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EcCap4  1ff-------- ATSVLANWH GHDYQARYF - - - - - - WI EASRLKN- - - - PQQDF VVEWSYEADGPKAFDBW I TRYNPPRR- STGPDR- | QADYY QI RFHVTQAASFGFEDLIDP 91
SCapd  AM-------- ANAVVAGWQ GHDYQARLF - - - - - - WYYASF LKD- - - - RSRSDV | EMSYEADAPKAFDDVVAKYHPPRP - GYGSER- | AADYF QI KYHVV S GGRF GF KDMVDP 91
BbCapd 1 - - PERPEVVEVTFEADGPKAF DDV | VRYDP GRPRASGP GR- VTVDYHQI ADRSGRFGFADLIDP 66
FnCap4 ~ 1M-------- ADSVLAI QK GFEFQAKYF - - - - - - WYKACSLYR- - --PG-STAVE| TYEADGI PGFD LAFDPPRLSA- - YGYPVSRECYQVKFHVDHSRAFDVTALTDP 90
BsCap4 1 TQAVAVRRD- - - - - - - - GDAFQARIF------ WRKAACLLD- - - - PG- SPVTMV.GF ESS - GRKGF D AYAADRAPGDHEGRP | LREHI QCKWHV LMN- DF GYADLIDP 90
StCap4 1 PDLPAPSSTGVRIA- - GDRYQWLIA- - - - - - WQGCVTA | RDAALHSADPVVAVGYEVDGY GNLD LYRKQPPH- - - ----TYTQVKYAADSSTPYNEEYLLKS 91
AbCapd  1M-------- SASLLEKQSTGGA | ARVGF GYQDAFVLRSLPLWL- - - -« ------ SQSAFSHIVSEA- - - - - LSDIEVCYFSSEK-S- - LH-VMYEAKNHS LTATEFWDE - - - - - 81
MoCapd ~ 1M-------- SASLLEKQSTGGA | ARVGFEYQDAFVLKNLP LWL - - - - -- -SESAFSHIVSES- - - - - | GBVEVCYFSLEK-D- -FORVMYEAKNHS LTSTDFWKE - - - - - 82
BpCap4 1 MMKNNNGKQSPSLLEKESTGGDI ASSGFDFQAYLI LCKLPHWL- - - - ---SFEGFSSMIWES - - - - - VGDIEAKFFDPQI - G- -EVIEAI EAKDHR| TPTEFWEE - - - - - 90
EcCap4  92AF | GAETFSI LKQAKGTEP - - - ANSA TTDR! | DEDP|LGE | | SNVDGS | RLDK LFDGTTDRSRKGKVRK LWRQHLK LSTDQE[LEQ- V LSGFHI QQ- - - - - SQPTLEAMREKVN 201
SrCap4  92EF I NAKSTSL LRDAKQVAL- - -PNSA TTDT | RDSDELGK | HONTDGS LD LNK LAV GKTDRSEMGKVRK LWREH LE LSNDEELYE - | LRGFRIES - - - - - PSLSLERLRYNVN 201
BbCap4  67KF | GATSISI LKAAKENAE - - - DGAA | TTDRVSDGDQLAEMI SP LDGSLRLQD LRKGKTDE SRMGAYRRCWREHLGLSTDEDLYD- LLDGLH| TE - - - - - GHHT LEY LRDQV'S 176
FnCap4  91SFIGATSESL LHKNFKLSPEDYSKTN | NTWG| DRSDLILNGLIDN- QGAl | FKRLFDGTTDKSKMGRYRKSWRDHLGLSVDNE[LKA - VLRQLRIRA - - - - - NASSGEMFDEP LS 202
BsCap4  91EWI NANKF SM RAAQVAYARDGI GARFKHLTNWR | AQADP LRGY | NOKSKTLRLKD LFDGTTDRSAAGKVRK LWREHLD | D- DQE LML - LART LALDT - - - - - DATSLDDHRDNLD 202
StCap4  92SDQGGP- -S| LAWSWEQLTQDGTPVD LSNRSPDAVDPLI SLRDSRTQLL LPKAARQGP - - RSKTGQARMRWAE GAGLSQDR- LLE - LLKV LRFDL- - - - - - ARDVQHLHEHLQ 198
AbCap4 FKSLFDTHP - - KNF | CPSYNTAISPLI SKI DRLRGV GSSYDDDSSVSVNGRSEY LDWC- - - - VGKK | DF SLAEFALDYVGF I T- - -FNSENSES I FLSE| Q 181
MoCap4 FKEAFDIPS--SEFTR CPLYTSTLHPFLAQIERIRGVGSSYSADSYV | LOKSRQD| TQWC- - - - SDKGFETSLAEFALDHVDF LS - - - FNAEDSDSVF | GE| E 182
BpCap4 FKKMDEGSP - - GTYR CTGLSETLHPLKNGLRRVRDP YPFYSHTSGVFENSYEDYKEKY - - - - | GLGKSEEMAEF LFHKV'S | EDKWGS LSEKAKGMFNNEFT 193
EcCap4  202TcFal | Gl TCETS - SDFRFDGAARA LRSQERYRF TREQF TA LCEEENWI RSEAPES - - FRNVA LRSFSDGP L- - DIMDALPEHTLSL-- - LSLPEG-- - - - - FPsPGIEfiNDV I KPQ 306

