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Sampling2_LR (0)

Sampling2_RF (1<10)

Sampling2_RR (100<1000) *
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Other (3 %)

Family XI_21I (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (1 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (1 %)
Aerococcaceae (9 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (72 %)
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Other (9 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (1 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (24 %)

SV_73 Cory. kroppenstedtii (9 %)

SV_35 Cory. amycolatum/lactis/xeros (2 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (4 %)

SV_29 Cory. frankenforstense (6 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (11 %)
SV_1 Cory. bovis (24 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

Jan Mar May Jul Sep Nov Jan
Month 2018

# quarter  Sampling 1 Sampling 2
Aerococcus viridans 4 6 2
Bacillus licheniformis 1 1 0
Bacillus pumilus 2 2 0
Corynebacterium amycolatum 2 2 1
Corynebacterium sp 1 1 0
Corynebacterium xerosis 1 1 0
Staphylococcus epidermidis 4 4 0
Staphylococcus haemolyticus 1 1 0
Staphylococcus hominis 1 0 1
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Samplingl_LR (100<1000) *

Samplingl_RF (1<10)

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (0)

Sampling2_RR (10<100) *
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Other (5 %)

Family XI_21I (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (7 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (1 %)
Micrococcaceae (1 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (1 %)
Aerococcaceae (6 %)
Staphylococcaceae (36 %)
Corynebacteriaceae (30 %)
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Corynebacteriaceae

Samplingl_LR
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Other (6 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (4 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (17 %)
SV_1 Cory. bovis (69 %)

log10 Somatic cell count /mL of milk

Somatic cell count

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 3 3 0
Staphylococccus haemolyticus 1 0 1
Staphylococcus epidermidis 3 12 0
Staphylococcus haemolyticus 4 4 4



Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (10<100) *

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (1<10)

Sampling2_RR (100<1000) *
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Other (17 %)

Family XI_2II (1 %)
Planococcaceae (2 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (2 %)
Moraxellaceae (2 %)
Lachnospiraceae (5 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (8 %)
Ruminococcaceae (9 %)
Aerococcaceae (10 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (33 %)
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Other (26 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (2 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (4 %)

SV_68 Cory. faecale (2 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (2 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (11 %)

SV_29 Cory. frankenforstense (5 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (16 %)
SV_1 Cory. bovis (22 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018

# quarter Sampling 1 Sampling 2
Aerococcus viridans 2 3
Bacillus pumilus 1 1 0
Corynebacterium amycolatum 1 1 0
Pediococcus pentosaceus 2 1 1
Staphylococcus epidermidis 3 4 1
Staphylococcus hominis 1 1 0
Staphylococcus microti 1 1 0
Staphylococcus saprophyticus 1 0 1
Staphylococcus sciuri 1 0 1
Staphylococcus xylosus 1 1 0
Streptococcus lutetiensis 1 0 1




Relative abundance
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O SV_1 Cory. bovis (14 %)
20 20

# quarter Sampling 1 Sampling 2

Aerococcus viridans

Bacillus pumilus

Pediococcus pentosaceus
Staphylococcus epidermidis
Staphylococcus haemolyticus

Samplingl_LF (10<100) %
Samplingl_LR (0)
Samplingl_RF (10<100) *
Samplingl_RR (0)
Sampling2_LF (0)
Sampling2_LR (100<1000) *
Sampling2_RF (0)
Sampling2_RR (1<10)
Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
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Samplingl_RF (100<1000) *

Samplingl_RR (1<10)

Sampling2_LF (10<100) *

Sampling2_RF (10<100) *

Sampling2_RR (10<100) *
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Other (12 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (1 %)

Family XI (2 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (15 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (2 %)
Leuconostocaceae (1 %)
Moraxellaceae (1 %)
Lachnospiraceae (2 %)
Micrococcaceae (1 %)
Streptococcaceae (2 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (3 %)
Aerococcaceae (2 %)
Staphylococcaceae (11 %)
Corynebacteriaceae (42 %)

Relative abundance
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Other (7 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (2 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (11 %)
SV_1 Cory. bovis (75 %)

log10 Somatic cell count /mL of milk

Somatic cell count
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Aerococcus viridans

Bacillus licheniformis

Bacillus pumilus
Corynebacterium bovis
Enterococcus gallinarum
Staphylococcus chromogenes
Staphylococcus epidermidis
Staphylococcus hominis
Streptococcus lutetiensis
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Samplingl_RR (10<100) *

Sampling2_LF (100<1000) *
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Sampling2_RF (100<1000) *

Sampling2_RR (100<1000) *
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Other (2 %)

