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S4 Fig. Functional enrichment analysis for SARS2-PPI. This dataset contains 332 proteins involved in protein-
protein interactions with 26 SARS-CoV-2 viral proteins identified by affinity purification-mass spectrometry from
Gordon, D. E. et al. [8], denoted as SARS2-PPI. The data underlying this figure can be found in S7 Data.



