.86 1.09 1.01 1.02
P61916 NPC intracellular cholesterol transporter 2 OS=Homo sapiens OX=9606 GN=NPC2 PE=1 SV=10.04 0.16 1.98 3 1.22 0.62 0.97 0.79 0.97
P61927 60S ribosomal protein L37 [OS=Homo sapiens]0.05 0.18 1.23 3 1.01 0.82 1.00 0.96 0.98
P61956 small ubiquitin-related modifier 2 [OS=Homo sapiens]0.00 0.02 1.32 3 1.11 0.90 1.07 0.96 1.19
P62745 Rho-related GTP-binding protein RhoB [OS=Homo sapiens]0.04 0.18 1.31 3 1.15 0.88 1.04 0.94 1.04
P62820 Ras-related protein Rab-1A OS=Homo sapiens OX=9606 GN=RAB1A PE=1 SV=30.00 0.03 1.21 3 1.03 0.97 1.11 0.98 1.17
P62834 ras-related protein Rap-1A [OS=Homo sapiens]0.00 0.02 1.60 3 1.08 0.82 1.25 0.79 1.26
P68402 Platelet-activating factor acetylhydrolase IB subunit beta OS=Homo sapiens OX=9606 GN=PAFAH1B2 PE=1 SV=10.03 0.15 1.29 3 1.07 0.99 1.22 1.01 1.28
P83876 thioredoxin-like protein 4A [OS=Homo sapiens]0.00 0.03 1.24 3 1.03 0.87 1.07 0.96 1.04
Q01469 Fatty acid-binding protein, epidermal [OS=Homo sapiens]0.02 0.11 1.26 3 0.97 0.94 1.19 0.98 1.12
Q04760 Lactoylglutathione lyase OS=Homo sapiens OX=9606 GN=GLO1 PE=1 SV=40.01 0.06 1.21 3 1.03 0.86 1.04 0.93 0.99
Q08722 Leukocyte surface antigen CD47 [OS=Homo sapiens]0.00 0.00 1.24 3 1.06 0.93 1.11 0.94 1.15
Q13011 Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial [OS=Homo sapiens]0.00 0.02 1.27 3 1.02 0.81 1.02 0.91 0.95
Q13123 Protein Red [OS=Homo sapiens]0.04 0.16 1.20 3 0.97 0.90 1.01 0.97 1.08
Q13162 Peroxiredoxin-4 [OS=Homo sapiens]0.00 0.04 1.50 3 1.10 0.74 0.93 0.85 0.99

Q13491-4 Isoform 4 of Neuronal membrane glycoprotein M6-b [OS=Homo sapiens]0.01 0.10 1.23 3 1.02 0.88 1.08 0.89 1.01
Q13510 Acid ceramidase OS=Homo sapiens OX=9606 GN=ASAH1 PE=1 SV=50.00 0.03 1.26 3 1.01 0.83 1.02 0.94 1.05
Q13795 ADP-ribosylation factor-related protein 1 [OS=Homo sapiens]0.01 0.06 1.24 3 0.98 0.90 1.05 0.94 1.12
Q15181 Inorganic pyrophosphatase OS=Homo sapiens OX=9606 GN=PPA1 PE=1 SV=20.00 0.01 1.41 3 1.02 0.73 1.02 0.93 0.98
Q15208 Serine/threonine-protein kinase 38 OS=Homo sapiens OX=9606 GN=STK38 PE=1 SV=10.01 0.10 1.21 3 1.06 1.01 1.12 1.04 1.22
Q15274 nicotinate-nucleotide pyrophosphorylase [carboxylating] [OS=Homo sapiens]0.00 0.00 1.40 3 1.02 0.79 1.10 0.83 1.04
Q16637 Survival motor neuron protein OS=Homo sapiens OX=9606 GN=SMN1 PE=1 SV=10.00 0.01 1.20 3 1.00 0.91 1.08 0.96 1.10
Q3ZAQ7 Vacuolar ATPase assembly integral membrane protein vma21 [OS=Homo sapiens]0.00 0.04 1.43 3 1.12 0.78 0.97 0.88 1.03
Q4VCS5 Angiomotin OS=Homo sapiens OX=9606 GN=AMOT PE=1 SV=10.00 0.01 1.24 3 0.94 0.84 1.04 0.87 0.95
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens OX=9606 GN=PDCD4 PE=1 SV=20.00 0.00 1.26 3 1.01 0.84 1.06 0.84 1.01
Q5T2R2 Decaprenyl-diphosphate synthase subunit 1 OS=Homo sapiens OX=9606 GN=PDSS1 PE=1 SV=10.03 0.14 2.08 3 1.14 0.60 1.24 0.97 1.06
Q6FIF0 AN1-type zinc finger protein 6 [OS=Homo sapiens]0.03 0.15 1.21 3 1.09 0.90 1.07 0.94 1.04
Q6JQN1 Acyl-CoA dehydrogenase family member 10 OS=Homo sapiens OX=9606 GN=ACAD10 PE=1 SV=10.03 0.14 1.36 3 0.96 0.79 1.08 0.99 1.03
Q6P1N0 Coiled-coil and C2 domain-containing protein 1A [OS=Homo sapiens]0.03 0.15 1.26 3 0.95 0.83 1.00 0.89 1.05

Q6P587-1 Acylpyruvase FAHD1, mitochondrial [OS=Homo sapiens]0.01 0.10 1.29 3 1.02 0.79 1.01 0.89 1.02
Q6PI78 Transmembrane protein 65 OS=Homo sapiens OX=9606 GN=TMEM65 PE=1 SV=20.00 0.02 1.26 3 0.98 0.92 1.08 1.01 1.16
Q6PID6 Tetratricopeptide repeat protein 33 [OS=Homo sapiens]0.00 0.03 1.22 3 1.03 0.99 1.10 0.98 1.20
Q6UB99 Ankyrin repeat domain-containing protein 11 OS=Homo sapiens OX=9606 GN=ANKRD11 PE=1 SV=30.03 0.15 1.30 3 0.90 0.95 1.07 0.97 1.17
Q6UW68 Transmembrane protein 205 OS=Homo sapiens OX=9606 GN=TMEM205 PE=1 SV=10.00 0.03 1.27 3 1.04 0.89 1.12 0.97 1.13

Q6UXH1-5 Isoform 5 of Cysteine-rich with EGF-like domain protein 2 [OS=Homo sapiens]0.02 0.12 1.30 3 1.03 0.84 1.05 0.94 1.09
Q7L592 NADH dehydrogenase [ubiquinone] complex I, assembly factor 7 [OS=Homo sapiens]0.00 0.00 1.24 3 0.99 0.85 1.05 0.88 1.01
Q7Z4V5 Hepatoma-derived growth factor-related protein 2 [OS=Homo sapiens]0.01 0.08 1.32 3 1.04 0.98 1.29 1.02 1.21
Q86V88 Magnesium-dependent phosphatase 1 OS=Homo sapiens OX=9606 GN=MDP1 PE=1 SV=10.03 0.14 1.27 3 1.03 0.94 1.19 0.97 1.09
Q86VM9 Zinc finger CCCH domain-containing protein 18 OS=Homo sapiens OX=9606 GN=ZC3H18 PE=1 SV=20.00 0.03 1.38 3 0.93 0.86 1.18 0.86 1.06
Q86WA6 Valacyclovir hydrolase OS=Homo sapiens OX=9606 GN=BPHL PE=1 SV=10.01 0.05 1.24 3 1.03 0.85 1.00 0.88 1.04
Q8IWB9 Testis-expressed protein 2 OS=Homo sapiens OX=9606 GN=TEX2 PE=1 SV=20.02 0.13 1.21 3 1.01 0.88 1.02 0.92 1.07
Q8IYS1 Peptidase M20 domain-containing protein 2 [OS=Homo sapiens]0.00 0.02 1.26 3 0.94 0.89 1.12 0.92 1.00

Q8N1G0 Zinc finger protein 687 OS=Homo sapiens OX=9606 GN=ZNF687 PE=1 SV=10.04 0.18 1.22 3 0.98 0.86 1.03 0.91 1.05
Q8N2U0 Transmembrane protein 256 [OS=Homo sapiens]0.00 0.04 1.36 3 0.97 0.83 1.13 0.93 1.10
Q8ND24 RING finger protein 214 OS=Homo sapiens OX=9606 GN=RNF214 PE=1 SV=20.00 0.02 1.20 3 1.02 0.89 1.03 0.95 1.07
Q8NHP8 Putative phospholipase B-like 2 OS=Homo sapiens OX=9606 GN=PLBD2 PE=1 SV=20.01 0.07 1.21 3 1.08 0.90 0.98 0.92 1.07
Q8NI22 Multiple coagulation factor deficiency protein 2 OS=Homo sapiens OX=9606 GN=MCFD2 PE=1 SV=10.01 0.06 1.42 3 0.93 0.89 1.27 0.99 1.26
Q8TBP6 Solute carrier family 25 member 40 [OS=Homo sapiens]0.00 0.03 1.30 3 1.10 0.85 1.03 1.02 1.03
Q8TEA8 D-tyrosyl-tRNA(Tyr) deacylase 1 [OS=Homo sapiens]0.00 0.03 1.58 3 1.07 0.68 1.04 0.91 0.94

Q8WYN0 Cysteine protease ATG4A OS=Homo sapiens OX=9606 GN=ATG4A PE=1 SV=10.01 0.06 1.39 3 0.96 0.88 1.22 0.94 1.12
Q92551 Inositol hexakisphosphate kinase 1 [OS=Homo sapiens]0.03 0.13 1.24 3 1.04 0.91 1.09 0.98 1.13
Q92820 Gamma-glutamyl hydrolase [OS=Homo sapiens]0.00 0.00 1.28 3 1.00 0.85 1.08 0.89 1.06
Q96A54 Adiponectin receptor protein 1 OS=Homo sapiens OX=9606 GN=ADIPOR1 PE=1 SV=10.03 0.14 1.28 3 0.94 0.89 1.15 0.95 1.14
Q96AT9 Ribulose-phosphate 3-epimerase OS=Homo sapiens OX=9606 GN=RPE PE=1 SV=10.00 0.05 1.35 3 1.09 0.80 1.03 0.86 0.98
Q96BM9 ADP-ribosylation factor-like protein 8A [OS=Homo sapiens]0.02 0.11 1.30 3 1.03 1.07 1.24 0.97 1.26
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens OX=9606 GN=EFHD2 PE=1 SV=10.00 0.01 1.27 3 0.97 0.88 1.12 0.95 1.06
Q96C36 Pyrroline-5-carboxylate reductase 2 [OS=Homo sapiens]0.00 0.01 1.22 3 0.98 0.86 1.05 0.87 0.98
Q96CW6 Probable RNA polymerase II nuclear localization protein SLC7A6OS [OS=Homo sapiens]0.01 0.06 1.22 3 1.06 0.87 1.01 0.95 0.95
Q96DA6 mitochondrial import inner membrane translocase subunit TIM14 [OS=Homo sapiens]0.00 0.03 1.25 3 0.94 0.87 1.09 0.95 1.01
Q96DP5 Methionyl-tRNA formyltransferase, mitochondrial [OS=Homo sapiens]0.00 0.05 1.29 3 1.04 0.82 1.04 0.88 1.05

Q96MW1 Coiled-coil domain-containing protein 43 [OS=Homo sapiens]0.00 0.01 1.21 3 1.06 0.94 1.04 1.02 1.14
Q99442 Translocation protein SEC62 OS=Homo sapiens OX=9606 GN=SEC62 PE=1 SV=10.01 0.08 1.24 3 1.02 0.92 1.06 0.92 1.14

Q99576-3 Isoform 2 of TSC22 domain family protein 3 [OS=Homo sapiens]0.00 0.03 1.23 3 1.03 0.88 1.09 0.94 1.09



Q99807-1 5-demethoxyubiquinone hydroxylase, mitochondrial [OS=Homo sapiens]0.00 0.01 1.39 3 1.04 0.92 1.11 0.92 1.28
Q99816 Tumor susceptibility gene 101 protein OS=Homo sapiens OX=9606 GN=TSG101 PE=1 SV=20.00 0.00 1.20 3 1.01 0.90 1.08 0.92 1.08
Q99829 Copine-1 OS=Homo sapiens OX=9606 GN=CPNE1 PE=1 SV=10.00 0.02 1.25 3 1.03 0.90 1.10 0.93 1.13
Q99856 AT-rich interactive domain-containing protein 3A [OS=Homo sapiens]0.00 0.04 1.23 3 1.05 0.93 1.12 0.95 1.15
Q9BUE0 Mediator of RNA polymerase II transcription subunit 18 OS=Homo sapiens OX=9606 GN=MED18 PE=1 SV=10.00 0.01 1.43 3 1.01 0.92 1.27 0.94 1.31
Q9BUL8 programmed cell death protein 10 [OS=Homo sapiens]0.00 0.02 1.23 3 0.98 0.88 1.08 0.89 1.03
Q9BV79 Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Homo sapiens OX=9606 GN=MECR PE=1 SV=20.00 0.01 1.28 3 0.99 0.88 1.13 0.92 1.09
Q9BWH2 FUN14 domain-containing protein 2 OS=Homo sapiens OX=9606 GN=FUNDC2 PE=1 SV=20.00 0.02 1.21 3 1.09 0.99 1.20 1.00 1.17
Q9GZT9-1 Egl nine homolog 1 [OS=Homo sapiens]0.00 0.03 1.28 3 1.02 0.80 0.96 0.88 1.03
Q9H063 repressor of RNA polymerase III transcription MAF1 homolog [OS=Homo sapiens]0.00 0.04 1.20 3 1.00 0.92 1.09 1.05 1.10
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens OX=9606 GN=C11orf54 PE=1 SV=10.00 0.00 1.60 3 1.10 0.72 1.14 0.91 1.12
Q9H3K2 Growth hormone-inducible transmembrane protein [OS=Homo sapiens]0.00 0.03 1.30 3 1.09 0.84 1.06 0.91 0.98
Q9H5H4 Zinc finger protein 768 [OS=Homo sapiens]0.00 0.01 1.24 3 1.01 0.82 0.99 0.87 0.98
Q9H6K1 Uncharacterized protein C6orf106 [OS=Homo sapiens]0.04 0.17 1.27 3 0.76 0.75 0.89 0.95 0.86

Q9H7C9-1 Mth938 domain-containing protein [OS=Homo sapiens]0.00 0.01 1.29 3 1.06 0.89 1.15 0.96 1.13
Q9H920 RING finger protein 121 [OS=Homo sapiens]0.02 0.12 1.42 3 0.79 0.85 1.12 1.02 1.01
Q9HBK9 Arsenite methyltransferase OS=Homo sapiens OX=9606 GN=AS3MT PE=1 SV=30.00 0.02 1.34 3 1.02 0.85 1.14 0.96 1.10
Q9NPJ3 Acyl-coenzyme A thioesterase 13 OS=Homo sapiens OX=9606 GN=ACOT13 PE=1 SV=10.00 0.01 1.29 3 0.97 0.86 1.08 0.91 1.10
Q9NUD5 Zinc finger CCHC domain-containing protein 3 [OS=Homo sapiens]0.00 0.05 1.30 3 1.08 0.83 0.93 0.92 0.94
Q9NVE7 pantothenate kinase 4 [OS=Homo sapiens]0.00 0.00 1.20 3 1.03 0.87 1.01 0.92 1.05
Q9NVJ2 ADP-ribosylation factor-like protein 8B OS=Homo sapiens OX=9606 GN=ARL8B PE=1 SV=10.03 0.16 1.22 3 1.01 0.92 1.13 0.94 1.10
Q9NZU5 LIM and cysteine-rich domains protein 1 OS=Homo sapiens OX=9606 GN=LMCD1 PE=1 SV=10.00 0.03 1.20 3 0.95 0.86 1.03 0.89 0.99
Q9P2K2 Thioredoxin domain-containing protein 16 [OS=Homo sapiens]0.05 0.19 1.28 3 0.95 0.92 0.97 0.85 1.09
Q9UBI6 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Homo sapiens OX=9606 GN=GNG12 PE=1 SV=30.03 0.15 1.26 3 0.90 0.98 1.13 0.91 1.09
Q9UEG4 Zinc finger protein 629 OS=Homo sapiens OX=9606 GN=ZNF629 PE=1 SV=20.05 0.19 1.23 3 1.06 0.86 0.94 0.89 1.06