Family XI_21I (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (5 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (10 %)
Moraxellaceae (0 %)
Lachnospiraceae (0 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (0 %)
Ruminococcaceae (0 %)
Aerococcaceae (2 %)
Staphylococcaceae (28 %)
Corynebacteriaceae (50 %)
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Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Somatic cell count

Other (11 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (1 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

log10 Somatic cell count /mL of milk

SV_75 Cory. sphenisci (1 %) 0 _|
SV_17 Cory. kroppenstedtii (0 %) <
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (3 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %) 3 ]
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SV_32 Cory. casei (0 %) T T T
SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (1 %) Jan Mar
SV_29 Cory. frankenforstense (2 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hanseniilfreneyi (1 %)

SV_1 Cory. bovis (77 %)
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Aerococcus viridans
Corynebacterium amycolatum
Corynebacterium sp
Enterococcus gallinarum
Raoultella ornithinolytica
Staphylococcus epidermidis
Staphylococcus equorum
Staphylococcus haemolyticus
Streptococcus parauberis
Streptococcus uberis

Sampling2_RR
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# quarter
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Samplingl_LR (10<100) *

Samplingl_RF (1<10)
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Sampling2_RF (1<10)

Sampling2_RR (10<100) *
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Other (7 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (1 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (7 %)
Moraxellaceae (2 %)
Lachnospiraceae (2 %)
Micrococcaceae (1 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (3 %)
Aerococcaceae (19 %)
Staphylococcaceae (31 %)
Corynebacteriaceae (18 %)
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Other (31 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (1 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (2 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (2 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (4 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (5 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (8 %)

SV_29 Cory. frankenforstense (7 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (21 %)
SV_1 Cory. bovis (9 %)

log10 Somatic cell count /mL of milk

Somatic cell count
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Month 2018

# quarter

Aerococcus viridans

Bacillus cereus

Bacillus pumilus

Pediococcus pentosaceus
Staphylococcus chromogenes
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis
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Samplingl_LF (100<1000) *

Samplingl_RR (1<10)

Samplingl_LR (1<10) %

Samplingl_RF (10<100) *

Sampling2_LR (10<100)

Sampling2_LF (10<100) *

Sampling2_RF (100<1000) *

Sampling2_RR (10<100) *
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Other (5 %)

Family XI_21I (0 %)
Planococcaceae (1 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (10 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (1 %)
Moraxellaceae (6 %)
Lachnospiraceae (0 %)
Micrococcaceae (0 %)
Streptococcaceae (4 %)
Peptostreptococcaceae (1 %)
Ruminococcaceae (1 %)
Aerococcaceae (1 %)
Staphylococcaceae (12 %)
Corynebacteriaceae (57 %)
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Other (9 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (1 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (2 %)

SV_29 Cory. frankenforstense (5 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (8 %)
SV_1 Cory. bovis (67 %)

log10 Somatic cell count /mL of milk

Somatic cell count

Jan Mar May Jul Sep Nov Jan
Month 2018

# quarter Sampling 1 Sampling 2
Aerococcus viridans 5 4 4
Aeromonas hydrophila 1 0 1
Bacillus pumilus 1 1 0
Citrobacter freundii 1 0 1
Corynebacterium amycolatum 1 1 0
Corynebacterium bovis 1 0 1
Enterococcus gallinarum 4 9 3
Enterococcus malodoratus 1 1 0
Lactobacillus plantarum 1 1 0
Lactococcus raffinolactis 1 0 1
Staphylococcus epidermidis 3 5 0
Staphylococcus equorum 1 0 1
Staphylococcus warneri 1 1 0
Staphylococcus xylosus 2 11 0
Streptococcus parauberis 1 0 2




Relative abundance

Corynebacteriaceae Somatic cell count

100 - 100 — o
Other (5 %) H Other (12 %) ~
Family XI_211 (0 %) SV_225 Cory. pseudotuberculosis/sph (2 %)
Planococcaceae (0 %) SV_1253 Cory. bovis (0 %)
Pseudomonadaceae (0 %) SV_133 Cory. striatum (0 %) 0
Family XI_2 (1 %) SV_149 Cory. simulans (0 %) © ]

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %) 80 —
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (6 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (3 %)

SV_68 Cory. faecale (0 %)

