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Fig. S1 Chromosomal distribution of SsCIPKs. The scale bar on the left indicated the length (Mb) 
of sugarcane chromosomes. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
Fig. S2 Analysis and distribution of conserved motifs in SsCIPK proteins. 
 
 
 
 
 
 
 
 
 



 
Fig. S3 Phylogenetic analysis of CIPK proteins from S.spontaneum and Saccharum spp. hybrid 
(ROC22). Red triangles represent ScCIPK proteins. 



 
 
 
 
 
 
 
 
 

 

Fig. S4 RT-PCR analysis of ScCIPK3 in the N. benthamiana leaves 2 days after infiltration with 
Agrobacterium strain GV3101 that carried the vector 35S::00 or 35S::ScCIPK3, in the ScCIPK3 
transiently expressed N. benthamiana challenged by R. solanacearum for one day, and in the 
ScCIPK3 transiently expressed N. benthamiana challenged by R. solanacearum for seven days. 
Note: 35S::00 stands for the control templet, 35S::ScCIPK3 stands for the template of instantaneous 
expression ScCIPK3. gScCIPK3and NtEF1-α represented the primers used in the RT-PCR. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 

 

Fig. S5 RT-PCR analysis of ScCIPK15 in the N. benthamiana leaves 2 days after infiltration with 
Agrobacterium strain GV3101 that carried the vector 35S::00 or 35S::ScCIPK15, in the ScCIPK15 
transiently expressed N. benthamiana challenged by R. solanacearum for one day, and in the 
ScCIPK15 transiently expressed N. benthamiana challenged by R. solanacearum for seven days. 
Note: 35S::00 stands for the control templet, 35S::ScCIPK15 stands for the template of 
instantaneous expression ScCIPK15. gScCIPK15and NtEF1-α represented the primers used in the 
RT-PCR. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 

 

Fig. S6 RT-PCR analysis of ScCIPK17 in the N. benthamiana leaves 2 days after infiltration with 
Agrobacterium strain GV3101 that carried the vector 35S::00 or 35S::ScCIPK17, in the ScCIPK17 
transiently expressed N. benthamiana challenged by R. solanacearum for one day, and in the 
ScCIPK17 transiently expressed N. benthamiana challenged by R. solanacearum for seven days. 
Note: 35S::00 stands for the control templet, 35S::ScCIPK17 stands for the template of 
instantaneous expression ScCIPK17. gScCIPK17and NtEF1-α represented the primers used in the 
RT-PCR. 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 

 
Fig. S7 RT-PCR analysis of ScCIPK21 in the N. benthamiana leaves 2 days after infiltration with 
Agrobacterium strain GV3101 that carried the vector 35S::00 or 35S::ScCIPKs, in the ScCIPK21 
transiently expressed N. benthamiana challenged by R. solanacearum for one day, and in the 
ScCIPK21 transiently expressed N. benthamiana challenged by R. solanacearum for seven days. 
Note: 35S::00 stands for the control templet, 35S::ScCIPK21 stands for the template of 
instantaneous expression ScCIPK21. gScCIPK21and NtEF1-α represented the primers used in the 
RT-PCR. 
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