Q9UKJ3-1 G patch domain-containing protein 8 [OS=Homo sapiens]0.04 0.16 1.21 3 0.98 0.88 1.06 0.95 1.04
Q9Y232-1 Chromodomain Y-like protein [OS=Homo sapiens]0.00 0.01 1.57 3 1.08 0.84 1.22 0.90 1.32
Q9Y2Q3-1 Glutathione S-transferase kappa 1 [OS=Homo sapiens]0.00 0.03 1.21 3 0.96 1.03 1.14 1.03 1.16
Q9Y3D6 Mitochondrial fission 1 protein OS=Homo sapiens OX=9606 GN=FIS1 PE=1 SV=20.00 0.00 1.25 3 0.96 0.90 1.12 0.98 1.00
Q9Y467 sal-like protein 2 [OS=Homo sapiens]0.00 0.04 1.22 3 1.12 0.92 1.06 0.99 1.06
Q9Y4E5 E3 SUMO-protein ligase ZNF451 [OS=Homo sapiens]0.02 0.13 1.26 3 1.03 0.86 1.08 0.92 1.09
Q9Y6B6 GTP-binding protein SAR1b OS=Homo sapiens OX=9606 GN=SAR1B PE=1 SV=10.00 0.01 1.22 3 0.99 0.86 1.04 0.90 1.03
O14657 Torsin-1B [OS=Homo sapiens]0.03 0.15 1.36 4 1.11 1.43 1.05 1.26 1.26
O15392 Baculoviral IAP repeat-containing protein 5 OS=Homo sapiens OX=9606 GN=BIRC5 PE=1 SV=30.05 0.18 1.27 4 1.08 1.25 1.03 1.07 0.98
O43164 E3 ubiquitin-protein ligase Praja-2 [OS=Homo sapiens]0.00 0.02 1.27 4 0.97 1.10 0.87 1.04 0.92
O43174 Cytochrome P450 26A1 OS=Homo sapiens OX=9606 GN=CYP26A1 PE=1 SV=20.00 0.01 1.27 4 1.02 1.23 0.97 1.15 1.05
O43482 Protein Mis18-beta [OS=Homo sapiens]0.00 0.00 1.30 4 0.97 1.24 0.95 1.02 0.96
O60318 Germinal-center associated nuclear protein OS=Homo sapiens OX=9606 GN=MCM3AP PE=1 SV=20.02 0.12 1.21 4 0.94 1.13 0.94 1.07 0.96
O60869 Endothelial differentiation-related factor 1 OS=Homo sapiens OX=9606 GN=EDF1 PE=1 SV=10.01 0.06 1.41 4 0.94 1.29 1.03 0.91 1.03
O75063 Glycosaminoglycan xylosylkinase OS=Homo sapiens OX=9606 GN=FAM20B PE=1 SV=10.00 0.02 1.41 4 1.06 1.32 0.93 1.08 1.04
O75150 E3 ubiquitin-protein ligase BRE1B OS=Homo sapiens OX=9606 GN=RNF40 PE=1 SV=40.00 0.04 1.22 4 1.01 1.21 0.99 1.06 1.03
O75386 Tubby-related protein 3 [OS=Homo sapiens]0.03 0.16 1.38 4 0.98 1.22 0.88 1.02 1.08
O75676 Ribosomal protein S6 kinase alpha-4 OS=Homo sapiens OX=9606 GN=RPS6KA4 PE=1 SV=10.00 0.05 1.43 4 1.00 1.18 0.82 1.11 0.86
O75915 PRA1 family protein 3 OS=Homo sapiens OX=9606 GN=ARL6IP5 PE=1 SV=10.01 0.09 1.21 4 1.03 1.12 0.98 1.00 0.93
O94889 Kelch-like protein 18 OS=Homo sapiens OX=9606 GN=KLHL18 PE=1 SV=30.01 0.07 1.39 4 0.95 1.22 0.96 1.11 0.88
O95140 Mitofusin-2 OS=Homo sapiens OX=9606 GN=MFN2 PE=1 SV=30.00 0.02 1.22 4 1.00 1.15 0.94 1.08 0.94
O95685 Protein phosphatase 1 regulatory subunit 3D OS=Homo sapiens OX=9606 GN=PPP1R3D PE=1 SV=10.01 0.06 1.32 4 1.06 1.25 1.05 1.14 0.94
P00488 Coagulation factor XIII A chain [OS=Homo sapiens]0.03 0.14 1.68 4 1.17 1.53 0.91 1.14 1.11
P00734 Prothrombin OS=Homo sapiens OX=9606 GN=F2 PE=1 SV=20.00 0.01 1.81 4 0.99 1.52 0.84 1.13 0.93
P00747 Plasminogen OS=Homo sapiens OX=9606 GN=PLG PE=1 SV=20.00 0.02 1.90 4 1.00 1.53 0.80 1.07 0.92
P01008 Antithrombin-III OS=Homo sapiens OX=9606 GN=SERPINC1 PE=1 SV=10.01 0.06 1.73 4 1.05 1.48 0.85 1.09 1.01
P01023 Alpha-2-macroglobulin OS=Homo sapiens OX=9606 GN=A2M PE=1 SV=30.00 0.02 1.84 4 1.02 1.49 0.81 1.06 0.84
P01024 Complement C3 OS=Homo sapiens OX=9606 GN=C3 PE=1 SV=20.00 0.02 1.79 4 1.02 1.50 0.84 1.09 0.89
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens OX=9606 GN=TIMP1 PE=1 SV=10.01 0.09 1.34 4 0.94 1.13 0.84 0.96 0.90
P02042 Hemoglobin subunit delta OS=Homo sapiens OX=9606 GN=HBD PE=1 SV=20.00 0.03 1.44 4 0.97 1.21 0.92 1.17 0.84
P02452 Collagen alpha-1(I) chain [OS=Homo sapiens]0.01 0.08 2.22 4 1.10 1.78 0.80 1.05 1.04
P02461 Collagen alpha-1(III) chain [OS=Homo sapiens]0.00 0.03 1.72 4 0.98 1.51 0.88 1.10 0.89
P02649 Apolipoprotein E OS=Homo sapiens OX=9606 GN=APOE PE=1 SV=10.02 0.12 1.52 4 1.00 1.38 0.91 1.03 0.94
P02656 Apolipoprotein C-III [OS=Homo sapiens]0.00 0.02 1.60 4 0.99 1.40 0.87 1.36 0.97
P02748 complement component C9 [OS=Homo sapiens]0.00 0.01 2.07 4 0.99 1.61 0.78 1.15 0.79
P02751 fibronectin [OS=Homo sapiens]0.00 0.02 1.56 4 1.01 1.36 0.87 1.04 0.87
P02753 Retinol-binding protein 4 [OS=Homo sapiens]0.00 0.04 1.75 4 1.07 1.47 0.84 1.08 0.93
P02768 Serum albumin OS=Homo sapiens OX=9606 GN=ALB PE=1 SV=20.00 0.03 2.33 4 1.16 1.66 0.71 1.13 0.84
P02771 Alpha-fetoprotein [OS=Homo sapiens]0.00 0.02 1.90 4 1.04 1.58 0.83 1.15 0.91
P02787 Serotransferrin OS=Homo sapiens OX=9606 GN=TF PE=1 SV=30.00 0.04 1.91 4 0.97 1.53 0.80 1.07 0.85
P02788 Lactotransferrin [OS=Homo sapiens]0.01 0.06 1.86 4 1.21 1.47 0.79 1.00 0.87
P04004 Vitronectin [OS=Homo sapiens]0.00 0.01 1.57 4 1.01 1.48 0.94 1.16 0.99
P04114 apolipoprotein B-100 [OS=Homo sapiens]0.00 0.00 1.78 4 1.03 1.50 0.84 1.22 0.88

P04278-1 Sex hormone-binding globulin [OS=Homo sapiens]0.00 0.05 1.89 4 1.05 1.60 0.84 1.09 0.98



P04745 Alpha-amylase 1 OS=Homo sapiens OX=9606 GN=AMY1A PE=1 SV=20.02 0.12 1.88 4 0.99 1.50 0.80 1.08 0.89
P05156 Complement factor I [OS=Homo sapiens]0.00 0.02 1.92 4 1.11 1.39 0.72 1.01 0.83
P05452 Tetranectin OS=Homo sapiens OX=9606 GN=CLEC3B PE=1 SV=30.00 0.05 1.79 4 0.99 1.51 0.86 1.11 0.84
P05543 thyroxine-binding globulin [OS=Homo sapiens]0.01 0.07 1.59 4 1.00 1.48 0.93 1.04 0.98
P05546 Heparin cofactor 2 [OS=Homo sapiens]0.01 0.09 2.35 4 1.24 1.85 0.79 1.19 0.82
P06396 Gelsolin OS=Homo sapiens OX=9606 GN=GSN PE=1 SV=10.00 0.04 1.50 4 1.04 1.36 0.90 1.07 0.93
P07358 Complement component C8 beta chain OS=Homo sapiens OX=9606 GN=C8B PE=1 SV=30.00 0.01 2.25 4 1.07 1.76 0.79 1.26 1.01
P07996 thrombospondin-1 [OS=Homo sapiens]0.00 0.03 1.84 4 1.05 1.47 0.80 1.07 0.88
P08123 Collagen alpha-2(I) chain OS=Homo sapiens OX=9606 GN=COL1A2 PE=1 SV=70.03 0.14 1.82 4 1.12 1.66 0.91 1.14 1.11
P09234 U1 small nuclear ribonucleoprotein C [OS=Homo sapiens]0.02 0.11 1.42 4 1.06 1.30 0.91 1.10 1.07
P09486 SPARC OS=Homo sapiens OX=9606 GN=SPARC PE=1 SV=10.00 0.05 1.37 4 0.98 1.20 0.88 0.96 0.94

P0C0L4-1 Complement C4-A [OS=Homo sapiens]0.00 0.00 1.77 4 1.01 1.52 0.86 1.09 0.88
P10643 Complement component C7 [OS=Homo sapiens]0.00 0.05 1.94 4 0.96 1.52 0.78 1.01 0.85
P12109 Collagen alpha-1(VI) chain OS=Homo sapiens OX=9606 GN=COL6A1 PE=1 SV=30.00 0.05 1.22 4 0.99 1.17 0.96 1.01 0.96
P12111 Collagen alpha-3(VI) chain OS=Homo sapiens OX=9606 GN=COL6A3 PE=1 SV=50.05 0.19 1.32 4 1.00 1.27 0.97 1.11 0.99
P12259 Coagulation factor V [OS=Homo sapiens]0.00 0.02 1.49 4 0.98 1.31 0.88 1.05 0.93
P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens OX=9606 GN=KRT10 PE=1 SV=60.01 0.10 1.77 4 1.02 1.54 0.87 1.14 0.95
P13647 Keratin, type II cytoskeletal 5 OS=Homo sapiens OX=9606 GN=KRT5 PE=1 SV=30.02 0.12 1.84 4 1.03 1.57 0.85 1.17 1.10
P14373 Zinc finger protein RFP OS=Homo sapiens OX=9606 GN=TRIM27 PE=1 SV=10.02 0.11 1.22 4 0.87 1.05 0.91 0.94 0.87
P14927 Cytochrome b-c1 complex subunit 7 [OS=Homo sapiens]0.04 0.18 1.53 4 0.88 1.31 1.11 1.12 1.34
P15169 Carboxypeptidase N catalytic chain [OS=Homo sapiens]0.01 0.07 1.71 4 1.00 1.43 0.84 1.21 0.97
P18440 Arylamine N-acetyltransferase 1 [OS=Homo sapiens]0.01 0.07 1.26 4 1.04 1.20 0.96 1.09 0.99
P18615 Negative elongation factor E [OS=Homo sapiens]0.03 0.15 1.22 4 1.00 1.16 0.95 1.05 0.97
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 [OS=Homo sapiens]0.00 0.01 1.92 4 1.03 1.56 0.81 1.06 0.89
P19827 Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens OX=9606 GN=ITIH1 PE=1 SV=30.01 0.09 1.89 4 1.00 1.52 0.81 1.04 0.81
P20248 Cyclin-A2 [OS=Homo sapiens]0.01 0.07 1.27 4 1.03 1.16 0.91 1.07 0.95
P20742 Pregnancy zone protein [OS=Homo sapiens]0.00 0.02 1.79 4 0.99 1.57 0.88 1.14 0.89
P20908 Collagen alpha-1(V) chain [OS=Homo sapiens]0.00 0.05 1.78 4 1.02 1.54 0.87 1.11 0.94
P23142 Fibulin-1 [OS=Homo sapiens]0.00 0.03 1.64 4 0.99 1.41 0.86 1.11 0.88
P35443 Thrombospondin-4 OS=Homo sapiens OX=9606 GN=THBS4 PE=1 SV=20.00 0.01 1.79 4 1.02 1.46 0.82 1.12 0.87
P36955 Pigment epithelium-derived factor OS=Homo sapiens OX=9606 GN=SERPINF1 PE=1 SV=40.01 0.09 1.41 4 1.00 1.28 0.90 0.98 0.91
P40189 Interleukin-6 receptor subunit beta OS=Homo sapiens OX=9606 GN=IL6ST PE=1 SV=20.03 0.16 1.31 4 0.94 1.23 1.03 1.08 1.07

P42575-1 caspase-2 [OS=Homo sapiens]0.01 0.07 1.27 4 1.01 1.15 0.91 1.15 0.98
P49747 Cartilage oligomeric matrix protein OS=Homo sapiens OX=9606 GN=COMP PE=1 SV=20.00 0.02 2.00 4 1.02 1.56 0.78 1.09 0.83
P51530 DNA replication ATP-dependent helicase/nuclease DNA2 [OS=Homo sapiens]0.00 0.05 1.24 4 0.97 1.14 0.93 1.05 0.94
P51884 Lumican OS=Homo sapiens OX=9606 GN=LUM PE=1 SV=20.01 0.06 1.60 4 1.05 1.40 0.88 1.05 0.92
P62877 E3 ubiquitin-protein ligase RBX1 OS=Homo sapiens OX=9606 GN=RBX1 PE=1 SV=10.00 0.02 1.73 4 1.11 1.05 0.64 0.94 0.84
P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A [OS=Homo sapiens]0.01 0.10 1.25 4 1.00 1.12 0.93 1.03 0.90
P69905 Hemoglobin subunit alpha OS=Homo sapiens OX=9606 GN=HBA1 PE=1 SV=20.01 0.10 1.33 4 1.07 1.22 0.92 1.12 1.02
P82921 28S ribosomal protein S21, mitochondrial [OS=Homo sapiens]0.02 0.11 1.21 4 1.04 1.15 0.95 1.07 1.01
P98179 RNA-binding protein 3 OS=Homo sapiens OX=9606 GN=RBM3 PE=1 SV=10.01 0.08 1.30 4 0.98 1.14 0.87 1.11 0.90
Q02818 Nucleobindin-1 [OS=Homo sapiens]0.02 0.11 1.22 4 1.01 1.16 0.95 1.09 0.99
Q03692 Collagen alpha-1(X) chain [OS=Homo sapiens]0.00 0.05 1.55 4 0.99 1.28 0.82 1.03 0.95
Q04756 Hepatocyte growth factor activator OS=Homo sapiens OX=9606 GN=HGFAC PE=1 SV=10.01 0.10 1.60 4 1.07 1.47 0.92 1.09 1.06
Q05048 Cleavage stimulation factor subunit 1 OS=Homo sapiens OX=9606 GN=CSTF1 PE=1 SV=10.00 0.05 1.21 4 0.96 1.07 0.93 1.03 0.89

Q06033-1 Inter-alpha-trypsin inhibitor heavy chain H3 [OS=Homo sapiens]0.00 0.01 2.06 4 0.99 1.55 0.75 1.09 0.82
Q06587 E3 ubiquitin-protein ligase RING1 [OS=Homo sapiens]0.00 0.01 1.36 4 0.94 1.21 0.92 1.09 0.89
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 [OS=Homo sapiens]0.00 0.03 1.68 4 1.05 1.44 0.91 1.12 0.86
Q12834 cell division cycle protein 20 homolog [OS=Homo sapiens]0.00 0.03 1.30 4 0.95 1.05 0.82 1.01 0.81
Q12860 Contactin-1 OS=Homo sapiens OX=9606 GN=CNTN1 PE=1 SV=10.04 0.18 1.25 4 1.00 1.17 0.93 0.98 0.97
Q13243 Serine/arginine-rich splicing factor 5 OS=Homo sapiens OX=9606 GN=SRSF5 PE=1 SV=10.00 0.02 1.27 4 0.98 1.14 0.90 1.08 0.92

Q13501-1 sequestosome-1 [OS=Homo sapiens]0.00 0.01 1.27 4 1.01 1.14 0.90 1.08 0.96
Q14457 Beclin-1 OS=Homo sapiens OX=9606 GN=BECN1 PE=1 SV=20.05 0.19 1.36 4 1.02 1.24 0.91 1.04 1.01
Q14554 Protein disulfide-isomerase A5 [OS=Homo sapiens]0.01 0.05 1.21 4 0.91 1.03 0.87 0.88 1.05
Q147X3 N-alpha-acetyltransferase 30 [OS=Homo sapiens]0.02 0.10 1.22 4 0.94 1.13 0.92 1.05 0.93

