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Supplementary Figure 9: A) Two-dimensional UMAP visualization of CD4* splenocytes from 2
challenged mice, at day 7 post-infection, as per Seurat cluster assignment, with cells coloured by
individual; cell positions are as per UMAP in Figure 8A. B) Heatmap displays proportion of TRAV gene
per cluster TCR repertoire.
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Supplementary Figure 10: Expression of T-cell marker genes of interest, from CD4* splenocytes of 2
challenged mice at day 7 post P. chabaudi infection; cell positions are as per UMAP in Figure 8A.
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Supplementary Figure 11: D) Heatmap depicts the top 20 differentially expressed genes and their
expression values between all 7 distinct clusters, of CD4* splenocytes of 2 challenged mice at day 7
post P. chabaudi infection.
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Supplementary Figure 12: KDE plot of the probability of generation (log10) of TCRB CDR3 nucleotide
sequences per cluster, of CD4* splenocytes of 2 challenged mice at day 7 post P. chabaudi infection.