80

log10 Somatic cell count /mL of milk

D000 DO0NEOENOEDNOEOOOm

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

60 Moraxellaceae (0 %) [} 60 - SV_80 Cory. lubricantis (0 %)
Lachnospiraceae (4 %) g SV_75 Cory. sphenisci (0 %)
Micrococcaceae (1 %) © SV_17 Cory. kroppenstedtii (0 %)
Streptococcaceae (25 %) E SV_114 Cory. resistens (0 %)
Peptostreptococcaceae (3 %) S SV_73 Cory. kroppenstedtii (0 %)
Ruminococcaceae (2 %) % SV_35 Cory. amycolatum/lactis/xeros (16 %) o |
Aerococcaceae (4 %) o SV_39 Cory. pseudotuberculosis (8 %) ~
Staphylococcaceae (24 %) > SV_32 Cory. casei (1 %) T T T T T T T
Corynebacteriaceae (27 %) T SV_24 Cory. crudilactis (0 %)
40 T 40 A SV_34 Cory. simulans (4 %) Jan Mar May Jul Sep Nov Jan
@ SV_29 Cory. frankenforstense (0 %)
SV_3 Cory. bovis (0 %)
SV_8 Cory. xerosis/hansenii/freneyi (24 %) Month 2018
SV_1 Cory. bovis (20 %)
20 20
# quarter Sampling 1 Sampling 2
Aerococcus viridans
Bacillus licheniformis
Bacillus pumilus
i Corynebacterium amycolatum

0 - 0 - Corynebacterium bovis
Enterococcus faecalis
Pediococcus pentosaceus
Staphylococcus aureus
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus warneri
Streptococcus canis
Streptococcus dysgalactiae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

Samplingl_RR
OPPOUIOFR,RPOREFPEFPW
PWORORFRPROORNOON

RPRARRWRRPRNRPWREDN

Samplingl_LF (1<10)

Samplingl_LR (0)
Samplingl_RF (10<100) *
Samplingl_RR (10<100) *
Sampling2_LF (10<100) *
Sampling2_LR (100<1000) *
Sampling2_RF (10<100) *
Sampling2_RR (100<1000) *



Relative abundance

Corynebacteriaceae Somatic cell count

100 - 100 — o
Other (8 %) Other (18 %) ~
Family XI_211 (0 %) SV_225 Cory. pseudotuberculosis/sph (0 %)
Planococcaceae (0 %) SV_1253 Cory. bovis (8 %)
Pseudomonadaceae (0 %) SV_133 Cory. striatum (0 %) 0
Family XI_2 (1 %) SV_149 Cory. simulans (4 %) © ]

Family XI (0 %)
Family X (0 %)
Sphingomonadaceae (0 %)

SV_210 Cory. nuruki (0 %)
SV_166 Cory. confusum (0 %)
SV_247 Cory. marinum (0 %)

=] [m]
[m] [m]
m] o X
[m] =] =
=] [m] £
—
[m] =] ]
=] a |
=] o £
80 B unclassified_Clostridiales (1 %) 80 — O SV_216 Cory. bovis (0 %) -
: c - «—
O Blastocatellaceae (0 %) @ SV_91 Cory. simulans (0 %) 5 T 400
@ Propionibacteriaceae (0 %) O SV_109 Cory. amycolatum/xerosis/lac (2 %) [ 1 PP AP A A A T
B Beijerinckiaceae (0 %) B SV_150 Cory. ulceribovis/sphenisci (1 %) 3
O Xanthomonadaceae (1 %) O SV_169 Cory. ulceribovis (0 %) N [ [ A E: 2 _O_Q ___
@ Enterococcaceae (0 %) M@ SV_113 Cory. crudilactis (0 %) ©
@ Burkholderiaceae (1 %) O SV_102 Cory. amycolatum/xerosis/lac (1 %) -2 100
B Carnobacteriaceae (0 %) B SV_88 Cory. bovis (0 %) [P A AN e |- - TETE
B Leuconostocaceae (1 %) B SV_68 Cory. faecale (0 %) IS
60 M@ Moraxellaceae (3 %) [} 60 - O SV_80 Cory. lubricantis (2 %) 8
B Lachnospiraceae (2 %) 8 B SV_75 Cory. sphenisci (2 %) o
B Micrococcaceae (2 %) © B SV_17 Cory. kroppenstedtii (0 %) —
B Streptococcaceae (1 %) E B SV_114 Cory. resistens (0 %) 8’
B Peptostreptococcaceae (2 %) S @ SV_73 Cory. kroppenstedtii (0 %) -
O Ruminococcaceae (3 %) % B SV_35 Cory. amycolatum/lactis/xeros (1 %)
O Aerococcaceae (12 %) o B SV_39 Cory. pseudotuberculosis (0 %)
O Staphylococcaceae (49 %) > @ SV_32 Cory. casei (9 %) T T T T T T T
O Corynebacteriaceae (12 %) T B SV_24 Cory. crudilactis (1 %)
40 - T 40 A B SV_34 Cory. simulans (7 %) Jan Mar May Jul Sep Nov Jan
o 0O SV_29 Cory. frankenforstense (7 %)
O SV_3 Cory. bovis (0 %)
O SV_8 Cory. xerosis/hansenii/freneyi (15 %) Month 2018
O SV_1 Cory. bovis (19 %)
20 20 # quarter Sampling 1 Sampling 2
Aerococcus viridans 5 3 9
Bacillus cereus 1 0 1
Bacillus licheniformis 2 2 0
Citrobacter gillenii 1 0 2
Corynebacterium amycolatum 2 1 1
Corynebacterium stationis 1 1 0
0 - 0 - Enterococcus gallinarum 1 3 0
* * * * % Escheria coli 1 0 2
g 3 § g g g g8 5 % B £ 045 ¥ B Lactobacillus plantarum 1 0 1
Y Y S Y S g 9§ e N Lactococcus lactis 1 1 0
S T ¥ T ¥ Ay 2 2 o =) 2 o o Staphylococcus epidermidis 6 12 5
2 x 8 & 8§ S 8 s = = £ 35 = = Staphylococcus haemolyticus 3 0 3
L T o8 oo = S © & S B C
Lo 2 4= - = % £ IS £ % € £ Staphylococcus simulans 2 0 2
4 2B DY o9 B a5 § & 6 s & Streptococcus parauberis 1 0 1
2 3 J = £ o Tetragenococcus solitarius 1 1 0
= IS o £ = Qo o
g 8 £ § £ E £
s 9 3 v g § 3
AT -
N (V)] N