Q14849-1 StAR-related lipid transfer protein 3 [OS=Homo sapiens]0.00 0.04 1.52 4 1.03 1.55 1.02 1.07 1.02
Q15058 Kinesin-like protein KIF14 OS=Homo sapiens OX=9606 GN=KIF14 PE=1 SV=10.01 0.10 1.23 4 1.04 1.13 0.93 1.00 0.96
Q15063 Periostin OS=Homo sapiens OX=9606 GN=POSTN PE=1 SV=20.00 0.04 1.76 4 1.02 1.52 0.86 1.14 0.92
Q15233 Non-POU domain-containing octamer-binding protein OS=Homo sapiens OX=9606 GN=NONO PE=1 SV=40.00 0.03 1.21 4 0.94 1.02 0.87 1.00 0.85
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens OX=9606 GN=TGFBI PE=1 SV=10.00 0.02 1.80 4 1.05 1.46 0.81 1.08 0.93
Q15650 Activating signal cointegrator 1 OS=Homo sapiens OX=9606 GN=TRIP4 PE=1 SV=40.05 0.19 1.21 4 1.08 1.20 0.99 1.08 1.07
Q15831 Serine/threonine-protein kinase STK11 OS=Homo sapiens OX=9606 GN=STK11 PE=1 SV=10.00 0.01 1.33 4 0.97 1.21 0.92 1.02 0.96
Q15836 Vesicle-associated membrane protein 3 OS=Homo sapiens OX=9606 GN=VAMP3 PE=1 SV=30.04 0.17 1.27 4 1.00 1.23 0.97 1.03 1.04
Q562R1 Beta-actin-like protein 2 OS=Homo sapiens OX=9606 GN=ACTBL2 PE=1 SV=20.00 0.01 1.25 4 0.94 1.17 0.98 1.18 0.98
Q58FF7 Putative heat shock protein HSP 90-beta-3 [OS=Homo sapiens]0.01 0.09 1.31 4 1.05 1.18 0.92 1.01 0.90
Q5J8M3 ER membrane protein complex subunit 4 OS=Homo sapiens OX=9606 GN=EMC4 PE=1 SV=20.02 0.13 1.22 4 0.94 1.05 0.92 1.00 0.87

Q5SQN1-1 Synaptosomal-associated protein 47 [OS=Homo sapiens]0.00 0.04 1.23 4 1.00 1.15 0.96 1.05 0.93
Q5VSG8-1 Glycoprotein endo-alpha-1,2-mannosidase-like protein [OS=Homo sapiens]0.02 0.10 1.29 4 1.08 1.16 0.94 1.09 0.90
Q66GS9 Centrosomal protein of 135 kDa OS=Homo sapiens OX=9606 GN=CEP135 PE=1 SV=20.00 0.04 1.25 4 0.92 1.08 0.90 0.97 0.87



Q68CL5-5 Isoform 5 of Tubulin polyglutamylase complex subunit 2 [OS=Homo sapiens]0.00 0.02 1.51 4 0.99 1.27 0.84 1.11 0.99
Q69YQ0-1 Cytospin-A [OS=Homo sapiens]0.01 0.10 1.23 4 1.00 1.12 0.91 1.00 0.92
Q6NUN9 Zinc finger protein 746 OS=Homo sapiens OX=9606 GN=ZNF746 PE=1 SV=10.02 0.11 1.36 4 1.01 1.25 0.92 1.03 0.99
Q7L3T8 probable proline--tRNA ligase, mitochondrial [OS=Homo sapiens]0.00 0.03 1.24 4 1.00 1.12 0.90 1.01 0.94
Q7Z6J8 E3 ubiquitin-protein ligase E3D OS=Homo sapiens OX=9606 GN=UBE3D PE=1 SV=20.00 0.04 1.40 4 0.96 1.23 0.92 1.07 0.88

Q86UD1 Out at first protein homolog OS=Homo sapiens OX=9606 GN=OAF PE=2 SV=10.03 0.14 1.37 4 1.00 1.29 0.94 0.96 1.04
Q8IWA4 Mitofusin-1 OS=Homo sapiens OX=9606 GN=MFN1 PE=1 SV=20.00 0.01 1.22 4 1.02 1.19 0.98 1.13 1.00
Q8NCD3 Holliday junction recognition protein OS=Homo sapiens OX=9606 GN=HJURP PE=1 SV=20.00 0.03 1.44 4 0.92 1.22 0.87 1.04 0.84
Q8NFI3 Cytosolic endo-beta-N-acetylglucosaminidase OS=Homo sapiens OX=9606 GN=ENGASE PE=1 SV=10.00 0.03 1.24 4 0.98 1.22 0.99 1.05 1.01
Q8NFP9 Neurobeachin OS=Homo sapiens OX=9606 GN=NBEA PE=1 SV=30.04 0.18 1.26 4 1.04 1.22 1.00 1.05 0.97

Q8WVD5-1 RING finger protein 141 [OS=Homo sapiens]0.03 0.15 1.28 4 1.07 1.29 1.01 1.21 1.06
Q8WVI0 Small integral membrane protein 4 [OS=Homo sapiens]0.02 0.11 1.34 4 0.98 1.23 0.92 1.10 1.10
Q8WVQ1 Soluble calcium-activated nucleotidase 1 [OS=Homo sapiens]0.02 0.12 1.27 4 1.05 1.22 0.96 1.10 1.00
Q8WXX5 dnaJ homolog subfamily C member 9 [OS=Homo sapiens]0.02 0.10 1.21 4 1.00 1.10 0.91 1.03 0.99
Q8WYA0 Intraflagellar transport protein 81 homolog OS=Homo sapiens OX=9606 GN=IFT81 PE=1 SV=10.01 0.07 1.29 4 1.01 1.24 0.96 1.07 0.97

Q8WYQ5-1 Microprocessor complex subunit DGCR8 [OS=Homo sapiens]0.01 0.09 1.21 4 0.99 1.12 0.93 1.06 0.92
Q92734-1 Protein TFG [OS=Homo sapiens]0.00 0.03 1.25 4 0.94 1.11 0.89 1.04 0.93
Q92997 segment polarity protein dishevelled homolog DVL-3 [OS=Homo sapiens]0.00 0.02 1.40 4 0.98 1.21 0.87 1.04 0.90
Q96CN9 GRIP and coiled-coil domain-containing protein 1 [OS=Homo sapiens]0.01 0.09 1.29 4 0.94 1.07 0.91 1.01 0.83
Q96F63 Coiled-coil domain-containing protein 97 [OS=Homo sapiens]0.01 0.08 1.39 4 1.00 1.22 0.88 1.05 0.92

Q96GQ5-1 RUS1 family protein C16orf58 [OS=Homo sapiens]0.02 0.11 1.23 4 0.96 1.13 0.94 0.99 0.92
Q96HQ2-1 CDKN2AIP N-terminal-like protein [OS=Homo sapiens]0.01 0.05 1.29 4 0.93 1.14 0.93 1.05 0.88

Q96I51 RCC1-like G exchanging factor-like protein OS=Homo sapiens OX=9606 GN=RCC1L PE=1 SV=20.00 0.01 1.24 4 0.96 1.06 0.89 0.95 0.86
Q96IY1 Kinetochore-associated protein NSL1 homolog OS=Homo sapiens OX=9606 GN=NSL1 PE=1 SV=30.00 0.03 1.28 4 1.06 1.18 0.92 1.00 0.97
Q96J42 Thioredoxin domain-containing protein 15 OS=Homo sapiens OX=9606 GN=TXNDC15 PE=1 SV=10.03 0.14 1.25 4 0.92 1.09 0.88 1.04 0.88
Q96R06 Sperm-associated antigen 5 [OS=Homo sapiens]0.01 0.09 1.28 4 1.03 1.17 0.91 1.02 0.96
Q96SZ6 CDK5 regulatory subunit-associated protein 1 [OS=Homo sapiens]0.01 0.06 1.22 4 0.95 1.12 0.92 1.08 1.01

Q99435-1 Protein kinase C-binding protein NELL2 [OS=Homo sapiens]0.00 0.00 1.62 4 1.00 1.38 0.86 1.17 0.85
Q99719 Septin-5 OS=Homo sapiens OX=9606 GN=SEPT5 PE=1 SV=10.00 0.02 1.72 4 1.00 1.40 0.81 1.04 0.88
Q9BRJ6 Uncharacterized protein C7orf50 [OS=Homo sapiens]0.05 0.19 1.24 4 0.90 1.02 0.88 0.90 0.83
Q9BVV7 Mitochondrial import inner membrane translocase subunit Tim21 OS=Homo sapiens OX=9606 GN=TIMM21 PE=1 SV=10.05 0.19 1.31 4 1.00 1.24 0.95 1.05 1.02
Q9BW72 HIG1 domain family member 2A, mitochondrial OS=Homo sapiens OX=9606 GN=HIGD2A PE=1 SV=10.00 0.01 1.77 4 1.10 1.73 1.12 1.09 0.98
Q9BZP6 Acidic mammalian chitinase OS=Homo sapiens OX=9606 GN=CHIA PE=1 SV=10.04 0.17 1.43 4 1.04 1.11 0.77 0.95 0.81
Q9H4B7 tubulin beta-1 chain [OS=Homo sapiens]0.01 0.06 1.50 4 0.93 1.36 0.90 1.16 1.01
Q9HC07 Transmembrane protein 165 OS=Homo sapiens OX=9606 GN=TMEM165 PE=1 SV=10.00 0.01 1.25 4 1.00 1.24 0.99 1.17 1.09
Q9NP58 ATP-binding cassette sub-family B member 6, mitochondrial OS=Homo sapiens OX=9606 GN=ABCB6 PE=1 SV=10.03 0.16 1.26 4 1.04 1.22 0.97 1.05 0.97
Q9NQ89 protein C12orf4 [OS=Homo sapiens]0.02 0.12 1.22 4 0.94 1.15 0.95 1.06 1.03
Q9NS73 MAP3K12-binding inhibitory protein 1 [OS=Homo sapiens]0.03 0.14 1.23 4 1.06 1.24 1.02 1.00 1.08
Q9NW81 ATP synthase subunit s-like protein [OS=Homo sapiens]0.01 0.07 1.26 4 0.93 1.15 0.92 0.95 0.92
Q9NXK8 F-box/LRR-repeat protein 12 [OS=Homo sapiens]0.03 0.15 1.24 4 1.09 1.26 1.02 1.11 1.06

Q9NYF8-1 Bcl-2-associated transcription factor 1 [OS=Homo sapiens]0.00 0.03 1.21 4 0.99 1.12 0.93 1.07 0.94
Q9NYF8-3 Isoform 3 of Bcl-2-associated transcription factor 1 [OS=Homo sapiens]0.05 0.19 1.25 4 0.89 1.03 0.85 0.94 0.83

Q9NZI7 Upstream-binding protein 1 OS=Homo sapiens OX=9606 GN=UBP1 PE=1 SV=10.02 0.11 1.25 4 0.98 1.15 0.92 1.04 1.00
Q9NZJ4-1 Sacsin [OS=Homo sapiens]0.05 0.19 1.26 4 1.05 1.22 0.97 1.07 1.04
Q9NZZ3 Charged multivesicular body protein 5 [OS=Homo sapiens]0.00 0.04 1.24 4 1.01 1.12 0.91 1.01 0.95
Q9P003 Protein cornichon homolog 4 [OS=Homo sapiens]0.01 0.08 1.27 4 1.05 1.25 0.99 1.09 1.07
Q9P2J9 [Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 2, mitochondrial [OS=Homo sapiens]0.05 0.19 1.33 4 0.91 1.21 1.02 1.05 0.96

Q9P2L0-1 WD repeat-containing protein 35 [OS=Homo sapiens]0.00 0.02 1.23 4 0.97 1.13 0.92 1.07 0.93
Q9UFC0 Leucine-rich repeat and WD repeat-containing protein 1 [OS=Homo sapiens]0.00 0.03 1.32 4 0.97 1.16 0.92 1.01 0.88
Q9UFG5 UPF0449 protein C19orf25 [OS=Homo sapiens]0.01 0.09 1.56 4 0.92 1.39 0.89 1.19 0.91
Q9UJA3 DNA helicase MCM8 [OS=Homo sapiens]0.03 0.14 1.49 4 1.04 1.32 0.89 1.17 0.99
Q9UK97 F-box only protein 9 OS=Homo sapiens OX=9606 GN=FBXO9 PE=1 SV=10.02 0.10 1.24 4 1.02 1.24 1.00 1.20 1.02
Q9UK99 F-box only protein 3 [OS=Homo sapiens]0.00 0.03 1.51 4 0.95 1.28 0.87 1.09 0.85

Q9UQL6-3 Isoform 3 of Histone deacetylase 5 [OS=Homo sapiens]0.04 0.17 1.26 4 0.98 1.23 0.99 1.02 1.03
Q9Y2G8 DnaJ homolog subfamily C member 16 [OS=Homo sapiens]0.04 0.18 1.46 4 0.95 1.21 0.88 1.01 0.83
Q9Y2W1 Thyroid hormone receptor-associated protein 3 [OS=Homo sapiens]0.00 0.03 1.26 4 0.98 1.12 0.89 1.02 0.97
Q9Y2W6 tudor and KH domain-containing protein [OS=Homo sapiens]0.04 0.17 1.20 4 1.03 1.20 1.02 1.09 0.99
Q9Y3D0 Mitotic spindle-associated MMXD complex subunit MIP18 OS=Homo sapiens OX=9606 GN=FAM96B PE=1 SV=10.02 0.12 1.28 4 1.01 1.15 0.95 1.08 0.90
Q9Y3D8 Adenylate kinase isoenzyme 6 [OS=Homo sapiens]0.04 0.16 1.30 4 0.96 1.24 1.00 1.03 1.01
Q9Y605 MORF4 family-associated protein 1 [OS=Homo sapiens]0.01 0.10 1.25 4 0.92 1.15 0.92 1.03 0.93



Accession Description Anova Anova.adj MaxFC Clusters Means.C Means.T1 Means.T2 Means.T3 Means.T4
O00233 26S proteasome non-ATPase regulatory subunit 9 OS=Homo sapiens OX=9606 GN=PSMD9 PE=1 SV=30.02 0.12 1.39 1 1.06 0.86 0.99 0.76 0.96
O00244 Copper transport protein ATOX1 OS=Homo sapiens OX=9606 GN=ATOX1 PE=1 SV=10.00 0.01 1.40 1 1.11 0.79 1.03 0.81 1.11
O43920 NADH dehydrogenase [ubiquinone] iron-sulfur protein 5 [OS=Homo sapiens]0.01 0.08 1.24 1 1.05 0.87 0.97 0.85 1.04
O60879 Protein diaphanous homolog 2 OS=Homo sapiens OX=9606 GN=DIAPH2 PE=1 SV=10.04 0.17 1.22 1 1.03 1.09 1.00 0.95 1.16
O75208 Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Homo sapiens OX=9606 GN=COQ9 PE=1 SV=10.02 0.11 1.20 1 1.04 0.89 1.01 0.90 1.06
O75380 NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial OS=Homo sapiens OX=9606 GN=NDUFS6 PE=1 SV=10.02 0.12 1.24 1 1.01 0.98 1.08 0.87 1.05
O75822 Eukaryotic translation initiation factor 3 subunit J [OS=Homo sapiens]0.00 0.02 1.31 1 1.00 0.92 1.05 0.86 1.13
P06280 Alpha-galactosidase A OS=Homo sapiens OX=9606 GN=GLA PE=1 SV=10.00 0.02 1.23 1 1.09 0.89 0.97 0.89 1.05

P07108-5 Isoform 5 of Acyl-CoA-binding protein [OS=Homo sapiens]0.02 0.11 1.37 1 1.01 0.88 0.99 0.75 1.03
P07602 Prosaposin OS=Homo sapiens OX=9606 GN=PSAP PE=1 SV=20.02 0.11 1.40 1 1.07 0.76 0.90 0.86 1.02
P11441 Ubiquitin-like protein 4A OS=Homo sapiens OX=9606 GN=UBL4A PE=1 SV=10.02 0.13 1.25 1 1.11 0.89 0.89 0.90 0.96

P13674-1 prolyl 4-hydroxylase subunit alpha-1 [OS=Homo sapiens]0.01 0.08 1.21 1 0.93 1.01 0.96 0.98 1.14
P29966 Myristoylated alanine-rich C-kinase substrate [OS=Homo sapiens]0.02 0.11 1.52 1 1.05 0.77 1.10 0.80 1.17
P35237 Serpin B6 OS=Homo sapiens OX=9606 GN=SERPINB6 PE=1 SV=30.01 0.08 1.27 1 1.11 0.87 0.95 0.91 1.07
P49006 MARCKS-related protein [OS=Homo sapiens]0.02 0.11 1.53 1 1.06 0.83 1.04 0.85 1.27
P60903 Protein S100-A10 OS=Homo sapiens OX=9606 GN=S100A10 PE=1 SV=20.00 0.01 1.35 1 1.07 0.84 1.02 0.83 1.12
P62857 40S ribosomal protein S28 OS=Homo sapiens OX=9606 GN=RPS28 PE=1 SV=10.00 0.05 1.25 1 0.99 0.87 0.91 0.80 0.87
P99999 cytochrome c [OS=Homo sapiens]0.01 0.06 1.48 1 1.17 0.98 1.09 0.79 1.03
Q00688 peptidyl-prolyl cis-trans isomerase FKBP3 [OS=Homo sapiens]0.01 0.08 1.31 1 1.05 0.94 1.01 0.86 1.13

