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Fig. S4 Differential expression of microRNA isoforms (iso-miRs) in neuroendocrine differentiation in CRPC (related to Fig. 3)
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B

53_TGTGCAAATCCATGCAAAACTG _hsa-mir-19b-1
45 TTCAACGGGTATITATIGAGC hsa-mir-95
hsa-miR-301a-3p
50_ATTGCACGGTATCCATCTGTATT _hsa-mir-363
hsa-miR-203a-3p

49 _AATTGCACGGTATCCATCTGT hsa-mir-363
47_AGCAGCATTGTACAGGGCTAT hsa-mir-103a-1
AT _AGCAGCATTGTACAGGGCTATG hsa-mir-103a-2
51 _TCGTACCGTGAGTAATAATGC hsa-mir-126
hsa-miR-181a-5p

38 TTTGTTCGTTCGGCTCGCG hsa-mir-375

B4 CAGTGGCTAAGTTCTG hsa-mir-27b

B0 _TATTGCACTCGTCCCGGOCTT _hsa-mir-92h
hsa-miR-T0B-5p

50_ATTGCACGGTATCCATCTGTAA hsa-mir-363
50_ATTGCACGGTATCCATCTGT hsa-mir-363

49 _AATTGCACGGTATCCATCTIGTAT hsa-mir-363

49 AATTGCACGGTATCCATCTGTAA hsa-mir-363
63 _TAGTGCAATATTGCTTATAGGGTT _hsa-mir-454
B0_TATTGCACTCGTCCCGGCCTCAA hsa-mir-92b
49 AATTGCACGGTATCCATCTGTT hsa-mir-363
B)_TATTGCACTCGTCCCGGCCTCT _hsa-mir-92b
49 AGCAGCATTGTACAGGGCT hsa-mir-107
B5_CTGTGOGTGTGACAGCGGLTGET_hsa-mir-210
hsa-miR-181c-5p

26_AACATTCAACCTGTCGGTGAG _hsa-mir-181c

43 TCAGTGCACTACAGAACTTTIGTC hsa-mir-148a
50_ATTGCACGGTATCCATCTGTA hsa-mir-363
S0_CAGTGCAATAGTATTGTCAAAG hsa-mir-301a
63_TAGTGCAATATTGCTTATAGGGTIT_hsa-mir-454
A7 TATTGCACTTGTCCCGGCCTGTTT _hsa-mir-82a-2
51 TCACAGTGAACCGGTCTCTT hsa-mir-128-2

- ~ hsa-miR-375
hsa-miR-20b-5p

B0 TATTGCACTCGTCCCGGOCTCA, hsa-mir-92b

- hsa-miR-181d-5p
hsa-miR-138-5p

7 AGAGGTAGTAGGTTGCATAGT hsa-let-7d
60_TTCACAGTGGCTAAGTTCTG hsa-mir-27b
B0_TATTGCACTCGTCCOGGCCT hsa-mir-92b
hsa-miR-27b-32p

43 TCAGTGCACTACAGAACTTITGTCT _hsa-mir-148a
53 TGTGCAAATCCATGCAAAACTGT hsa-mir-19b-1
43 TCAGTGCACTACAGAACTT hsa-mir-148a

57 _ATCACATTGCCAGGGATTAC hsa-mir-23b
44_ATCACATTGCCAGGGATT hsa-mir-23a

43 TCAGTGCACTACAGAACTTTGTTT _hsa-mir-148a
50_TTCACAGTGGCTAAGTTC hsa-mir-27a
B0_TATTGCACTCGTCCCGGOCTAA hsa-mir-92b
hsa-miR-4662a-5p
35_AACATTCATTGTTGTCGGTGGGTT hsa-mir-181d
hsa-miR-454-3p

AF TATTGCACTTGTCCCGGCCTGTITT _hsa-mir-92a-1
21_TGAGGTAGTAAGTTGTATTG _hsa-mir-98
hsa-miR-148a-3p

Bl _TGTGCAAATCCATGCAAAACTG hsa-mir-19b-2
3B _TITGTTICGTTCGGCTCGOGT _hsa-mir-375
26_AACATTCAACCTGTCGGTGAGTT _hsa-mir-181c
15 _AACATTCATTGCTGTCGGTGGG _hsa-mir-L81b-2
hsa-miR-218-5p

48_CAGTGCAATGATGAAAGGGCA global-nowelMiR-1840:control_22_novelMiR_2+testl_22_nowelMiR_3
hsa-miR-106a-5p
B0_TTCACAGTGGCTAAGTTCTGCA hsa-mir-27b