Relative abundance

100 —
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40

20

Samplingl_LF (1<10)

Samplingl_LR (10<100) *

Samplingl_RF (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (10<100) >*

Sampling2_RF (1<10)

D000 DO0NEOENOEDNOEOOOm

Other (13 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (2 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (2 %)
Moraxellaceae (2 %)
Lachnospiraceae (2 %)
Micrococcaceae (7 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (2 %)
Aerococcaceae (14 %)
Staphylococcaceae (23 %)
Corynebacteriaceae (26 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR
Samplingl_RF
Sampling2_LF
Sampling2_LR

Sampling2_RF

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (16 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (4 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (10 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (5 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (1 %)
SV_39 Cory. pseudotuberculosis (8 %)
SV_32 Cory. casei (4 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (6 %)

SV_29 Cory. frankenforstense (10 %)
SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (21 %)
SV_1 Cory. bovis (8 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

e
<

Jan Mar May

Aerococcus viridans

Bacillus licheniformis

Bacillus pumilus
Corynebacterium amycolatum
Staphylococcus chromogenes
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis
Staphylococcus saprophyticus
Staphylococcus sciuri
Staphylococcus warneri

T
Jul

Month 2018

# quarter

RPRNRRNRRREREN

Sep

Sampling 1

RPROOONNRRELA

Nov Jan

Sampling 2

OONRFRRFPROOOOOWU




Relative abundance

100 —

80

60

40

20

Samplingl_LF (1<10)

Samplingl_LR (100<1000) *

Samplingl_RF (10<100) *

Samplingl_RR (100<1000) *

Sampling2_LF (1<10)

Sampling2_LR (10<100) *

Sampling2_RF (1<10)

Sampling2_RR (100<1000) *

D000 DO0NEOENOEDNOEOOOm

Other (5 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (1 %)
Moraxellaceae (3 %)
Lachnospiraceae (2 %)
Micrococcaceae (4 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (2 %)
Aerococcaceae (2 %)
Staphylococcaceae (49 %)
Corynebacteriaceae (17 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

)

4

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (10 %)

SV_225 Cory. pseudotuberculosis/sph (2 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (3 %)

SV_149 Cory. simulans (2 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (3 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (9 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (2 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (36 %)
SV_1 Cory. bovis (31 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

e
<

T T T T
Jan Mar May Jul

Month 2018

Aerococcus viridans
Bacillus licheniformis
Bacillus pumilus
Kluyvera intermedia
Lactococcus lactis
Staphylococcus chromogenes
Staphylococcus equorum
Staphylococcus hominis
Streptococcus parauberis

Sep

# quarter

RPRRNRRREREN

Nov Jan

Sampling 1

RPRRNNDWRENW




Relative abundance

100 —

80

60

40

20

Samplingl_LR (100<1000) *

Samplingl_RF (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (100<1000) *

Sampling2_RF (0)