Q13303-3 Isoform 3 of Voltage-gated potassium channel subunit beta-2 [OS=Homo sapiens]0.03 0.15 1.20 1 1.03 0.96 1.04 0.92 1.11
Q14008 Cytoskeleton-associated protein 5 OS=Homo sapiens OX=9606 GN=CKAP5 PE=1 SV=30.00 0.01 1.25 1 0.98 0.87 1.00 0.82 1.03
Q15637 Splicing factor 1 [OS=Homo sapiens]0.03 0.14 1.28 1 1.09 0.98 0.96 0.96 1.22
Q16773 Kynurenine--oxoglutarate transaminase 1 OS=Homo sapiens OX=9606 GN=KYAT1 PE=1 SV=10.02 0.12 1.44 1 1.06 0.90 1.02 0.81 1.17

Q5T0N5-1 Formin-binding protein 1-like [OS=Homo sapiens]0.03 0.14 1.22 1 1.05 1.06 1.02 0.94 1.14
Q8N983 39S ribosomal protein L43, mitochondrial [OS=Homo sapiens]0.04 0.16 1.38 1 0.89 1.04 1.18 0.85 1.04

Q8WW12 PEST proteolytic signal-containing nuclear protein OS=Homo sapiens OX=9606 GN=PCNP PE=1 SV=20.00 0.01 1.58 1 1.08 0.76 1.06 0.69 1.06
Q8WY22 BRI3-binding protein OS=Homo sapiens OX=9606 GN=BRI3BP PE=1 SV=10.01 0.09 1.27 1 1.02 1.07 0.96 0.84 1.02
Q92945 Far upstream element-binding protein 2 [OS=Homo sapiens]0.00 0.02 1.27 1 1.06 0.85 0.89 0.83 0.98
Q96AE4 Far upstream element-binding protein 1 [OS=Homo sapiens]0.02 0.11 1.47 1 1.15 0.81 0.89 0.78 0.98
Q96BR5 Cytochrome c oxidase assembly factor 7 [OS=Homo sapiens]0.03 0.15 1.21 1 1.03 0.95 0.98 0.91 1.10
Q99576 TSC22 domain family protein 3 OS=Homo sapiens OX=9606 GN=TSC22D3 PE=1 SV=20.00 0.02 1.51 1 1.20 1.01 0.98 1.04 1.48
Q9BWS9 Chitinase domain-containing protein 1 OS=Homo sapiens OX=9606 GN=CHID1 PE=1 SV=10.00 0.05 1.24 1 0.98 0.87 1.02 0.88 1.08
Q9HAV7 GrpE protein homolog 1, mitochondrial [OS=Homo sapiens]0.02 0.11 1.23 1 1.03 1.03 1.10 0.93 1.14
Q9NP97 Dynein light chain roadblock-type 1 [OS=Homo sapiens]0.00 0.00 1.33 1 1.05 0.86 0.99 0.81 1.08
Q9NZ45 CDGSH iron-sulfur domain-containing protein 1 [OS=Homo sapiens]0.01 0.07 1.21 1 1.06 1.11 1.10 1.03 1.25

Q9P0L2-1 Serine/threonine-protein kinase MARK1 [OS=Homo sapiens]0.02 0.12 1.32 1 1.01 0.89 1.04 1.00 1.17
Q9UHR5-1 SAP30-binding protein [OS=Homo sapiens]0.00 0.02 1.27 1 1.10 1.00 1.07 0.96 1.22

Q9Y3E2 BolA-like protein 1 [OS=Homo sapiens]0.02 0.11 1.41 1 1.22 0.89 1.02 0.87 1.19



Accession Description Anova Anova.adj MaxFC Clusters Means.C Means.T1 Means.T2 Means.T3 Means.T4
O00273-2 Isoform DFF35 of DNA fragmentation factor subunit alpha [OS=Homo sapiens]0.00 0.01 1.49 2 0.91 1.12 0.86 1.00 0.75
O00483 Cytochrome c oxidase subunit NDUFA4 [OS=Homo sapiens]0.00 0.02 1.22 2 0.98 0.91 1.05 0.93 0.86
O00767 Acyl-CoA desaturase OS=Homo sapiens OX=9606 GN=SCD PE=1 SV=20.01 0.07 1.25 2 0.97 1.13 0.96 1.12 0.90
O15514 DNA-directed RNA polymerase II subunit RPB4 OS=Homo sapiens OX=9606 GN=POLR2D PE=1 SV=10.03 0.14 1.25 2 0.99 1.12 1.04 1.09 0.90
O43818 U3 small nucleolar RNA-interacting protein 2 OS=Homo sapiens OX=9606 GN=RRP9 PE=1 SV=10.00 0.02 1.26 2 0.97 1.10 0.96 1.15 0.91
O43933 Peroxisome biogenesis factor 1 [OS=Homo sapiens]0.00 0.01 1.22 2 1.05 1.02 0.96 1.10 0.90
O60216 Double-strand-break repair protein rad21 homolog OS=Homo sapiens OX=9606 GN=RAD21 PE=1 SV=20.00 0.01 1.30 2 0.97 1.16 0.90 1.07 0.89
O60814 Histone H2B type 1-K OS=Homo sapiens OX=9606 GN=HIST1H2BK PE=1 SV=30.00 0.01 1.44 2 0.93 1.24 0.86 1.24 0.87

O75182-2 Isoform 2 of Paired amphipathic helix protein Sin3b [OS=Homo sapiens]0.00 0.01 1.41 2 0.99 1.18 0.86 1.08 0.84
O75367 Core histone macro-H2A.1 OS=Homo sapiens OX=9606 GN=H2AFY PE=1 SV=40.03 0.15 1.29 2 0.98 1.10 0.97 1.18 0.92

O95490-1 Adhesion G protein-coupled receptor L2 [OS=Homo sapiens]0.03 0.14 1.21 2 0.98 1.08 0.92 1.04 0.89
O96000 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 [OS=Homo sapiens]0.01 0.08 1.23 2 0.94 1.16 1.02 1.09 0.96

P04920-1 Anion exchange protein 2 [OS=Homo sapiens]0.00 0.01 1.37 2 0.98 1.12 0.98 1.20 0.87
P07910-1 Heterogeneous nuclear ribonucleoproteins C1/C2 [OS=Homo sapiens]0.00 0.02 1.41 2 0.93 1.18 0.85 1.05 0.83
P07910-2 Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 [OS=Homo sapiens]0.00 0.02 1.29 2 0.94 1.03 0.88 1.06 0.82
P08247 Synaptophysin OS=Homo sapiens OX=9606 GN=SYP PE=1 SV=30.04 0.18 1.22 2 1.01 1.14 1.00 1.22 1.02
P08670 Vimentin [OS=Homo sapiens]0.00 0.05 1.22 2 0.93 1.08 0.98 1.14 0.97
P09601 heme oxygenase 1 [OS=Homo sapiens]0.00 0.00 1.92 2 0.94 1.81 1.09 1.58 1.04
P0C0S5 Histone H2A.Z [OS=Homo sapiens]0.03 0.15 1.28 2 0.90 1.16 0.95 1.12 0.90
P0C0S8 Histone H2A type 1 OS=Homo sapiens OX=9606 GN=HIST1H2AG PE=1 SV=20.03 0.16 1.64 2 0.99 1.44 0.87 1.34 0.96

P23246-1 splicing factor, proline- and glutamine-rich [OS=Homo sapiens]0.00 0.03 1.28 2 0.97 1.03 0.89 1.08 0.85
P25912-1 Protein max [OS=Homo sapiens]0.00 0.03 1.25 2 0.95 1.12 0.97 1.05 0.89
P27707 deoxycytidine kinase [OS=Homo sapiens]0.00 0.02 1.30 2 0.95 1.17 0.90 1.07 0.91
P31942 Heterogeneous nuclear ribonucleoprotein H3 [OS=Homo sapiens]0.01 0.06 1.21 2 0.97 1.01 0.90 1.06 0.87
P33552 Cyclin-dependent kinases regulatory subunit 2 OS=Homo sapiens OX=9606 GN=CKS2 PE=1 SV=10.00 0.04 1.24 2 1.01 1.17 0.96 1.11 0.94
P37268 Squalene synthase OS=Homo sapiens OX=9606 GN=FDFT1 PE=1 SV=10.00 0.00 1.26 2 0.97 1.14 0.99 1.18 0.93
P40337 von Hippel-Lindau disease tumor suppressor OS=Homo sapiens OX=9606 GN=VHL PE=1 SV=20.04 0.18 1.32 2 1.05 1.11 0.91 1.08 0.84

P51610-1 Host cell factor 1 [OS=Homo sapiens]0.03 0.13 1.34 2 0.96 1.01 0.89 0.99 0.76
P51991 Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens OX=9606 GN=HNRNPA3 PE=1 SV=20.00 0.01 1.26 2 1.00 1.06 0.85 1.03 0.87

P54725-3 Isoform 3 of UV excision repair protein RAD23 homolog A [OS=Homo sapiens]0.04 0.17 1.26 2 0.97 0.93 0.91 0.99 0.78
P55268 Laminin subunit beta-2 OS=Homo sapiens OX=9606 GN=LAMB2 PE=1 SV=20.00 0.03 1.36 2 1.00 1.17 0.88 1.12 0.86
P62805 histone H4 [OS=Homo sapiens]0.00 0.01 1.55 2 0.90 1.39 0.92 1.39 0.94
P67809 Nuclease-sensitive element-binding protein 1 OS=Homo sapiens OX=9606 GN=YBX1 PE=1 SV=30.01 0.09 1.24 2 0.95 0.96 0.93 1.02 0.82
Q00059 Transcription factor A, mitochondrial OS=Homo sapiens OX=9606 GN=TFAM PE=1 SV=10.00 0.04 1.38 2 0.93 1.29 0.96 1.16 0.94

Q13111-1 Chromatin assembly factor 1 subunit A [OS=Homo sapiens]0.05 0.19 1.30 2 0.95 1.10 0.87 1.00 0.85
Q13151 Heterogeneous nuclear ribonucleoprotein A0 OS=Homo sapiens OX=9606 GN=HNRNPA0 PE=1 SV=10.00 0.01 1.23 2 0.97 1.11 0.90 1.08 0.90
Q13370 cGMP-inhibited 3',5'-cyclic phosphodiesterase B [OS=Homo sapiens]0.01 0.07 1.20 2 1.00 1.10 0.93 1.10 0.91
Q13686 DNA oxidative demethylase ALKBH1 [OS=Homo sapiens]0.00 0.02 1.21 2 0.96 1.06 0.88 1.03 0.88
Q14186 Transcription factor Dp-1 [OS=Homo sapiens]0.04 0.18 1.27 2 0.92 1.09 0.91 1.06 0.86
Q14689 Disco-interacting protein 2 homolog A OS=Homo sapiens OX=9606 GN=DIP2A PE=1 SV=20.03 0.15 1.34 2 0.96 1.09 0.81 1.04 0.82
Q15493 Regucalcin OS=Homo sapiens OX=9606 GN=RGN PE=1 SV=10.00 0.01 1.75 2 0.92 1.37 0.81 1.10 0.78
Q15628 Tumor necrosis factor receptor type 1-associated DEATH domain protein OS=Homo sapiens OX=9606 GN=TRADD PE=1 SV=20.00 0.03 1.21 2 0.96 1.09 0.93 1.12 0.94

Q32MZ4-4 Isoform 4 of Leucine-rich repeat flightless-interacting protein 1 [OS=Homo sapiens]0.01 0.07 1.33 2 0.91 1.04 0.87 1.10 0.83
Q3B726 DNA-directed RNA polymerase I subunit RPA43 [OS=Homo sapiens]0.00 0.03 1.23 2 0.97 1.06 0.86 1.03 0.90
Q5EBL8 PDZ domain-containing protein 11 OS=Homo sapiens OX=9606 GN=PDZD11 PE=1 SV=20.01 0.08 1.32 2 0.93 1.12 0.90 1.06 0.85
Q5HYI7 Metaxin-3 OS=Homo sapiens OX=9606 GN=MTX3 PE=1 SV=20.00 0.00 1.30 2 0.95 1.17 0.97 1.10 0.90
Q5JPI3 Uncharacterized protein C3orf38 OS=Homo sapiens OX=9606 GN=C3orf38 PE=1 SV=10.00 0.02 1.27 2 0.97 0.95 0.92 0.98 0.77
Q5QJE6 Deoxynucleotidyltransferase terminal-interacting protein 2 [OS=Homo sapiens]0.05 0.19 1.22 2 0.96 1.05 0.91 1.11 1.00
Q5T447 E3 ubiquitin-protein ligase HECTD3 OS=Homo sapiens OX=9606 GN=HECTD3 PE=1 SV=10.01 0.06 1.21 2 0.99 1.00 1.00 1.09 0.90
Q6DCA0 AMMECR1-like protein [OS=Homo sapiens]0.04 0.18 1.24 2 0.88 1.02 1.06 1.09 0.90
Q6DKI1 60S ribosomal protein L7-like 1 OS=Homo sapiens OX=9606 GN=RPL7L1 PE=1 SV=10.04 0.17 1.21 2 0.91 1.06 0.91 1.09 0.94
Q6NUS6 Tectonic-3 OS=Homo sapiens OX=9606 GN=TCTN3 PE=1 SV=20.02 0.12 1.23 2 1.04 1.21 0.99 1.18 1.01
Q6P4I2 WD repeat-containing protein 73 OS=Homo sapiens OX=9606 GN=WDR73 PE=1 SV=10.01 0.07 1.22 2 1.02 1.15 0.94 1.11 0.98
Q6PI26 Protein SHQ1 homolog OS=Homo sapiens OX=9606 GN=SHQ1 PE=1 SV=20.00 0.05 1.32 2 1.00 1.14 0.86 1.09 0.93
Q6SPF0 Atherin OS=Homo sapiens OX=9606 GN=SAMD1 PE=1 SV=10.00 0.05 1.32 2 0.98 1.02 1.02 1.14 0.86
Q71F23 Centromere protein U [OS=Homo sapiens]0.00 0.02 1.40 2 0.93 1.11 0.79 1.00 0.85
Q7Z309 Protein FAM122B [OS=Homo sapiens]0.00 0.02 1.35 2 0.92 1.03 0.89 0.99 0.76
Q8IUI8 Cytokine receptor-like factor 3 OS=Homo sapiens OX=9606 GN=CRLF3 PE=1 SV=20.00 0.01 1.26 2 0.98 1.08 0.89 1.01 0.85
Q8IVB5 LIX1-like protein [OS=Homo sapiens]0.04 0.17 1.28 2 0.97 0.93 0.86 0.97 0.76
Q8IWA0 WD repeat-containing protein 75 [OS=Homo sapiens]0.00 0.02 1.22 2 0.96 1.13 0.95 1.16 1.01
Q8IWL3 Iron-sulfur cluster co-chaperone protein HscB, mitochondrial OS=Homo sapiens OX=9606 GN=HSCB PE=1 SV=30.04 0.18 1.37 2 0.93 1.19 0.90 1.10 0.87
Q8N2G8 GH3 domain-containing protein OS=Homo sapiens OX=9606 GN=GHDC PE=1 SV=20.00 0.05 1.25 2 0.89 0.97 0.87 0.93 0.78

Q8N3Z3-1 GTP-binding protein 8 [OS=Homo sapiens]0.02 0.10 1.23 2 0.92 0.93 0.91 0.98 0.79
Q8N5N7 39S ribosomal protein L50, mitochondrial [OS=Homo sapiens]0.00 0.05 1.39 2 0.91 1.10 0.87 1.04 0.79
Q8N8A6 ATP-dependent RNA helicase DDX51 [OS=Homo sapiens]0.01 0.07 1.29 2 0.98 1.03 0.87 1.08 0.84
Q8NFG4 Folliculin OS=Homo sapiens OX=9606 GN=FLCN PE=1 SV=10.00 0.02 1.30 2 1.04 1.15 0.94 1.12 0.88
Q8TED0 U3 small nucleolar RNA-associated protein 15 homolog [OS=Homo sapiens]0.03 0.14 1.21 2 0.97 1.09 0.93 1.12 0.99