SrCap4 202 LOFKFVGMI PCESN- SDFRYDGLI RALKGQGKYQF NRTQFEEMCAAEQLLQSSTPEE- - FRAVALRSYRDGPF - -ETLDASPEYTLSL-- - LKYFEG- - -
BbCap4 177 LRFRLVGLTGAESE - TAF I YDEAARQLLI KDVNRFDRAGFEEWCKTEKW LPRKPAV - -RRSIAISTFAPGPTPAHMREALPECMLDL- - - TDREEG- - -
FnCap4 203YALAAINLKPLSDDRRTNPYTSLIVRLHEEKTNKLDKHNLHT | LOQEDLW TTTTSENLSRS| GVRTFRKGA - - -ENLEAETDHLLCL- - - LRHFES - - -

FPAPGAEWN GS| QPV 306
LRQGVAWAD LMAP - 282
HI LDDSLWQNEV LPA 309

BsCap4 203 LLFENRGLRRVPANESSFVYDDVAF QWLSQGRLEFDRQTFREACTREGLLAGDGRAH- - - VVFGVKSFEH- PF - - DRLEDRCTVVLDL- - - | PHEDE - - - | REQTDMWATTLYPK 306
StCap4 199MMMF AAGLRF - - DEESMHAGADWARQVADGQRRLS LADI REAIRAMQLAAGSSRAV - - - - - LSVAT LKPDP - - - - - MAQDADYAVDW- - - VDRFESASQYTKRRP LAPATWEQLQVD- 301
AbCap4 182DT|l -NIELLRSQVKQLKDQFKNLI SRSSFGP|YRKDFENF | CHA LEEDR- - .- --SQWLLDPI -KINLSASSSQYQDLNLDI| SDENGP- - - -DRAQKTSSDWNS LI KK- 277
MoCap4 183EKILSNIELTTRKAKQLRDQFKNLI SRSSFGP I HRKDFENF | CHA LEEDR- - .- --TQWLSDPI -KINLSASSSQHQDLNLD| SDENGP- - - -DRAQKTSSDWNS LI KK- 279
BpCap4 194 QHLPVYDILRGSEQEKVFDV LHSVVRSQKNKPVFRQQLKQAMHSV | GEDAIPTDQKIY- - - IHTEI YKLPKEPR-KINF - - - - - - -~ LWEPF DK- - - -DRKYPESAVWTEE LYNN 293
TP 7 S

