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S1 Fig. Functional enrichment analysis for SARS2-DEG. In total, 246 differentially expressed genes (DEGS) in
human bronchial epithelial cells infected with SARS-CoV-2 were obtained from the NCBI GEO database with the
accession number GSE147507, denoted as SARS2-DEG. The data underlying this figure can be found in S7
Data.