Q8WU76-1 Sec1 family domain-containing protein 2 [OS=Homo sapiens]0.03 0.15 1.42 2 0.86 0.91 0.83 1.05 0.74
Q8WVB6 Chromosome transmission fidelity protein 18 homolog [OS=Homo sapiens]0.00 0.01 1.45 2 1.02 1.17 0.81 1.04 0.82
Q92673 Sortilin-related receptor [OS=Homo sapiens]0.00 0.05 1.30 2 0.88 1.12 1.01 1.05 0.87
Q969X6 U3 small nucleolar RNA-associated protein 4 homolog [OS=Homo sapiens]0.04 0.18 1.21 2 0.91 1.04 0.96 1.11 1.02
Q96D15 Reticulocalbin-3 OS=Homo sapiens OX=9606 GN=RCN3 PE=1 SV=10.00 0.00 2.02 2 1.00 1.45 0.76 1.09 0.72



Q96FX8 p53 apoptosis effector related to PMP-22 [OS=Homo sapiens]0.01 0.08 1.33 2 0.97 0.99 0.98 1.02 0.77
Q96G21 U3 small nucleolar ribonucleoprotein protein IMP4 [OS=Homo sapiens]0.01 0.06 1.21 2 0.95 1.01 0.93 1.02 0.85
Q96JA3 Pleckstrin homology domain-containing family A member 8 OS=Homo sapiens OX=9606 GN=PLEKHA8 PE=1 SV=30.00 0.02 1.43 2 1.18 1.09 0.89 1.27 0.99
Q96ME7 Zinc finger protein 512 OS=Homo sapiens OX=9606 GN=ZNF512 PE=1 SV=20.01 0.09 1.24 2 0.98 0.96 0.85 1.05 0.84
Q96T23 remodeling and spacing factor 1 [OS=Homo sapiens]0.05 0.18 1.23 2 0.91 1.07 1.07 1.11 0.98
Q99666 RANBP2-like and GRIP domain-containing protein 5/6 [OS=Homo sapiens]0.00 0.00 1.38 2 0.98 1.18 0.95 1.14 0.86
Q9BRA2 Thioredoxin domain-containing protein 17 [OS=Homo sapiens]0.01 0.09 1.21 2 1.06 1.00 1.03 1.01 0.88
Q9BRU9 rRNA-processing protein UTP23 homolog OS=Homo sapiens OX=9606 GN=UTP23 PE=1 SV=20.03 0.14 1.34 2 0.94 1.00 0.97 1.07 0.80

Q9BU64-1 centromere protein O [OS=Homo sapiens]0.00 0.02 1.21 2 1.10 1.14 0.95 1.14 0.95
Q9BUR4 Telomerase Cajal body protein 1 OS=Homo sapiens OX=9606 GN=WRAP53 PE=1 SV=10.00 0.05 1.23 2 0.94 1.05 0.93 1.03 0.86

Q9BV73-1 Centrosome-associated protein CEP250 [OS=Homo sapiens]0.00 0.02 1.30 2 0.98 1.17 0.97 1.13 0.90
Q9BVI4 Nucleolar complex protein 4 homolog OS=Homo sapiens OX=9606 GN=NOC4L PE=1 SV=10.00 0.01 1.24 2 0.97 1.03 0.91 1.09 0.88
Q9BX70 BTB/POZ domain-containing protein 2 OS=Homo sapiens OX=9606 GN=BTBD2 PE=1 SV=10.03 0.16 1.29 2 1.08 1.00 1.12 1.15 0.89
Q9BY12 S phase cyclin A-associated protein in the endoplasmic reticulum [OS=Homo sapiens]0.03 0.16 1.47 2 0.63 0.93 0.86 0.81 0.68
Q9BZX2 Uridine-cytidine kinase 2 OS=Homo sapiens OX=9606 GN=UCK2 PE=1 SV=10.00 0.00 1.26 2 0.99 1.08 0.94 1.09 0.87
Q9H0H0 integrator complex subunit 2 [OS=Homo sapiens]0.00 0.02 1.24 2 0.91 0.99 0.93 0.93 0.80
Q9H8M2 Bromodomain-containing protein 9 OS=Homo sapiens OX=9606 GN=BRD9 PE=1 SV=20.01 0.06 1.64 2 0.80 1.19 0.75 1.15 0.72
Q9H981 Actin-related protein 8 OS=Homo sapiens OX=9606 GN=ACTR8 PE=1 SV=20.00 0.03 1.21 2 1.07 1.15 0.97 1.13 0.95

Q9H9Q4-1 non-homologous end-joining factor 1 [OS=Homo sapiens]0.00 0.01 1.26 2 0.98 1.21 0.96 1.08 0.96
Q9HB09 Bcl-2-like protein 12 OS=Homo sapiens OX=9606 GN=BCL2L12 PE=1 SV=10.03 0.16 1.30 2 1.04 1.30 1.04 1.35 1.05
Q9HC52 Chromobox protein homolog 8 OS=Homo sapiens OX=9606 GN=CBX8 PE=1 SV=30.00 0.03 1.28 2 0.94 1.06 0.86 1.03 0.83
Q9NNX1 Tuftelin OS=Homo sapiens OX=9606 GN=TUFT1 PE=1 SV=10.00 0.03 1.54 2 0.96 1.09 0.92 1.16 0.76
Q9NP66 High mobility group protein 20A OS=Homo sapiens OX=9606 GN=HMG20A PE=1 SV=10.04 0.18 1.39 2 1.00 1.01 0.87 1.13 0.81
Q9NQX7 Integral membrane protein 2C [OS=Homo sapiens]0.01 0.07 1.44 2 0.78 1.12 0.87 1.10 0.82
Q9NSI2 Protein FAM207A OS=Homo sapiens OX=9606 GN=FAM207A PE=1 SV=20.00 0.00 1.22 2 0.96 1.04 0.93 1.06 0.86
Q9NV31 U3 small nucleolar ribonucleoprotein protein IMP3 [OS=Homo sapiens]0.00 0.04 1.23 2 0.93 1.11 0.93 1.10 0.90
Q9NV92 NEDD4 family-interacting protein 2 OS=Homo sapiens OX=9606 GN=NDFIP2 PE=1 SV=20.00 0.00 1.39 2 0.99 1.17 0.95 1.24 0.89

Q9NVK5-1 FGFR1 oncogene partner 2 [OS=Homo sapiens]0.00 0.04 1.32 2 1.00 1.07 0.86 1.04 0.81
Q9NWT1 p21-activated protein kinase-interacting protein 1 OS=Homo sapiens OX=9606 GN=PAK1IP1 PE=1 SV=20.00 0.01 1.32 2 0.98 1.14 0.91 1.07 0.86
Q9NZM5 Glioma tumor suppressor candidate region gene 2 protein [OS=Homo sapiens]0.05 0.19 1.31 2 0.91 0.96 0.92 1.10 0.84
Q9P0M9 39S ribosomal protein L27, mitochondrial OS=Homo sapiens OX=9606 GN=MRPL27 PE=1 SV=10.00 0.04 1.31 2 0.99 0.95 0.95 0.92 0.76
Q9P2X0 Dolichol-phosphate mannosyltransferase subunit 3 OS=Homo sapiens OX=9606 GN=DPM3 PE=1 SV=20.00 0.03 1.27 2 0.96 1.01 0.93 0.98 0.80

Q9UBN7-1 histone deacetylase 6 [OS=Homo sapiens]0.03 0.14 1.20 2 1.05 1.12 0.98 1.13 0.94
Q9UGP4 LIM domain-containing protein 1 OS=Homo sapiens OX=9606 GN=LIMD1 PE=1 SV=10.03 0.14 1.21 2 1.02 1.05 0.97 1.04 0.87
Q9UHA3 Probable ribosome biogenesis protein RLP24 OS=Homo sapiens OX=9606 GN=RSL24D1 PE=1 SV=10.04 0.18 1.35 2 0.97 1.05 0.90 1.19 0.88
Q9UI30 Multifunctional methyltransferase subunit TRM112-like protein [OS=Homo sapiens]0.00 0.01 1.27 2 0.99 1.09 0.95 1.05 0.85
Q9UKD1 Glucocorticoid modulatory element-binding protein 2 OS=Homo sapiens OX=9606 GN=GMEB2 PE=1 SV=10.00 0.02 1.32 2 1.04 1.06 1.05 1.16 0.87
Q9ULJ7 Ankyrin repeat domain-containing protein 50 OS=Homo sapiens OX=9606 GN=ANKRD50 PE=1 SV=40.03 0.15 1.21 2 0.98 1.08 0.93 1.12 0.97
Q9UNK0 Syntaxin-8 OS=Homo sapiens OX=9606 GN=STX8 PE=1 SV=20.02 0.12 1.22 2 1.02 1.06 0.93 1.02 0.87
Q9UQ13 Leucine-rich repeat protein SHOC-2 OS=Homo sapiens OX=9606 GN=SHOC2 PE=1 SV=20.01 0.08 1.27 2 0.88 0.95 0.91 0.93 0.74
Q9Y2C4 Nuclease EXOG, mitochondrial OS=Homo sapiens OX=9606 GN=EXOG PE=1 SV=20.00 0.00 1.37 2 0.92 1.11 0.93 1.03 0.81
Q9Y3B1 PRELI domain containing protein 3B OS=Homo sapiens OX=9606 GN=PRELID3B PE=2 SV=20.02 0.10 1.92 2 0.94 1.40 0.88 1.10 0.73
Q9Y3T6 R3H and coiled-coil domain-containing protein 1 [OS=Homo sapiens]0.03 0.15 1.23 2 1.08 1.02 1.06 1.18 0.96



Accession Description Anova Anova.adj MaxFC Clusters Means.C Means.T1 Means.T2 Means.T3 Means.T4
O14618 copper chaperone for superoxide dismutase [OS=Homo sapiens]0.00 0.00 1.24 3 1.01 0.91 1.13 0.96 1.03
O14647 Chromodomain-helicase-DNA-binding protein 2 [OS=Homo sapiens]0.03 0.13 1.29 3 1.02 0.79 1.01 0.88 0.97
O14957 cytochrome b-c1 complex subunit 10 [OS=Homo sapiens]0.01 0.06 1.34 3 0.89 0.95 1.19 0.92 1.08
O15063 Uncharacterized protein KIAA0355 [OS=Homo sapiens]0.05 0.19 1.21 3 0.97 0.96 1.11 1.03 1.16

O15126-1 Secretory carrier-associated membrane protein 1 [OS=Homo sapiens]0.00 0.01 1.21 3 1.01 0.95 1.12 0.93 1.14
O15382 Branched-chain-amino-acid aminotransferase, mitochondrial [OS=Homo sapiens]0.00 0.01 1.21 3 0.99 0.89 1.07 0.89 1.02
O43633 Charged multivesicular body protein 2a OS=Homo sapiens OX=9606 GN=CHMP2A PE=1 SV=10.00 0.00 1.25 3 1.00 0.87 1.02 0.88 1.09
O43708 maleylacetoacetate isomerase [OS=Homo sapiens]0.00 0.00 1.39 3 1.01 0.87 1.21 0.90 1.20

O43759-2 Isoform 1B of Synaptogyrin-1 [OS=Homo sapiens]0.00 0.02 1.23 3 0.98 0.86 1.06 0.93 1.00
O43826-1 Glucose-6-phosphate translocase [OS=Homo sapiens]0.01 0.06 1.27 3 0.95 0.84 1.06 0.92 1.00
O43852-4 Isoform 4 of Calumenin [OS=Homo sapiens]0.00 0.00 1.71 3 1.07 0.94 1.30 0.99 1.61
O60573 Eukaryotic translation initiation factor 4E type 2 OS=Homo sapiens OX=9606 GN=EIF4E2 PE=1 SV=10.01 0.07 1.24 3 0.99 0.96 1.12 0.91 1.11
O60890 Oligophrenin-1 [OS=Homo sapiens]0.00 0.02 1.36 3 1.03 0.84 1.05 0.88 1.15
O75391 Sperm-associated antigen 7 [OS=Homo sapiens]0.00 0.01 1.26 3 1.00 0.86 1.04 0.91 1.08
O94811 Tubulin polymerization-promoting protein OS=Homo sapiens OX=9606 GN=TPPP PE=1 SV=10.00 0.03 1.21 3 1.06 0.88 0.99 0.91 0.98
O95218 Zinc finger Ran-binding domain-containing protein 2 OS=Homo sapiens OX=9606 GN=ZRANB2 PE=1 SV=20.00 0.01 1.36 3 1.01 0.89 1.10 0.95 1.22
O95716 ras-related protein Rab-3D [OS=Homo sapiens]0.00 0.02 1.26 3 1.02 0.97 1.09 0.92 1.16
O96033 Molybdopterin synthase sulfur carrier subunit OS=Homo sapiens OX=9606 GN=MOCS2 PE=1 SV=10.02 0.11 1.21 3 1.05 0.93 1.05 1.00 1.13
P00505 Aspartate aminotransferase, mitochondrial OS=Homo sapiens OX=9606 GN=GOT2 PE=1 SV=30.05 0.19 1.22 3 1.05 0.90 1.11 0.91 1.02
P01116 GTPase KRas [OS=Homo sapiens]0.03 0.14 1.28 3 1.04 0.86 1.10 0.97 1.07
P04080 Cystatin-B [OS=Homo sapiens]0.01 0.07 1.36 3 1.00 0.79 0.97 0.85 1.07
P05166 Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens OX=9606 GN=PCCB PE=1 SV=30.00 0.01 1.20 3 0.99 0.89 1.06 0.91 1.03
P07311 Acylphosphatase-1 OS=Homo sapiens OX=9606 GN=ACYP1 PE=1 SV=20.00 0.02 1.59 3 1.00 0.64 1.02 0.77 0.98
P07339 Cathepsin D [OS=Homo sapiens]0.02 0.11 1.27 3 1.04 0.82 0.98 0.95 0.99
P07858 Cathepsin B OS=Homo sapiens OX=9606 GN=CTSB PE=1 SV=30.00 0.02 1.28 3 1.09 0.85 1.05 0.91 1.09
P08648 Integrin alpha-5 OS=Homo sapiens OX=9606 GN=ITGA5 PE=1 SV=20.01 0.09 1.23 3 1.02 0.88 1.08 0.95 1.04
P08962 CD63 antigen OS=Homo sapiens OX=9606 GN=CD63 PE=1 SV=20.00 0.02 1.23 3 0.94 0.79 0.97 0.89 0.90
P09488 Glutathione S-transferase Mu 1 [OS=Homo sapiens]0.04 0.17 1.27 3 1.12 0.89 1.09 0.99 1.13
P10109 Adrenodoxin, mitochondrial [OS=Homo sapiens]0.01 0.08 1.22 3 1.04 0.86 1.05 1.00 1.00
P10599 Thioredoxin OS=Homo sapiens OX=9606 GN=TXN PE=1 SV=30.00 0.01 1.60 3 1.00 0.62 0.95 0.84 0.92
P11234 Ras-related protein Ral-B OS=Homo sapiens OX=9606 GN=RALB PE=1 SV=10.00 0.05 1.33 3 1.03 0.96 1.22 0.99 1.27
P13473 Lysosome-associated membrane glycoprotein 2 OS=Homo sapiens OX=9606 GN=LAMP2 PE=1 SV=20.01 0.08 1.38 3 1.15 0.85 1.17 0.95 1.17
P13640 metallothionein-1G [OS=Homo sapiens]0.01 0.06 4.72 3 1.45 0.31 0.86 0.53 0.93