EcCap4  307VETFLTGIRQTER- - KVREY LNTHSS | AMLABKCLGHKSGVE LVOQKGRMG-DS | W- - SENESQDEPDA- - - -VIETETVGTGSDVA ITR------ NAL-PKARAYI LENQPDI 409
SrCap4 307V TEF LVKIRQAERGKRIR|IF LDAHTS | AMLAGKCLGTKCNVA LVOQKGKIE-TSVW- - NANDGGE I SST- - - - | VYNVET LGSGQDVA ITR------ NAL- LDAREYIETNLPQV 411
BbCap4 2831 TDF LTRMLGERR- - DMR|EF LDAHASVAF LABGAT LRFK LGAD I VOKGSNNPGTVW- - DAHDGSEGPPA - - - -VIENKT | GDGKDI A LSR------ DPI - QQVYEYVSRELVDV 386
FnCap4  310MFTFAEEVIGLGK--PLT LDTHTSTAFALGYF | GNKSGAD I | QKSPKGGRS LWRPDEAKVNTGDQWL - - - FSEDMMDSNGTDLA LSN------ DVS-EATMQYLSI| QPTGV 416
BsCap4 307 LKDF LQTAAKDNQ- - HYRIEV LDAHI TLAFAABSV LN| KSGRN IEQRTVH- - RNVW- - HSSDMPRDPAWP GWKF D LERVNDADEDMA LTH------ DVV-PAVKAHLAASLPQV 412
StCap4  302LEAAPSRMGPGST- -AVALTGS LRLAPTFMVBAAFRMVTGVDIAVAQRA - - QLW- - SSGEEYSSPLVP- - -AVDEHHLDFGPDLA VAT------ DPT-RDVLEF LREQQLPV 401
AbCap4  278AVS| GDF IHNSGDRRT LLIDGKQRMSTACMLGEYVFSATRNF L I EHNG- - Ll TDDHKQKEGQFFT- - -KIEAVEPQGETEAI FPTAI GKDIDSTINEVKSL

MoCap4  280AVS| GDF IHNSGDRRTLLIDGKQRMSTACMLEYVFSATRNF L I EHNG- - LAYRTDDHKQKEGQFFN- - -KTNS| ELHGKTEA| FPTAI GKDIDSTINEIKNL

BpCap4  294VVETKKWIEKNRSAKRIHIESGNRRLSSAMA | VFSSVSGFSIEAEQRE- - - - GGI TDTHPNNQTPECE - - -FVVDFEEGVDNQLI I'TR------ DSIANEVAVYLEGQRHS | 399
EcCap4  410GRI JHV TPANGHGQRSVYKNGSHAVA | AEQVSDVVMD- - - ADLPVEAS SA AVNFY LEGQHTDF LGTCVF DF QRQRDGS¥ LPSFKV - - 499

SrCap4  412GRI [EHF TPEAGYGF QS| KSGAHASD LAEVVARAFGE - - - ARVKFKAN SA AVNFYVGQQTDYMGSCVF DFNRQRNGS¥ LPSFRYV- - 501

BbCap4 387GT I IHVTPQGGVGQAA | LGGQHAAGI AAQI EASVAS- - - IRKP-PCT s AFSF LLEGQHAEAMGRCI P DF GGRTDGSYQPTFS| - - 475

FnCap4 417YK| EHAKPKSGSGFNAI TDANHI LEY | LQLNNKI RSWKTVSSP-TAK I's AFTFF LGEHASGYGRI VL DFEGLRSGTYVPSLNLPL 510
BsCap4 413SSLEVARPTCGAGARS CGQHAFDLAEALALQINQ- - -KRI QSRSS 1A AFTFFFGQRQPGLGKAT L DFEGTDGGGYKPSLSLPI 504
StCap4 402SRL LRPPGGPKDNAVPDGAAANA LAVGI RDCVRR- - -ACRP-HPQ QA GLALLLGHRWNRLRPTIV -DVNAEQVYEKAFVVNA 489
AbCap4 381-PR| DNMETLNLAVREAKSALVSFK-SENK-LSK 1K, VFAMVLEGHRLNGI CDI QL ---VDGQN|I PTAELNL 462
MoCap4 383 - PR| DNMETLNLAVKEAKSALVSFK-AENK-LSK 1K, VFAMV LEGHRLNGVCNI QL ---VNGEYMPTAELNI 463
BpCap4 400SSK| | TAEQANLVVKKLKKEIKAAA - TKVE -AEK A HLVLF LGHRWNGMP SAQC| --INTGQMVPTCTF - - 481
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