11 _TTCAAGTAATTCAGGATAGGTTT _hsa-mir-26b
35_AACATTCATTGTTGTCGGTGGG _hsa-mir-181d
hsa-miR-363-3p

10 TGATATGTTTGATATTGGGTTG _hsa-mir-150b
53_CACTAGATTGTGAGCTCCTGGATT _hsa-mir-28
hsa-miR-301b-3p

nsa-let-7i-5p

43_CTGCTGTGATGACATTCCAATTAA global-nowvelMiR-1255:control_17_nowelMiR_Z8+testl_17_novelMiR_32
26_AACATTCAACCTGTCGGTGAGTTT_hsa-mir-181c
49 _AGCAGCATTGTACAGGGCTAT _hsa-mir-L07
hsa-miR-1307-3p
38_AACATTCAACGCTGTCGGTGAGTT hsa-mir-181a-2
IB_TTTTGTTICGTTCGGCTCGCGT_hsa-mir-375
hsa-miR-103a-3p

B0_TATTGCACTCGTCCCGGCC hsa-mir-92b
O_GTAG_AG GAGATGGCOGCAG GGGA.:hsa—mir-E??
hsa-miR-98-5p

50_ATTGCACGGTATCCATCTGTAT hsa-mir-363

- hsa-miRk-23b-3p
52_AGCTCGGTCTGAGGC hsa-mir-423

47 _ATCAACAGACATTAATTGGGCGT hsa-mir-421

Average feature importance across LPOCV (iso-miRs included)

61_1%TGCMATCCATGC.&AAACTGT_*‘ ir-19b-2
hsa-miR-181b-5p

39 _TTTGTTCGTTOGGCTCGOGTGAT _hsa-mir-375
AT_AGCAGCATTGTACAGGGCTATG hsa-mir-103a-1
B0 _TATTGCACTCGTCCCGGCCTC _hsa-mir-92b

41 TAGCACCATCTGAAATCGGTTT _hsa-mir-29a
S¥_ATCACATTGCCAGGGATTACCA hsa-mir-23b

54 _ACTAGATTGTGAGCTCCTGGAG _hsa-mir-28

61 _CTATACGACCTGCTGCCTTTC hsa-let-Td

23 AACATTCAACCCTGTCGGTGAGTTT hsa-mir-181a-1
hsa-miR-660-5p

49 AATTGCACGGTATCCATCTG hsa-mir-363
A7_ATCAACAGACATTAATTGGGCG hsa-mir-421
53_CACTAGATTGTGAGCTCCTGGAT hsa-mir-28

A7 _ATCAACAGACATTAATTGGGC hsa-mir-421
60_TATTGCACTCGTCCCGGCCA _hsa-mir-92b
27_ACCCTGTAGAACCGAATT hsa-mir-10b
46_CTGCCCTGGOCCGAGGGACCGALC _hsa-mir-874
47_AGCAGCATTGTACAGGGCT _hsa-mir-103a-2

5 TGAGGTAGTAGTTTGTGCTGT hsa-let-7i

23 _AACATTCAACGCTGTCGGTGAGTT hsa-mir-181a-1
11 TTCAAGTAATTCAGGATAGGTT hsa-mir-26b
35_AACATTCATTGCTGTCGGTGGGTT _hsa-mir-1681b-1
49 AGCAGCATTGTACAGGGCTATC hsa-mir-107

A7 TATTGCACTTGTCCCGGCCTGTTT _hsa-mir-82a-1
65 _AGCTACATCTGGCTACTGGGTCT hsa-mir-222
50_AATGCACCCGGGCAAGGATTCTG hsa-mir-501

5 CAMAGTGCTCATAGTGCAGGTAGT hsa-mir-20b

48 TACAGTACTGTGATAACTGAAGT hsa-mir-101-2

22 TITGGCAATGGTAGAACT hsa-mir-1&2

459 TCACAGTGAACCGGTCTCTT _hsa-mir-128-1

65 _ACCATCGACCGTTGAGTGGALCC hsa-mir-181c
57_ATCACATTGCCAGGGATT hsa-mir-23b
global-novelMiR-973:control_15_novelMiR_21+test]l 15 _movelMiR_13
hsa-miR-1307-5p
11_TTCAAGTAATTCAGGATAGGTTTT hsa-mir-26b
60_TATTGCACTCGTCCCGGCCTA_hsa-mir-92h
hsa-miR-582-5p
79_ACTCGGCGTGGOGTCGGTCGTGT_hsa-mir-1307
38 _AACATTCAACGCTGTCGGTGAGTTT hsa-mir-181a-2

51_AAGCTCGGTCTGAGGCCCCT _hsa-mir-423

45 _TACAGTACTGTGATAACTGAAGT hsa-mir-101-1
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