P15154-1 Ras-related C3 botulinum toxin substrate 1 [OS=Homo sapiens]0.00 0.04 1.23 3 1.04 0.93 1.15 0.97 1.12
P17900 Ganglioside GM2 activator [OS=Homo sapiens]0.01 0.09 1.73 3 1.19 0.69 0.91 0.80 1.01
P21397 Amine oxidase [flavin-containing] A OS=Homo sapiens OX=9606 GN=MAOA PE=1 SV=10.00 0.02 1.21 3 0.98 0.92 1.00 1.00 1.10
P26583 High mobility group protein B2 OS=Homo sapiens OX=9606 GN=HMGB2 PE=1 SV=20.01 0.07 1.46 3 0.99 0.67 0.92 0.71 0.95
P29218 Inositol monophosphatase 1 OS=Homo sapiens OX=9606 GN=IMPA1 PE=1 SV=10.01 0.08 1.26 3 1.05 0.85 1.05 0.92 1.07
P29373 Cellular retinoic acid-binding protein 2 [OS=Homo sapiens]0.00 0.00 1.26 3 1.02 0.84 1.07 0.88 1.04
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens OX=9606 GN=PEBP1 PE=1 SV=30.01 0.07 1.28 3 1.02 0.81 1.02 0.93 1.03
P30740 Leukocyte elastase inhibitor [OS=Homo sapiens]0.00 0.04 1.46 3 1.07 0.79 0.93 0.90 1.15
P31949 protein S100-A11 [OS=Homo sapiens]0.03 0.15 1.22 3 0.96 0.90 1.11 0.93 1.06
P32322 Pyrroline-5-carboxylate reductase 1, mitochondrial [OS=Homo sapiens]0.00 0.01 1.20 3 0.99 0.84 1.01 0.87 0.93
P35580 Myosin-10 OS=Homo sapiens OX=9606 GN=MYH10 PE=1 SV=30.00 0.02 1.24 3 0.99 0.80 0.95 0.82 0.95
P35754 Glutaredoxin-1 [OS=Homo sapiens]0.02 0.11 1.29 3 1.12 0.90 1.11 0.97 1.17
P35813 Protein phosphatase 1A OS=Homo sapiens OX=9606 GN=PPM1A PE=1 SV=10.00 0.01 1.22 3 1.01 0.85 1.02 0.93 1.04
P37235 Hippocalcin-like protein 1 [OS=Homo sapiens]0.00 0.05 1.94 3 1.09 0.56 0.93 0.81 0.88
P40121 Macrophage-capping protein OS=Homo sapiens OX=9606 GN=CAPG PE=1 SV=20.02 0.10 1.21 3 1.02 0.98 1.12 1.02 1.19
P41236 Protein phosphatase inhibitor 2 OS=Homo sapiens OX=9606 GN=PPP1R2 PE=1 SV=20.02 0.13 1.25 3 1.02 0.90 1.13 0.96 1.08
P42025 Beta-centractin OS=Homo sapiens OX=9606 GN=ACTR1B PE=1 SV=10.02 0.11 1.20 3 1.00 0.92 1.09 0.96 1.10
P48509 CD151 antigen [OS=Homo sapiens]0.02 0.12 1.35 3 1.14 0.86 1.12 0.85 1.09
P49366 Deoxyhypusine synthase OS=Homo sapiens OX=9606 GN=DHPS PE=1 SV=10.01 0.07 1.20 3 1.04 0.93 1.08 0.90 1.04
P51149 Ras-related protein Rab-7a OS=Homo sapiens OX=9606 GN=RAB7A PE=1 SV=10.02 0.11 1.26 3 1.01 0.90 1.11 0.88 1.03
P53985 Monocarboxylate transporter 1 [OS=Homo sapiens]0.00 0.01 1.36 3 1.00 0.93 1.17 0.98 1.26
P54252 Ataxin-3 OS=Homo sapiens OX=9606 GN=ATXN3 PE=1 SV=50.00 0.00 1.22 3 1.02 0.88 1.05 0.92 1.07
P55263 Adenosine kinase OS=Homo sapiens OX=9606 GN=ADK PE=1 SV=20.01 0.10 1.20 3 0.99 0.94 1.13 0.99 1.04
P60059 Protein transport protein Sec61 subunit gamma [OS=Homo sapiens]0.00 0.03 1.30 3 1.01 0.89 1.15 1.01 1.08
P60520 Gamma-aminobutyric acid receptor-associated protein-like 2 [OS=Homo sapiens]0.00 0.02 1.22 3 1.02 0.91 1.06 0.98 1.11
P61026 ras-related protein rab-10 [OS=Homo sapiens]0.00 0.01 1.20 3 1.01 0.89 1.07 0.91 1.07
P61803 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 [OS=Homo sapiens]0.00 0.04 1.27 3 1.09 0.86 1.09 1.01 1.02
P61916 NPC intracellular cholesterol transporter 2 OS=Homo sapiens OX=9606 GN=NPC2 PE=1 SV=10.04 0.16 1.98 3 1.22 0.62 0.97 0.79 0.97
P61927 60S ribosomal protein L37 [OS=Homo sapiens]0.05 0.18 1.23 3 1.01 0.82 1.00 0.96 0.98
P61956 small ubiquitin-related modifier 2 [OS=Homo sapiens]0.00 0.02 1.32 3 1.11 0.90 1.07 0.96 1.19
P62745 Rho-related GTP-binding protein RhoB [OS=Homo sapiens]0.04 0.18 1.31 3 1.15 0.88 1.04 0.94 1.04
P62820 Ras-related protein Rab-1A OS=Homo sapiens OX=9606 GN=RAB1A PE=1 SV=30.00 0.03 1.21 3 1.03 0.97 1.11 0.98 1.17
P62834 ras-related protein Rap-1A [OS=Homo sapiens]0.00 0.02 1.60 3 1.08 0.82 1.25 0.79 1.26
P68402 Platelet-activating factor acetylhydrolase IB subunit beta OS=Homo sapiens OX=9606 GN=PAFAH1B2 PE=1 SV=10.03 0.15 1.29 3 1.07 0.99 1.22 1.01 1.28
P83876 thioredoxin-like protein 4A [OS=Homo sapiens]0.00 0.03 1.24 3 1.03 0.87 1.07 0.96 1.04
Q01469 Fatty acid-binding protein, epidermal [OS=Homo sapiens]0.02 0.11 1.26 3 0.97 0.94 1.19 0.98 1.12
Q04760 Lactoylglutathione lyase OS=Homo sapiens OX=9606 GN=GLO1 PE=1 SV=40.01 0.06 1.21 3 1.03 0.86 1.04 0.93 0.99
Q08722 Leukocyte surface antigen CD47 [OS=Homo sapiens]0.00 0.00 1.24 3 1.06 0.93 1.11 0.94 1.15
Q13011 Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial [OS=Homo sapiens]0.00 0.02 1.27 3 1.02 0.81 1.02 0.91 0.95



Q13123 Protein Red [OS=Homo sapiens]0.04 0.16 1.20 3 0.97 0.90 1.01 0.97 1.08
Q13162 Peroxiredoxin-4 [OS=Homo sapiens]0.00 0.04 1.50 3 1.10 0.74 0.93 0.85 0.99

Q13491-4 Isoform 4 of Neuronal membrane glycoprotein M6-b [OS=Homo sapiens]0.01 0.10 1.23 3 1.02 0.88 1.08 0.89 1.01
Q13510 Acid ceramidase OS=Homo sapiens OX=9606 GN=ASAH1 PE=1 SV=50.00 0.03 1.26 3 1.01 0.83 1.02 0.94 1.05
Q13795 ADP-ribosylation factor-related protein 1 [OS=Homo sapiens]0.01 0.06 1.24 3 0.98 0.90 1.05 0.94 1.12
Q15181 Inorganic pyrophosphatase OS=Homo sapiens OX=9606 GN=PPA1 PE=1 SV=20.00 0.01 1.41 3 1.02 0.73 1.02 0.93 0.98
Q15208 Serine/threonine-protein kinase 38 OS=Homo sapiens OX=9606 GN=STK38 PE=1 SV=10.01 0.10 1.21 3 1.06 1.01 1.12 1.04 1.22
Q15274 nicotinate-nucleotide pyrophosphorylase [carboxylating] [OS=Homo sapiens]0.00 0.00 1.40 3 1.02 0.79 1.10 0.83 1.04
Q16637 Survival motor neuron protein OS=Homo sapiens OX=9606 GN=SMN1 PE=1 SV=10.00 0.01 1.20 3 1.00 0.91 1.08 0.96 1.10
Q3ZAQ7 Vacuolar ATPase assembly integral membrane protein vma21 [OS=Homo sapiens]0.00 0.04 1.43 3 1.12 0.78 0.97 0.88 1.03
Q4VCS5 Angiomotin OS=Homo sapiens OX=9606 GN=AMOT PE=1 SV=10.00 0.01 1.24 3 0.94 0.84 1.04 0.87 0.95
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens OX=9606 GN=PDCD4 PE=1 SV=20.00 0.00 1.26 3 1.01 0.84 1.06 0.84 1.01
Q5T2R2 Decaprenyl-diphosphate synthase subunit 1 OS=Homo sapiens OX=9606 GN=PDSS1 PE=1 SV=10.03 0.14 2.08 3 1.14 0.60 1.24 0.97 1.06
Q6FIF0 AN1-type zinc finger protein 6 [OS=Homo sapiens]0.03 0.15 1.21 3 1.09 0.90 1.07 0.94 1.04
Q6JQN1 Acyl-CoA dehydrogenase family member 10 OS=Homo sapiens OX=9606 GN=ACAD10 PE=1 SV=10.03 0.14 1.36 3 0.96 0.79 1.08 0.99 1.03
Q6P1N0 Coiled-coil and C2 domain-containing protein 1A [OS=Homo sapiens]0.03 0.15 1.26 3 0.95 0.83 1.00 0.89 1.05

Q6P587-1 Acylpyruvase FAHD1, mitochondrial [OS=Homo sapiens]0.01 0.10 1.29 3 1.02 0.79 1.01 0.89 1.02
Q6PI78 Transmembrane protein 65 OS=Homo sapiens OX=9606 GN=TMEM65 PE=1 SV=20.00 0.02 1.26 3 0.98 0.92 1.08 1.01 1.16
Q6PID6 Tetratricopeptide repeat protein 33 [OS=Homo sapiens]0.00 0.03 1.22 3 1.03 0.99 1.10 0.98 1.20
Q6UB99 Ankyrin repeat domain-containing protein 11 OS=Homo sapiens OX=9606 GN=ANKRD11 PE=1 SV=30.03 0.15 1.30 3 0.90 0.95 1.07 0.97 1.17
Q6UW68 Transmembrane protein 205 OS=Homo sapiens OX=9606 GN=TMEM205 PE=1 SV=10.00 0.03 1.27 3 1.04 0.89 1.12 0.97 1.13

Q6UXH1-5 Isoform 5 of Cysteine-rich with EGF-like domain protein 2 [OS=Homo sapiens]0.02 0.12 1.30 3 1.03 0.84 1.05 0.94 1.09
Q7L592 NADH dehydrogenase [ubiquinone] complex I, assembly factor 7 [OS=Homo sapiens]0.00 0.00 1.24 3 0.99 0.85 1.05 0.88 1.01
Q7Z4V5 Hepatoma-derived growth factor-related protein 2 [OS=Homo sapiens]0.01 0.08 1.32 3 1.04 0.98 1.29 1.02 1.21
Q86V88 Magnesium-dependent phosphatase 1 OS=Homo sapiens OX=9606 GN=MDP1 PE=1 SV=10.03 0.14 1.27 3 1.03 0.94 1.19 0.97 1.09
Q86VM9 Zinc finger CCCH domain-containing protein 18 OS=Homo sapiens OX=9606 GN=ZC3H18 PE=1 SV=20.00 0.03 1.38 3 0.93 0.86 1.18 0.86 1.06
Q86WA6 Valacyclovir hydrolase OS=Homo sapiens OX=9606 GN=BPHL PE=1 SV=10.01 0.05 1.24 3 1.03 0.85 1.00 0.88 1.04
Q8IWB9 Testis-expressed protein 2 OS=Homo sapiens OX=9606 GN=TEX2 PE=1 SV=20.02 0.13 1.21 3 1.01 0.88 1.02 0.92 1.07
Q8IYS1 Peptidase M20 domain-containing protein 2 [OS=Homo sapiens]0.00 0.02 1.26 3 0.94 0.89 1.12 0.92 1.00

Q8N1G0 Zinc finger protein 687 OS=Homo sapiens OX=9606 GN=ZNF687 PE=1 SV=10.04 0.18 1.22 3 0.98 0.86 1.03 0.91 1.05
Q8N2U0 Transmembrane protein 256 [OS=Homo sapiens]0.00 0.04 1.36 3 0.97 0.83 1.13 0.93 1.10
Q8ND24 RING finger protein 214 OS=Homo sapiens OX=9606 GN=RNF214 PE=1 SV=20.00 0.02 1.20 3 1.02 0.89 1.03 0.95 1.07
Q8NHP8 Putative phospholipase B-like 2 OS=Homo sapiens OX=9606 GN=PLBD2 PE=1 SV=20.01 0.07 1.21 3 1.08 0.90 0.98 0.92 1.07
Q8NI22 Multiple coagulation factor deficiency protein 2 OS=Homo sapiens OX=9606 GN=MCFD2 PE=1 SV=10.01 0.06 1.42 3 0.93 0.89 1.27 0.99 1.26
Q8TBP6 Solute carrier family 25 member 40 [OS=Homo sapiens]0.00 0.03 1.30 3 1.10 0.85 1.03 1.02 1.03
Q8TEA8 D-tyrosyl-tRNA(Tyr) deacylase 1 [OS=Homo sapiens]0.00 0.03 1.58 3 1.07 0.68 1.04 0.91 0.94

Q8WYN0 Cysteine protease ATG4A OS=Homo sapiens OX=9606 GN=ATG4A PE=1 SV=10.01 0.06 1.39 3 0.96 0.88 1.22 0.94 1.12
Q92551 Inositol hexakisphosphate kinase 1 [OS=Homo sapiens]0.03 0.13 1.24 3 1.04 0.91 1.09 0.98 1.13
Q92820 Gamma-glutamyl hydrolase [OS=Homo sapiens]0.00 0.00 1.28 3 1.00 0.85 1.08 0.89 1.06
Q96A54 Adiponectin receptor protein 1 OS=Homo sapiens OX=9606 GN=ADIPOR1 PE=1 SV=10.03 0.14 1.28 3 0.94 0.89 1.15 0.95 1.14
Q96AT9 Ribulose-phosphate 3-epimerase OS=Homo sapiens OX=9606 GN=RPE PE=1 SV=10.00 0.05 1.35 3 1.09 0.80 1.03 0.86 0.98
Q96BM9 ADP-ribosylation factor-like protein 8A [OS=Homo sapiens]0.02 0.11 1.30 3 1.03 1.07 1.24 0.97 1.26
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens OX=9606 GN=EFHD2 PE=1 SV=10.00 0.01 1.27 3 0.97 0.88 1.12 0.95 1.06
Q96C36 Pyrroline-5-carboxylate reductase 2 [OS=Homo sapiens]0.00 0.01 1.22 3 0.98 0.86 1.05 0.87 0.98
Q96CW6 Probable RNA polymerase II nuclear localization protein SLC7A6OS [OS=Homo sapiens]0.01 0.06 1.22 3 1.06 0.87 1.01 0.95 0.95
Q96DA6 mitochondrial import inner membrane translocase subunit TIM14 [OS=Homo sapiens]0.00 0.03 1.25 3 0.94 0.87 1.09 0.95 1.01
Q96DP5 Methionyl-tRNA formyltransferase, mitochondrial [OS=Homo sapiens]0.00 0.05 1.29 3 1.04 0.82 1.04 0.88 1.05

Q96MW1 Coiled-coil domain-containing protein 43 [OS=Homo sapiens]0.00 0.01 1.21 3 1.06 0.94 1.04 1.02 1.14
Q99442 Translocation protein SEC62 OS=Homo sapiens OX=9606 GN=SEC62 PE=1 SV=10.01 0.08 1.24 3 1.02 0.92 1.06 0.92 1.14

Q99576-3 Isoform 2 of TSC22 domain family protein 3 [OS=Homo sapiens]0.00 0.03 1.23 3 1.03 0.88 1.09 0.94 1.09
Q99807-1 5-demethoxyubiquinone hydroxylase, mitochondrial [OS=Homo sapiens]0.00 0.01 1.39 3 1.04 0.92 1.11 0.92 1.28
Q99816 Tumor susceptibility gene 101 protein OS=Homo sapiens OX=9606 GN=TSG101 PE=1 SV=20.00 0.00 1.20 3 1.01 0.90 1.08 0.92 1.08
Q99829 Copine-1 OS=Homo sapiens OX=9606 GN=CPNE1 PE=1 SV=10.00 0.02 1.25 3 1.03 0.90 1.10 0.93 1.13
Q99856 AT-rich interactive domain-containing protein 3A [OS=Homo sapiens]0.00 0.04 1.23 3 1.05 0.93 1.12 0.95 1.15
Q9BUE0 Mediator of RNA polymerase II transcription subunit 18 OS=Homo sapiens OX=9606 GN=MED18 PE=1 SV=10.00 0.01 1.43 3 1.01 0.92 1.27 0.94 1.31
Q9BUL8 programmed cell death protein 10 [OS=Homo sapiens]0.00 0.02 1.23 3 0.98 0.88 1.08 0.89 1.03
Q9BV79 Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Homo sapiens OX=9606 GN=MECR PE=1 SV=20.00 0.01 1.28 3 0.99 0.88 1.13 0.92 1.09
Q9BWH2 FUN14 domain-containing protein 2 OS=Homo sapiens OX=9606 GN=FUNDC2 PE=1 SV=20.00 0.02 1.21 3 1.09 0.99 1.20 1.00 1.17
Q9GZT9-1 Egl nine homolog 1 [OS=Homo sapiens]0.00 0.03 1.28 3 1.02 0.80 0.96 0.88 1.03
Q9H063 repressor of RNA polymerase III transcription MAF1 homolog [OS=Homo sapiens]0.00 0.04 1.20 3 1.00 0.92 1.09 1.05 1.10
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens OX=9606 GN=C11orf54 PE=1 SV=10.00 0.00 1.60 3 1.10 0.72 1.14 0.91 1.12
Q9H3K2 Growth hormone-inducible transmembrane protein [OS=Homo sapiens]0.00 0.03 1.30 3 1.09 0.84 1.06 0.91 0.98
Q9H5H4 Zinc finger protein 768 [OS=Homo sapiens]0.00 0.01 1.24 3 1.01 0.82 0.99 0.87 0.98
Q9H6K1 Uncharacterized protein C6orf106 [OS=Homo sapiens]0.04 0.17 1.27 3 0.76 0.75 0.89 0.95 0.86