Sampling2_RR (100<1000) *

D000 DO0NEOENOEDNOEOOOm

Other (8 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (1 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (1 %)
Moraxellaceae (3 %)
Lachnospiraceae (6 %)
Micrococcaceae (2 %)
Streptococcaceae (11 %)
Peptostreptococcaceae (7 %)
Ruminococcaceae (7 %)
Aerococcaceae (7 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (38 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LR
Samplingl_RF
Sampling2_LF
Sampling2_LR
Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (25 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (1 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (2 %)

SV_80 Cory. lubricantis (3 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (11 %)

SV_35 Cory. amycolatum/lactis/xeros (2 %)
SV_39 Cory. pseudotuberculosis (6 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (5 %)

SV_29 Cory. frankenforstense (5 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (15 %)
SV_1 Cory. bovis (18 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May

Aerococcus viridans
Bacillus licheniformis
Bacillus pumilus
Citrobacter koseri
Corynebacterium freneyi
Corynebacterium sp
Enterococcus faecalis
Lactococcus garvieae
Pediococcus pentosaceus
Staphylococcus epidermidis
Staphylococcus equorum
Staphylococcus sciuri
Streptococcus dysgalactiae
Streptococcus parauberis
Streptococcus uberis

T
Jul

Month 2018

# quarter

RNRPNNURRRREPRRERRERWA

Sampling 1

OFRPONNOFROUIOREFEF WO

Nov

Sampling 2

NFRPWOORARONOROOOON

Jan



Relative abundance

100 —

80

60

40

20

Samplingl_LF (10<100) %

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (0)

Sampling2_LR (10<100) *

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (7 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (4 %)
Enterococcaceae (0 %)
Burkholderiaceae (3 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (13 %)
Moraxellaceae (1 %)
Lachnospiraceae (3 %)
Micrococcaceae (2 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (9 %)
Ruminococcaceae (4 %)
Aerococcaceae (7 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (37 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (15 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (2 %)

SV_210 Cory. nuruki (1 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (3 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (2 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (2 %)

SV_73 Cory. kroppenstedtii (18 %)

SV_35 Cory. amycolatum/lactis/xeros (3 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (9 %)

SV_29 Cory. frankenforstense (7 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (13 %)
SV_1 Cory. bovis (15 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

Jan Mar May

Aerococcus viridans
Aeromonas eucrenophila
Bacillus pumilus
Lactobacillus plantarum
Pediococcus pentosaceus
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis
Staphylococcus piscifermentans
Streptococcus parauberis
Tetragenococcus solitarius

T
Jul

Month 2018

# quarter

RPRPFRPWONWONEFENEFEO

Sep

Sampling 1

PRORPRPWWRNED

Nov

Sampling 2

OORNRFRPOOOOOW

Jan



Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (100<1000) *

Samplingl_RF (0)

Samplingl_RR (1<10)

Sampling2_LF (10<100) *

Sampling2_LR (100<1000) *

Sampling2_RF (1<10)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (11 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (2 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (5 %)
Leuconostocaceae (1 %)
Moraxellaceae (1 %)
Lachnospiraceae (3 %)
Micrococcaceae (4 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (5 %)
Aerococcaceae (21 %)
Staphylococcaceae (22 %)
Corynebacteriaceae (18 %)

Relative abundance

100 —
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40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (30 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (1 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (1 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (4 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (3 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (1 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (11 %)

SV_29 Cory. frankenforstense (10 %)
SV_3 Cory. bovis (4 %)

SV_8 Cory. xerosis/hansenii/freneyi (25 %)
SV_1 Cory. bovis (2 %)

log10 Somatic cell count /mL of milk

Somatic cell count
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Month 2018

Aerococcus viridans
Corynebacterium amycolatum
Corynebacterium aurimucosum
Staphylococcus epidermidis
Streptococcus parauberis

Sep

# quarter

PWR R R

Nov Jan

Sampling 1

RP~NR N




Relative abundance

100 —

80
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40

20

Samplingl_LF (1<10)

Samplingl_LR (1<10)

Samplingl_RF (0)

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (1<10)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (8 %)

Family XI_2II (0 %)
Planococcaceae (5 %)
Pseudomonadaceae (1 %)
Family XI_2 (1 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (8 %)
Enterococcaceae (1 %)
Burkholderiaceae (3 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (1 %)
Moraxellaceae (9 %)
Lachnospiraceae (1 %)
Micrococcaceae (12 %)
Streptococcaceae (2 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (1 %)
Aerococcaceae (3 %)
Staphylococcaceae (3 %)
Corynebacteriaceae (37 %)

Relative abundance

100 —
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40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF

Samplingl_RR

Sampling2_LF

Sampling2_LR

Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (13 %)
SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (3 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (3 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (11 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (10 %)

SV_29 Cory. frankenforstense (8 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (15 %)
SV_1 Cory. bovis (27 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018

