
Annotation Population phenotype Top 1% Top 0.1% Top 0.01% LASSO 

UTR 

A stage 8 6.3% 6.5% 10.1% 6.2% 
A stage 10 6.4% 6.3% 2.6% 7.6% 
B stage 8 6.7% 7.6% 11.5% 5.0% 
B stage 10 6.2% 5.2% 2.6% 5.1% 

both stage 8 6.4% 6.6% 10.5% 5.9% 
both stage 10 6.2% 5.2% 3.9% 4.6% 

intergenic 

A stage 8 11.2% 11.8% 3.8% 10.4% 
A stage 10 10.3% 10.9% 13.9% 9.8% 
B stage 8 11.2% 11.0% 10.3% 11.4% 
B stage 10 11.4% 8.9% 5.1% 9.4% 

both stage 8 10.0% 7.0% 3.9% 9.8% 
both stage 10 10.8% 8.4% 3.3% 7.2% 

intronic 

A stage 8 25.4% 24.2% 12.7% 23.7% 
A stage 10 24.6% 24.0% 34.6% 23.1% 
B stage 8 23.4% 24.3% 22.8% 25.3% 
B stage 10 27.2% 31.7% 36.2% 24.8% 

both stage 8 25.2% 24.6% 17.3% 27.2% 
both stage 10 25.7% 30.2% 35.3% 31.4% 

non-synonymous 

A stage 8 4.3% 3.7% 0.0% 3.5% 
A stage 10 4.2% 3.8% 1.3% 3.1% 
B stage 8 4.3% 4.2% 5.1% 3.1% 
B stage 10 3.9% 3.0% 3.8% 3.7% 

both stage 8 3.9% 3.5% 3.9% 3.3% 
both stage 10 3.7% 3.2% 2.7% 3.0% 

synonymous 

A stage 8 11.0% 10.5% 11.5% 12.8% 
A stage 10 11.6% 11.9% 7.6% 13.1% 
B stage 8 10.1% 10.0% 8.9% 12.1% 
B stage 10 8.6% 7.4% 7.7% 9.7% 

both stage 8 10.6% 10.0% 9.3% 10.9% 
both stage 10 10.2% 8.7% 5.3% 10.5% 

upstream/downstream 

A stage 8 41.6% 42.8% 60.3% 42.4% 
A stage 10 42.7% 42.9% 39.1% 43.3% 
B stage 8 44.2% 42.9% 42.3% 42.7% 
B stage 10 42.6% 43.2% 43.9% 46.7% 

both stage 8 43.8% 48.2% 54.2% 42.7% 
both stage 10 43.2% 44.3% 48.7% 43.1% 

 