Q9H7C9-1 Mth938 domain-containing protein [OS=Homo sapiens]0.00 0.01 1.29 3 1.06 0.89 1.15 0.96 1.13
Q9H920 RING finger protein 121 [OS=Homo sapiens]0.02 0.12 1.42 3 0.79 0.85 1.12 1.02 1.01
Q9HBK9 Arsenite methyltransferase OS=Homo sapiens OX=9606 GN=AS3MT PE=1 SV=30.00 0.02 1.34 3 1.02 0.85 1.14 0.96 1.10
Q9NPJ3 Acyl-coenzyme A thioesterase 13 OS=Homo sapiens OX=9606 GN=ACOT13 PE=1 SV=10.00 0.01 1.29 3 0.97 0.86 1.08 0.91 1.10
Q9NUD5 Zinc finger CCHC domain-containing protein 3 [OS=Homo sapiens]0.00 0.05 1.30 3 1.08 0.83 0.93 0.92 0.94
Q9NVE7 pantothenate kinase 4 [OS=Homo sapiens]0.00 0.00 1.20 3 1.03 0.87 1.01 0.92 1.05
Q9NVJ2 ADP-ribosylation factor-like protein 8B OS=Homo sapiens OX=9606 GN=ARL8B PE=1 SV=10.03 0.16 1.22 3 1.01 0.92 1.13 0.94 1.10
Q9NZU5 LIM and cysteine-rich domains protein 1 OS=Homo sapiens OX=9606 GN=LMCD1 PE=1 SV=10.00 0.03 1.20 3 0.95 0.86 1.03 0.89 0.99
Q9P2K2 Thioredoxin domain-containing protein 16 [OS=Homo sapiens]0.05 0.19 1.28 3 0.95 0.92 0.97 0.85 1.09



Q9UBI6 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Homo sapiens OX=9606 GN=GNG12 PE=1 SV=30.03 0.15 1.26 3 0.90 0.98 1.13 0.91 1.09
Q9UEG4 Zinc finger protein 629 OS=Homo sapiens OX=9606 GN=ZNF629 PE=1 SV=20.05 0.19 1.23 3 1.06 0.86 0.94 0.89 1.06

Q9UKJ3-1 G patch domain-containing protein 8 [OS=Homo sapiens]0.04 0.16 1.21 3 0.98 0.88 1.06 0.95 1.04
Q9Y232-1 Chromodomain Y-like protein [OS=Homo sapiens]0.00 0.01 1.57 3 1.08 0.84 1.22 0.90 1.32
Q9Y2Q3-1 Glutathione S-transferase kappa 1 [OS=Homo sapiens]0.00 0.03 1.21 3 0.96 1.03 1.14 1.03 1.16
Q9Y3D6 Mitochondrial fission 1 protein OS=Homo sapiens OX=9606 GN=FIS1 PE=1 SV=20.00 0.00 1.25 3 0.96 0.90 1.12 0.98 1.00
Q9Y467 sal-like protein 2 [OS=Homo sapiens]0.00 0.04 1.22 3 1.12 0.92 1.06 0.99 1.06
Q9Y4E5 E3 SUMO-protein ligase ZNF451 [OS=Homo sapiens]0.02 0.13 1.26 3 1.03 0.86 1.08 0.92 1.09
Q9Y6B6 GTP-binding protein SAR1b OS=Homo sapiens OX=9606 GN=SAR1B PE=1 SV=10.00 0.01 1.22 3 0.99 0.86 1.04 0.90 1.03



Accession Description Anova Anova.adj MaxFC Clusters Means.C Means.T1 Means.T2 Means.T3 Means.T4
O14657 Torsin-1B [OS=Homo sapiens]0.03 0.15 1.36 4 1.11 1.43 1.05 1.26 1.26
O15392 Baculoviral IAP repeat-containing protein 5 OS=Homo sapiens OX=9606 GN=BIRC5 PE=1 SV=30.05 0.18 1.27 4 1.08 1.25 1.03 1.07 0.98
O43164 E3 ubiquitin-protein ligase Praja-2 [OS=Homo sapiens]0.00 0.02 1.27 4 0.97 1.10 0.87 1.04 0.92
O43174 Cytochrome P450 26A1 OS=Homo sapiens OX=9606 GN=CYP26A1 PE=1 SV=20.00 0.01 1.27 4 1.02 1.23 0.97 1.15 1.05
O43482 Protein Mis18-beta [OS=Homo sapiens]0.00 0.00 1.30 4 0.97 1.24 0.95 1.02 0.96
O60318 Germinal-center associated nuclear protein OS=Homo sapiens OX=9606 GN=MCM3AP PE=1 SV=20.02 0.12 1.21 4 0.94 1.13 0.94 1.07 0.96
O60869 Endothelial differentiation-related factor 1 OS=Homo sapiens OX=9606 GN=EDF1 PE=1 SV=10.01 0.06 1.41 4 0.94 1.29 1.03 0.91 1.03
O75063 Glycosaminoglycan xylosylkinase OS=Homo sapiens OX=9606 GN=FAM20B PE=1 SV=10.00 0.02 1.41 4 1.06 1.32 0.93 1.08 1.04
O75150 E3 ubiquitin-protein ligase BRE1B OS=Homo sapiens OX=9606 GN=RNF40 PE=1 SV=40.00 0.04 1.22 4 1.01 1.21 0.99 1.06 1.03
O75386 Tubby-related protein 3 [OS=Homo sapiens]0.03 0.16 1.38 4 0.98 1.22 0.88 1.02 1.08
O75676 Ribosomal protein S6 kinase alpha-4 OS=Homo sapiens OX=9606 GN=RPS6KA4 PE=1 SV=10.00 0.05 1.43 4 1.00 1.18 0.82 1.11 0.86
O75915 PRA1 family protein 3 OS=Homo sapiens OX=9606 GN=ARL6IP5 PE=1 SV=10.01 0.09 1.21 4 1.03 1.12 0.98 1.00 0.93
O94889 Kelch-like protein 18 OS=Homo sapiens OX=9606 GN=KLHL18 PE=1 SV=30.01 0.07 1.39 4 0.95 1.22 0.96 1.11 0.88
O95140 Mitofusin-2 OS=Homo sapiens OX=9606 GN=MFN2 PE=1 SV=30.00 0.02 1.22 4 1.00 1.15 0.94 1.08 0.94
O95685 Protein phosphatase 1 regulatory subunit 3D OS=Homo sapiens OX=9606 GN=PPP1R3D PE=1 SV=10.01 0.06 1.32 4 1.06 1.25 1.05 1.14 0.94
P00488 Coagulation factor XIII A chain [OS=Homo sapiens]0.03 0.14 1.68 4 1.17 1.53 0.91 1.14 1.11
P00734 Prothrombin OS=Homo sapiens OX=9606 GN=F2 PE=1 SV=20.00 0.01 1.81 4 0.99 1.52 0.84 1.13 0.93
P00747 Plasminogen OS=Homo sapiens OX=9606 GN=PLG PE=1 SV=20.00 0.02 1.90 4 1.00 1.53 0.80 1.07 0.92
P01008 Antithrombin-III OS=Homo sapiens OX=9606 GN=SERPINC1 PE=1 SV=10.01 0.06 1.73 4 1.05 1.48 0.85 1.09 1.01
P01023 Alpha-2-macroglobulin OS=Homo sapiens OX=9606 GN=A2M PE=1 SV=30.00 0.02 1.84 4 1.02 1.49 0.81 1.06 0.84
P01024 Complement C3 OS=Homo sapiens OX=9606 GN=C3 PE=1 SV=20.00 0.02 1.79 4 1.02 1.50 0.84 1.09 0.89
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens OX=9606 GN=TIMP1 PE=1 SV=10.01 0.09 1.34 4 0.94 1.13 0.84 0.96 0.90
P02042 Hemoglobin subunit delta OS=Homo sapiens OX=9606 GN=HBD PE=1 SV=20.00 0.03 1.44 4 0.97 1.21 0.92 1.17 0.84
P02452 Collagen alpha-1(I) chain [OS=Homo sapiens]0.01 0.08 2.22 4 1.10 1.78 0.80 1.05 1.04
P02461 Collagen alpha-1(III) chain [OS=Homo sapiens]0.00 0.03 1.72 4 0.98 1.51 0.88 1.10 0.89
P02649 Apolipoprotein E OS=Homo sapiens OX=9606 GN=APOE PE=1 SV=10.02 0.12 1.52 4 1.00 1.38 0.91 1.03 0.94
P02656 Apolipoprotein C-III [OS=Homo sapiens]0.00 0.02 1.60 4 0.99 1.40 0.87 1.36 0.97
P02748 complement component C9 [OS=Homo sapiens]0.00 0.01 2.07 4 0.99 1.61 0.78 1.15 0.79
P02751 fibronectin [OS=Homo sapiens]0.00 0.02 1.56 4 1.01 1.36 0.87 1.04 0.87
P02753 Retinol-binding protein 4 [OS=Homo sapiens]0.00 0.04 1.75 4 1.07 1.47 0.84 1.08 0.93
P02768 Serum albumin OS=Homo sapiens OX=9606 GN=ALB PE=1 SV=20.00 0.03 2.33 4 1.16 1.66 0.71 1.13 0.84
P02771 Alpha-fetoprotein [OS=Homo sapiens]0.00 0.02 1.90 4 1.04 1.58 0.83 1.15 0.91
P02787 Serotransferrin OS=Homo sapiens OX=9606 GN=TF PE=1 SV=30.00 0.04 1.91 4 0.97 1.53 0.80 1.07 0.85
P02788 Lactotransferrin [OS=Homo sapiens]0.01 0.06 1.86 4 1.21 1.47 0.79 1.00 0.87
P04004 Vitronectin [OS=Homo sapiens]0.00 0.01 1.57 4 1.01 1.48 0.94 1.16 0.99
P04114 apolipoprotein B-100 [OS=Homo sapiens]0.00 0.00 1.78 4 1.03 1.50 0.84 1.22 0.88

P04278-1 Sex hormone-binding globulin [OS=Homo sapiens]0.00 0.05 1.89 4 1.05 1.60 0.84 1.09 0.98
P04745 Alpha-amylase 1 OS=Homo sapiens OX=9606 GN=AMY1A PE=1 SV=20.02 0.12 1.88 4 0.99 1.50 0.80 1.08 0.89
P05156 Complement factor I [OS=Homo sapiens]0.00 0.02 1.92 4 1.11 1.39 0.72 1.01 0.83
P05452 Tetranectin OS=Homo sapiens OX=9606 GN=CLEC3B PE=1 SV=30.00 0.05 1.79 4 0.99 1.51 0.86 1.11 0.84
P05543 thyroxine-binding globulin [OS=Homo sapiens]0.01 0.07 1.59 4 1.00 1.48 0.93 1.04 0.98
P05546 Heparin cofactor 2 [OS=Homo sapiens]0.01 0.09 2.35 4 1.24 1.85 0.79 1.19 0.82
P06396 Gelsolin OS=Homo sapiens OX=9606 GN=GSN PE=1 SV=10.00 0.04 1.50 4 1.04 1.36 0.90 1.07 0.93
P07358 Complement component C8 beta chain OS=Homo sapiens OX=9606 GN=C8B PE=1 SV=30.00 0.01 2.25 4 1.07 1.76 0.79 1.26 1.01
P07996 thrombospondin-1 [OS=Homo sapiens]0.00 0.03 1.84 4 1.05 1.47 0.80 1.07 0.88
P08123 Collagen alpha-2(I) chain OS=Homo sapiens OX=9606 GN=COL1A2 PE=1 SV=70.03 0.14 1.82 4 1.12 1.66 0.91 1.14 1.11
P09234 U1 small nuclear ribonucleoprotein C [OS=Homo sapiens]0.02 0.11 1.42 4 1.06 1.30 0.91 1.10 1.07
P09486 SPARC OS=Homo sapiens OX=9606 GN=SPARC PE=1 SV=10.00 0.05 1.37 4 0.98 1.20 0.88 0.96 0.94

P0C0L4-1 Complement C4-A [OS=Homo sapiens]0.00 0.00 1.77 4 1.01 1.52 0.86 1.09 0.88
P10643 Complement component C7 [OS=Homo sapiens]0.00 0.05 1.94 4 0.96 1.52 0.78 1.01 0.85
P12109 Collagen alpha-1(VI) chain OS=Homo sapiens OX=9606 GN=COL6A1 PE=1 SV=30.00 0.05 1.22 4 0.99 1.17 0.96 1.01 0.96
P12111 Collagen alpha-3(VI) chain OS=Homo sapiens OX=9606 GN=COL6A3 PE=1 SV=50.05 0.19 1.32 4 1.00 1.27 0.97 1.11 0.99
P12259 Coagulation factor V [OS=Homo sapiens]0.00 0.02 1.49 4 0.98 1.31 0.88 1.05 0.93
P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens OX=9606 GN=KRT10 PE=1 SV=60.01 0.10 1.77 4 1.02 1.54 0.87 1.14 0.95
P13647 Keratin, type II cytoskeletal 5 OS=Homo sapiens OX=9606 GN=KRT5 PE=1 SV=30.02 0.12 1.84 4 1.03 1.57 0.85 1.17 1.10
P14373 Zinc finger protein RFP OS=Homo sapiens OX=9606 GN=TRIM27 PE=1 SV=10.02 0.11 1.22 4 0.87 1.05 0.91 0.94 0.87
P14927 Cytochrome b-c1 complex subunit 7 [OS=Homo sapiens]0.04 0.18 1.53 4 0.88 1.31 1.11 1.12 1.34
P15169 Carboxypeptidase N catalytic chain [OS=Homo sapiens]0.01 0.07 1.71 4 1.00 1.43 0.84 1.21 0.97
P18440 Arylamine N-acetyltransferase 1 [OS=Homo sapiens]0.01 0.07 1.26 4 1.04 1.20 0.96 1.09 0.99
P18615 Negative elongation factor E [OS=Homo sapiens]0.03 0.15 1.22 4 1.00 1.16 0.95 1.05 0.97
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 [OS=Homo sapiens]0.00 0.01 1.92 4 1.03 1.56 0.81 1.06 0.89
P19827 Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens OX=9606 GN=ITIH1 PE=1 SV=30.01 0.09 1.89 4 1.00 1.52 0.81 1.04 0.81
P20248 Cyclin-A2 [OS=Homo sapiens]0.01 0.07 1.27 4 1.03 1.16 0.91 1.07 0.95
P20742 Pregnancy zone protein [OS=Homo sapiens]0.00 0.02 1.79 4 0.99 1.57 0.88 1.14 0.89
P20908 Collagen alpha-1(V) chain [OS=Homo sapiens]0.00 0.05 1.78 4 1.02 1.54 0.87 1.11 0.94
P23142 Fibulin-1 [OS=Homo sapiens]0.00 0.03 1.64 4 0.99 1.41 0.86 1.11 0.88
P35443 Thrombospondin-4 OS=Homo sapiens OX=9606 GN=THBS4 PE=1 SV=20.00 0.01 1.79 4 1.02 1.46 0.82 1.12 0.87
P36955 Pigment epithelium-derived factor OS=Homo sapiens OX=9606 GN=SERPINF1 PE=1 SV=40.01 0.09 1.41 4 1.00 1.28 0.90 0.98 0.91
P40189 Interleukin-6 receptor subunit beta OS=Homo sapiens OX=9606 GN=IL6ST PE=1 SV=20.03 0.16 1.31 4 0.94 1.23 1.03 1.08 1.07

P42575-1 caspase-2 [OS=Homo sapiens]0.01 0.07 1.27 4 1.01 1.15 0.91 1.15 0.98
P49747 Cartilage oligomeric matrix protein OS=Homo sapiens OX=9606 GN=COMP PE=1 SV=20.00 0.02 2.00 4 1.02 1.56 0.78 1.09 0.83
P51530 DNA replication ATP-dependent helicase/nuclease DNA2 [OS=Homo sapiens]0.00 0.05 1.24 4 0.97 1.14 0.93 1.05 0.94