# quarter Sampling 1 Sampling 2
Aerococcus viridans 5 3 3
Bacillus pumilus 1 1 0
Staphylococcus epidermidis 2 2 0
Staphylococcus haemolyticus 1 1 0
Staphylococcus hominis 1 0 1



Relative abundance

Corynebacteriaceae Somatic cell count

100 - 100 — o
B Other (3 %) O Other (13 %) <
O Family XI_2Il (0 %) O SV_225 Cory. pseudotuberculosis/sph (0 %)
O3 Planococcaceae (0 %) 0O SV_1253 Cory. bovis (0 %) X
O Pseudomonadaceae (0 %) M@ SV_133 Cory. striatum (0 %) E
B Family XI_2 (0 %) O SV_149 Cory. simulans (0 %) -
O Family XI (0 %) B SV_210 Cory. nuruki (0 %) o
@ Family X (0 %) O SV_166 Cory. confusum (2 %) -
O Sphingomonadaceae (0 %) 3@ SV_247 Cory. marinum (0 %) g
80 B unclassified_Clostridiales (0 %) 80 — O SV_216 Cory. bovis (1 %) -
O Blastocatellaceae (0 %) B SV_91 Cory. simulans (0 %) g
@ Propionibacteriaceae (0 %) O SV_109 Cory. amycolatum/xerosis/lac (0 %) o
B Beijerinckiaceae (0 %) B SV_150 Cory. ulceribovis/sphenisci (0 %) 2
O Xanthomonadaceae (0 %) O SV_169 Cory. ulceribovis (0 %) o)
B Enterococcaceae (0 %) B SV_113 Cory. crudilactis (0 %) o
@ Burkholderiaceae (0 %) O SV_102 Cory. amycolatum/xerosis/lac (0 %) g
B Carnobacteriaceae (1 %) B SV_88 Cory. bovis (1 %) ©
B Leuconostocaceae (1 %) B SV_68 Cory. faecale (1 %) IS
60 M@ Moraxellaceae (0 %) [} 60 — O SV_80 Cory. lubricantis (1 %) 8
B Lachnospiraceae (1 %) g B SV_75 Cory. sphenisci (2 %) o
B Micrococcaceae (1 %) © B SV_17 Cory. kroppenstedtii (1 %) —
B Streptococcaceae (15 %) 'E B SV_114 Cory. resistens (0 %) 8"
B Peptostreptococcaceae (1 %) S @ SV_73 Cory. kroppenstedtii (0 %) -
O Ruminococcaceae (1 %) -% B SV_35 Cory. amycolatum/lactis/xeros (0 %) o |
O Aerococcaceae (14 %) o B SV_39 Cory. pseudotuberculosis (2 %) ~
O Staphylococcaceae (2 %) > B SV_32 Cory. casei (5 %) T T T T T T T
O Corynebacteriaceae (59 %) T B SV_24 Cory. crudilactis (3 %)
40 @ 40 4 B SV_34 Cory. simulans (0 %) Jan Mar May Jul Sep Nov Jan
@ O SV_29 Cory. frankenforstense (0 %)
O SV_3 Cory. bovis (13 %)
O SV_8 Cory. xerosis/hansenii/freneyi (7 %) Month 2018
O SV_1 Cory. bovis (47 %)
20 20
# quarter Sampling 1 Sampling 2
Aerococcus viridans
Corynebacterium confusum
Corynebacterium stationis
0 0 - Enterococcus faecium

Pediococcus pentosaceus
Staphylococcus aureus
Staphylococcus epidermidis
Staphylococcus hominis
Staphylococcus saprophyticus
Streptococcus canis
Streptococcus dysgalactiae
Streptococcus oralis

Sampling2_LF

LW
_II [h 4

|
| -
g g
2 3
E £
© ]
[ )]

Samplingl_RR
Sampling2_LR

Sampling2_RF
Sampling2_RR
PWRPPFPORFRPOFRPOOON

RPNONNNNRRRRERRRO
ORRPRRPWORORREREO©

Samplingl_LF (1<10)
Samplingl_RF (10<100) *
Samplingl_RR (1<10)
Sampling2_LF (10<100) *
Sampling2_LR (1<10)
Sampling2_RF (10<100) *
Sampling2_RR (>1000) *




Relative abundance

100 —
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40

20

Samplingl_LF (10<100) %

Samplingl_LR (100<1000) *

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (100<1000) *

Sampling2_LR (100<1000) *

Sampling2_RF (1<10)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (10 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (10 %)
Moraxellaceae (2 %)
Lachnospiraceae (1 %)
Micrococcaceae (4 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (2 %)
Aerococcaceae (15 %)
Staphylococcaceae (15 %)
Corynebacteriaceae (34 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Somatic cell count