P51884 Lumican OS=Homo sapiens OX=9606 GN=LUM PE=1 SV=20.01 0.06 1.60 4 1.05 1.40 0.88 1.05 0.92
P62877 E3 ubiquitin-protein ligase RBX1 OS=Homo sapiens OX=9606 GN=RBX1 PE=1 SV=10.00 0.02 1.73 4 1.11 1.05 0.64 0.94 0.84
P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A [OS=Homo sapiens]0.01 0.10 1.25 4 1.00 1.12 0.93 1.03 0.90
P69905 Hemoglobin subunit alpha OS=Homo sapiens OX=9606 GN=HBA1 PE=1 SV=20.01 0.10 1.33 4 1.07 1.22 0.92 1.12 1.02
P82921 28S ribosomal protein S21, mitochondrial [OS=Homo sapiens]0.02 0.11 1.21 4 1.04 1.15 0.95 1.07 1.01
P98179 RNA-binding protein 3 OS=Homo sapiens OX=9606 GN=RBM3 PE=1 SV=10.01 0.08 1.30 4 0.98 1.14 0.87 1.11 0.90
Q02818 Nucleobindin-1 [OS=Homo sapiens]0.02 0.11 1.22 4 1.01 1.16 0.95 1.09 0.99
Q03692 Collagen alpha-1(X) chain [OS=Homo sapiens]0.00 0.05 1.55 4 0.99 1.28 0.82 1.03 0.95
Q04756 Hepatocyte growth factor activator OS=Homo sapiens OX=9606 GN=HGFAC PE=1 SV=10.01 0.10 1.60 4 1.07 1.47 0.92 1.09 1.06
Q05048 Cleavage stimulation factor subunit 1 OS=Homo sapiens OX=9606 GN=CSTF1 PE=1 SV=10.00 0.05 1.21 4 0.96 1.07 0.93 1.03 0.89

Q06033-1 Inter-alpha-trypsin inhibitor heavy chain H3 [OS=Homo sapiens]0.00 0.01 2.06 4 0.99 1.55 0.75 1.09 0.82
Q06587 E3 ubiquitin-protein ligase RING1 [OS=Homo sapiens]0.00 0.01 1.36 4 0.94 1.21 0.92 1.09 0.89
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 [OS=Homo sapiens]0.00 0.03 1.68 4 1.05 1.44 0.91 1.12 0.86
Q12834 cell division cycle protein 20 homolog [OS=Homo sapiens]0.00 0.03 1.30 4 0.95 1.05 0.82 1.01 0.81
Q12860 Contactin-1 OS=Homo sapiens OX=9606 GN=CNTN1 PE=1 SV=10.04 0.18 1.25 4 1.00 1.17 0.93 0.98 0.97
Q13243 Serine/arginine-rich splicing factor 5 OS=Homo sapiens OX=9606 GN=SRSF5 PE=1 SV=10.00 0.02 1.27 4 0.98 1.14 0.90 1.08 0.92

Q13501-1 sequestosome-1 [OS=Homo sapiens]0.00 0.01 1.27 4 1.01 1.14 0.90 1.08 0.96
Q14457 Beclin-1 OS=Homo sapiens OX=9606 GN=BECN1 PE=1 SV=20.05 0.19 1.36 4 1.02 1.24 0.91 1.04 1.01
Q14554 Protein disulfide-isomerase A5 [OS=Homo sapiens]0.01 0.05 1.21 4 0.91 1.03 0.87 0.88 1.05
Q147X3 N-alpha-acetyltransferase 30 [OS=Homo sapiens]0.02 0.10 1.22 4 0.94 1.13 0.92 1.05 0.93

Q14849-1 StAR-related lipid transfer protein 3 [OS=Homo sapiens]0.00 0.04 1.52 4 1.03 1.55 1.02 1.07 1.02
Q15058 Kinesin-like protein KIF14 OS=Homo sapiens OX=9606 GN=KIF14 PE=1 SV=10.01 0.10 1.23 4 1.04 1.13 0.93 1.00 0.96
Q15063 Periostin OS=Homo sapiens OX=9606 GN=POSTN PE=1 SV=20.00 0.04 1.76 4 1.02 1.52 0.86 1.14 0.92
Q15233 Non-POU domain-containing octamer-binding protein OS=Homo sapiens OX=9606 GN=NONO PE=1 SV=40.00 0.03 1.21 4 0.94 1.02 0.87 1.00 0.85
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens OX=9606 GN=TGFBI PE=1 SV=10.00 0.02 1.80 4 1.05 1.46 0.81 1.08 0.93
Q15650 Activating signal cointegrator 1 OS=Homo sapiens OX=9606 GN=TRIP4 PE=1 SV=40.05 0.19 1.21 4 1.08 1.20 0.99 1.08 1.07
Q15831 Serine/threonine-protein kinase STK11 OS=Homo sapiens OX=9606 GN=STK11 PE=1 SV=10.00 0.01 1.33 4 0.97 1.21 0.92 1.02 0.96
Q15836 Vesicle-associated membrane protein 3 OS=Homo sapiens OX=9606 GN=VAMP3 PE=1 SV=30.04 0.17 1.27 4 1.00 1.23 0.97 1.03 1.04
Q562R1 Beta-actin-like protein 2 OS=Homo sapiens OX=9606 GN=ACTBL2 PE=1 SV=20.00 0.01 1.25 4 0.94 1.17 0.98 1.18 0.98
Q58FF7 Putative heat shock protein HSP 90-beta-3 [OS=Homo sapiens]0.01 0.09 1.31 4 1.05 1.18 0.92 1.01 0.90
Q5J8M3 ER membrane protein complex subunit 4 OS=Homo sapiens OX=9606 GN=EMC4 PE=1 SV=20.02 0.13 1.22 4 0.94 1.05 0.92 1.00 0.87

Q5SQN1-1 Synaptosomal-associated protein 47 [OS=Homo sapiens]0.00 0.04 1.23 4 1.00 1.15 0.96 1.05 0.93
Q5VSG8-1 Glycoprotein endo-alpha-1,2-mannosidase-like protein [OS=Homo sapiens]0.02 0.10 1.29 4 1.08 1.16 0.94 1.09 0.90
Q66GS9 Centrosomal protein of 135 kDa OS=Homo sapiens OX=9606 GN=CEP135 PE=1 SV=20.00 0.04 1.25 4 0.92 1.08 0.90 0.97 0.87

Q68CL5-5 Isoform 5 of Tubulin polyglutamylase complex subunit 2 [OS=Homo sapiens]0.00 0.02 1.51 4 0.99 1.27 0.84 1.11 0.99
Q69YQ0-1 Cytospin-A [OS=Homo sapiens]0.01 0.10 1.23 4 1.00 1.12 0.91 1.00 0.92
Q6NUN9 Zinc finger protein 746 OS=Homo sapiens OX=9606 GN=ZNF746 PE=1 SV=10.02 0.11 1.36 4 1.01 1.25 0.92 1.03 0.99
Q7L3T8 probable proline--tRNA ligase, mitochondrial [OS=Homo sapiens]0.00 0.03 1.24 4 1.00 1.12 0.90 1.01 0.94
Q7Z6J8 E3 ubiquitin-protein ligase E3D OS=Homo sapiens OX=9606 GN=UBE3D PE=1 SV=20.00 0.04 1.40 4 0.96 1.23 0.92 1.07 0.88
Q86UD1 Out at first protein homolog OS=Homo sapiens OX=9606 GN=OAF PE=2 SV=10.03 0.14 1.37 4 1.00 1.29 0.94 0.96 1.04
Q8IWA4 Mitofusin-1 OS=Homo sapiens OX=9606 GN=MFN1 PE=1 SV=20.00 0.01 1.22 4 1.02 1.19 0.98 1.13 1.00
Q8NCD3 Holliday junction recognition protein OS=Homo sapiens OX=9606 GN=HJURP PE=1 SV=20.00 0.03 1.44 4 0.92 1.22 0.87 1.04 0.84
Q8NFI3 Cytosolic endo-beta-N-acetylglucosaminidase OS=Homo sapiens OX=9606 GN=ENGASE PE=1 SV=10.00 0.03 1.24 4 0.98 1.22 0.99 1.05 1.01
Q8NFP9 Neurobeachin OS=Homo sapiens OX=9606 GN=NBEA PE=1 SV=30.04 0.18 1.26 4 1.04 1.22 1.00 1.05 0.97

Q8WVD5-1 RING finger protein 141 [OS=Homo sapiens]0.03 0.15 1.28 4 1.07 1.29 1.01 1.21 1.06
Q8WVI0 Small integral membrane protein 4 [OS=Homo sapiens]0.02 0.11 1.34 4 0.98 1.23 0.92 1.10 1.10
Q8WVQ1 Soluble calcium-activated nucleotidase 1 [OS=Homo sapiens]0.02 0.12 1.27 4 1.05 1.22 0.96 1.10 1.00
Q8WXX5 dnaJ homolog subfamily C member 9 [OS=Homo sapiens]0.02 0.10 1.21 4 1.00 1.10 0.91 1.03 0.99
Q8WYA0 Intraflagellar transport protein 81 homolog OS=Homo sapiens OX=9606 GN=IFT81 PE=1 SV=10.01 0.07 1.29 4 1.01 1.24 0.96 1.07 0.97

Q8WYQ5-1 Microprocessor complex subunit DGCR8 [OS=Homo sapiens]0.01 0.09 1.21 4 0.99 1.12 0.93 1.06 0.92
Q92734-1 Protein TFG [OS=Homo sapiens]0.00 0.03 1.25 4 0.94 1.11 0.89 1.04 0.93
Q92997 segment polarity protein dishevelled homolog DVL-3 [OS=Homo sapiens]0.00 0.02 1.40 4 0.98 1.21 0.87 1.04 0.90
Q96CN9 GRIP and coiled-coil domain-containing protein 1 [OS=Homo sapiens]0.01 0.09 1.29 4 0.94 1.07 0.91 1.01 0.83
Q96F63 Coiled-coil domain-containing protein 97 [OS=Homo sapiens]0.01 0.08 1.39 4 1.00 1.22 0.88 1.05 0.92

Q96GQ5-1 RUS1 family protein C16orf58 [OS=Homo sapiens]0.02 0.11 1.23 4 0.96 1.13 0.94 0.99 0.92
Q96HQ2-1 CDKN2AIP N-terminal-like protein [OS=Homo sapiens]0.01 0.05 1.29 4 0.93 1.14 0.93 1.05 0.88

Q96I51 RCC1-like G exchanging factor-like protein OS=Homo sapiens OX=9606 GN=RCC1L PE=1 SV=20.00 0.01 1.24 4 0.96 1.06 0.89 0.95 0.86
Q96IY1 Kinetochore-associated protein NSL1 homolog OS=Homo sapiens OX=9606 GN=NSL1 PE=1 SV=30.00 0.03 1.28 4 1.06 1.18 0.92 1.00 0.97
Q96J42 Thioredoxin domain-containing protein 15 OS=Homo sapiens OX=9606 GN=TXNDC15 PE=1 SV=10.03 0.14 1.25 4 0.92 1.09 0.88 1.04 0.88
Q96R06 Sperm-associated antigen 5 [OS=Homo sapiens]0.01 0.09 1.28 4 1.03 1.17 0.91 1.02 0.96
Q96SZ6 CDK5 regulatory subunit-associated protein 1 [OS=Homo sapiens]0.01 0.06 1.22 4 0.95 1.12 0.92 1.08 1.01

Q99435-1 Protein kinase C-binding protein NELL2 [OS=Homo sapiens]0.00 0.00 1.62 4 1.00 1.38 0.86 1.17 0.85
Q99719 Septin-5 OS=Homo sapiens OX=9606 GN=SEPT5 PE=1 SV=10.00 0.02 1.72 4 1.00 1.40 0.81 1.04 0.88
Q9BRJ6 Uncharacterized protein C7orf50 [OS=Homo sapiens]0.05 0.19 1.24 4 0.90 1.02 0.88 0.90 0.83
Q9BVV7 Mitochondrial import inner membrane translocase subunit Tim21 OS=Homo sapiens OX=9606 GN=TIMM21 PE=1 SV=10.05 0.19 1.31 4 1.00 1.24 0.95 1.05 1.02
Q9BW72 HIG1 domain family member 2A, mitochondrial OS=Homo sapiens OX=9606 GN=HIGD2A PE=1 SV=10.00 0.01 1.77 4 1.10 1.73 1.12 1.09 0.98
Q9BZP6 Acidic mammalian chitinase OS=Homo sapiens OX=9606 GN=CHIA PE=1 SV=10.04 0.17 1.43 4 1.04 1.11 0.77 0.95 0.81
Q9H4B7 tubulin beta-1 chain [OS=Homo sapiens]0.01 0.06 1.50 4 0.93 1.36 0.90 1.16 1.01
Q9HC07 Transmembrane protein 165 OS=Homo sapiens OX=9606 GN=TMEM165 PE=1 SV=10.00 0.01 1.25 4 1.00 1.24 0.99 1.17 1.09
Q9NP58 ATP-binding cassette sub-family B member 6, mitochondrial OS=Homo sapiens OX=9606 GN=ABCB6 PE=1 SV=10.03 0.16 1.26 4 1.04 1.22 0.97 1.05 0.97
Q9NQ89 protein C12orf4 [OS=Homo sapiens]0.02 0.12 1.22 4 0.94 1.15 0.95 1.06 1.03
Q9NS73 MAP3K12-binding inhibitory protein 1 [OS=Homo sapiens]0.03 0.14 1.23 4 1.06 1.24 1.02 1.00 1.08
Q9NW81 ATP synthase subunit s-like protein [OS=Homo sapiens]0.01 0.07 1.26 4 0.93 1.15 0.92 0.95 0.92



Q9NXK8 F-box/LRR-repeat protein 12 [OS=Homo sapiens]0.03 0.15 1.24 4 1.09 1.26 1.02 1.11 1.06
Q9NYF8-1 Bcl-2-associated transcription factor 1 [OS=Homo sapiens]0.00 0.03 1.21 4 0.99 1.12 0.93 1.07 0.94
Q9NYF8-3 Isoform 3 of Bcl-2-associated transcription factor 1 [OS=Homo sapiens]0.05 0.19 1.25 4 0.89 1.03 0.85 0.94 0.83

Q9NZI7 Upstream-binding protein 1 OS=Homo sapiens OX=9606 GN=UBP1 PE=1 SV=10.02 0.11 1.25 4 0.98 1.15 0.92 1.04 1.00
Q9NZJ4-1 Sacsin [OS=Homo sapiens]0.05 0.19 1.26 4 1.05 1.22 0.97 1.07 1.04
Q9NZZ3 Charged multivesicular body protein 5 [OS=Homo sapiens]0.00 0.04 1.24 4 1.01 1.12 0.91 1.01 0.95
Q9P003 Protein cornichon homolog 4 [OS=Homo sapiens]0.01 0.08 1.27 4 1.05 1.25 0.99 1.09 1.07
Q9P2J9 [Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 2, mitochondrial [OS=Homo sapiens]0.05 0.19 1.33 4 0.91 1.21 1.02 1.05 0.96

Q9P2L0-1 WD repeat-containing protein 35 [OS=Homo sapiens]0.00 0.02 1.23 4 0.97 1.13 0.92 1.07 0.93
Q9UFC0 Leucine-rich repeat and WD repeat-containing protein 1 [OS=Homo sapiens]0.00 0.03 1.32 4 0.97 1.16 0.92 1.01 0.88
Q9UFG5 UPF0449 protein C19orf25 [OS=Homo sapiens]0.01 0.09 1.56 4 0.92 1.39 0.89 1.19 0.91
Q9UJA3 DNA helicase MCM8 [OS=Homo sapiens]0.03 0.14 1.49 4 1.04 1.32 0.89 1.17 0.99
Q9UK97 F-box only protein 9 OS=Homo sapiens OX=9606 GN=FBXO9 PE=1 SV=10.02 0.10 1.24 4 1.02 1.24 1.00 1.20 1.02
Q9UK99 F-box only protein 3 [OS=Homo sapiens]0.00 0.03 1.51 4 0.95 1.28 0.87 1.09 0.85

Q9UQL6-3 Isoform 3 of Histone deacetylase 5 [OS=Homo sapiens]0.04 0.17 1.26 4 0.98 1.23 0.99 1.02 1.03
Q9Y2G8 DnaJ homolog subfamily C member 16 [OS=Homo sapiens]0.04 0.18 1.46 4 0.95 1.21 0.88 1.01 0.83
Q9Y2W1 Thyroid hormone receptor-associated protein 3 [OS=Homo sapiens]0.00 0.03 1.26 4 0.98 1.12 0.89 1.02 0.97
Q9Y2W6 tudor and KH domain-containing protein [OS=Homo sapiens]0.04 0.17 1.20 4 1.03 1.20 1.02 1.09 0.99
Q9Y3D0 Mitotic spindle-associated MMXD complex subunit MIP18 OS=Homo sapiens OX=9606 GN=FAM96B PE=1 SV=10.02 0.12 1.28 4 1.01 1.15 0.95 1.08 0.90
Q9Y3D8 Adenylate kinase isoenzyme 6 [OS=Homo sapiens]0.04 0.16 1.30 4 0.96 1.24 1.00 1.03 1.01
Q9Y605 MORF4 family-associated protein 1 [OS=Homo sapiens]0.01 0.10 1.25 4 0.92 1.15 0.92 1.03 0.93
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