Other (16 %) g —
SV_225 Cory. pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %) 0
SV_149 Cory. simulans (0 %) © ]

SV_210 Cory. nuruki (2 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (6 %)

SV_109 Cory. amycolatum/xerosis/lac (3 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (8 %)

SV_35 Cory. amycolatum/lactis/xeros (5 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (2 %) T T T T T T T
SV_24 Cory. crudilactis (0 %)

log10 Somatic cell count /mL of milk

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF

SV_34 Cory. simulans (24 %) Jan Mar May Jul Sep Nov Jan
SV_29 Cory. frankenforstense (11 %)
SV_3 Cory. bovis (0 %)
SV_8 Cory. xerosis/hansenii/freneyi (17 %) Month 2018
SV_1 Cory. bovis (0 %)
# quarter Sampling 1 Sampling 2
Aerococcus viridans 6 8
Bacillus cereus 2 0 2
Bacillus clausii 1 0 1
Bacillus licheniformis 2 0 2
Bacillus pumilus 3 2 1
g Corynebacterium amycolatum 2 2 0
| Corynebacterium sp 1 1 0
> Enterococcus gallinarum 1 0 1
% Pediococcus pentosaceus 3 2 1
IS Staphylococcus epidermidis 6 4 5
g Staphylococcus haemolyticus 2 0 2
Staphylococcus hominis 3 0 3




Relative abundance

100 —
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40

20

Samplingl_LF (0)

Samplingl_LR (100<1000) *

Samplingl_RF (0)

Samplingl_RR (1<10)

Sampling2_LF (1<10)

Sampling2_LR (10<100) *

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (17 %)

Family XI_2II (0 %)
Planococcaceae (1 %)
Pseudomonadaceae (1 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (3 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (5 %)
Beijerinckiaceae (2 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (4 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (1 %)
Moraxellaceae (1 %)
Lachnospiraceae (2 %)
Micrococcaceae (3 %)
Streptococcaceae (6 %)
Peptostreptococcaceae (7 %)
Ruminococcaceae (5 %)
Aerococcaceae (3 %)
Staphylococcaceae (13 %)
Corynebacteriaceae (23 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Somatic cell count

Other (28 %) g —
SV_225 Cory. pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (4 %) 0
SV_149 Cory. simulans (0 %) © ]

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (1 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (5 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (5 %)
SV_39 Cory. pseudotuberculosis (4 %)

log10 Somatic cell count /mL of milk

SV_32 Cory. casei (2 %) T T T
SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %) Jan
SV_29 Cory. frankenforstense (4 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (22 %)

SV_1 Cory. bovis (17 %)

Mar May

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF

Aerococcus viridans
Corynebacterium amycolatum

Escheria coli

Lactobacillus pentosus
Staphylococcus epidermidis
Staphylococcus saprophyticus
Streptococcus lutetiensis
Tetragenococcus solitarius

Sampling2_RR

T
Jul

Month 2018

# quarter

RPRERNRENN

Sep

Sampling 1

PORPWROWW

Nov Jan

Sampling 2
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Relative abundance

100 —

80

60

40

20

Samplingl_LF (1<10)

Samplingl_LR (10<100) *

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (1<10)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (14 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (7 %)
Enterococcaceae (0 %)
Burkholderiaceae (6 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (3 %)
Moraxellaceae (6 %)
Lachnospiraceae (5 %)
Micrococcaceae (5 %)
Streptococcaceae (2 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (2 %)
Aerococcaceae (14 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (28 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (19 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (2 %)

SV_210 Cory. nuruki (2 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (5 %)

SV_109 Cory. amycolatum/xerosis/lac (2 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (2 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (4 %)
SV_39 Cory. pseudotuberculosis (4 %)
SV_32 Cory. casei (3 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (16 %)

SV_29 Cory. frankenforstense (4 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (11 %)
SV_1 Cory. bovis (21 %)

log10 Somatic cell count /mL of milk

6.0 65 70

55

5.0

4.5

4.0

Somatic cell count

.............................................................................. 400. ..
L. 200__.
___________________________________________________ 100.._ .
T T T T T T T
Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1

Acinetobacter guillouiae
Acinetobacter parvus
Aerococcus viridans
Bacillus licheniformis
Bacillus pumilus
Corynebacterium casei
Globicatella sulfidifaciens
Lactobacillus paracasei
Pediococcus pentosaceus
Staphylococcus capitis
Staphylococcus epidermidis
Staphylococcus hominis
Staphylococcus sciuri
Staphylococcus warneri
Streptococcus parauberis
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RPRRNRARRRPRRRERRPOWURR




Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (1<10)

Samplingl_RF (0)

Samplingl_RR (100<1000) *

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (0)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (14 %)

Family XI_2II (1 %)
Planococcaceae (1 %)
Pseudomonadaceae (1 %)
Family XI_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (2 %)
Beijerinckiaceae (5 %)
Xanthomonadaceae (2 %)
Enterococcaceae (0 %)
Burkholderiaceae (8 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (7 %)
Moraxellaceae (1 %)
Lachnospiraceae (2 %)
Micrococcaceae (4 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (6 %)
Aerococcaceae (7 %)
Staphylococcaceae (15 %)
Corynebacteriaceae (14 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (23 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (4 %)

SV_210 Cory. nuruki (9 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (2 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (2 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (3 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (3 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (9 %)

SV_29 Cory. frankenforstense (19 %)
SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (17 %)
SV_1 Cory. bovis (2 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

e
<

Jan Mar May

Aerococcus viridans

Bacillus licheniformis

Bacillus pumilus

Pediococcus pentosaceus
Staphylococcus chromogenes
Staphylococcus hominis
Staphylococcus simulans

T
Jul

Month 2018

# quarter

RPRNNREN
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Sampling 1
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Nov Jan

Sampling 2
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Relative abundance

100
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60

40

20

_Cow 27

Samplingl_LF (1<10)

Samplingl_LR (1<10)

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (10<100) *

Sampling2_LR (10<100) *

Sampling2_RF (100<1000) >*

Sampling2_RR (1<10)

D000 DO0NEOENOEDNOEOOOm

Other (13 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (8 %)
Burkholderiaceae (4 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (1 %)
Moraxellaceae (4 %)
Lachnospiraceae (4 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (4 %)
Ruminococcaceae (7 %)
Aerococcaceae (8 %)
Staphylococcaceae (11 %)
Corynebacteriaceae (28 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF

Sampling2_RR
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Other (29 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (3 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (3 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (2 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (3 %)

SV_73 Cory. kroppenstedtii (9 %)

SV_35 Cory. amycolatum/lactis/xeros (4 %)
SV_39 Cory. pseudotuberculosis (3 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (2 %)

SV_34 Cory. simulans (3 %)

SV_29 Cory. frankenforstense (5 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (14 %)
SV_1 Cory. bovis (13 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan

Month 2018

#quarter  Sampling 1
Aerococcus viridans

Bacillus licheniformis

Bacillus pumilus
Corynebacterium amycolatum

Enterococcus faecalis
Pediococcus pentosaceus
Staphylococcus epidermidis
Staphylococcus warneri
Streptococcus pluranimalium

RPRWRRRREN
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Relative abundance

100 —

80

60

40

20

Samplingl_LF (100<1000) *

Samplingl_LR (1<10)

Samplingl_RF (1<10)

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (10<100) *

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (7 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (3 %)
Moraxellaceae (1 %)
Lachnospiraceae (5 %)
Micrococcaceae (4 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (8 %)
Ruminococcaceae (7 %)
Aerococcaceae (15 %)
Staphylococcaceae (5 %)
Corynebacteriaceae (39 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR
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Other (20 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (1 %)

SV_210 Cory. nuruki (1 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (1 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (2 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (1 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (2 %)
SV_39 Cory. pseudotuberculosis (3 %)
SV_32 Cory. casei (3 %)

SV_24 Cory. crudilactis (3 %)

SV_34 Cory. simulans (6 %)

SV_29 Cory. frankenforstense (6 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (16 %)
SV_1 Cory. bovis (29 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May

Aerococcus viridans

Bacillus licheniformis

Bacillus pumilus
Corynebacterium amycolatum
Corynebacterium bovis

Corynebacterium sp
Pediococcus pentosaceus
Staphylococcus chromogenes
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis
Tetragenococcus solitarius
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Relative abundance
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20

Samplingl_LF (10<100) %

Samplingl_RF (1<10)

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (20 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (2 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (2 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (20 %)
Moraxellaceae (1 %)
Lachnospiraceae (1 %)
Micrococcaceae (9 %)
Streptococcaceae (10 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (1 %)
Aerococcaceae (8 %)
Staphylococcaceae (6 %)
Corynebacteriaceae (11 %)

Relative abundance
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Corynebacteriaceae

Samplingl_LF
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RR
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Other (20 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (5 %)
SV_150 Cory. ulceribovis/sphenisci (1 %)
SV_169 Cory. ulceribovis (3 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (5 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (15 %)

SV_73 Cory. kroppenstedtii (17 %)

SV_35 Cory. amycolatum/lactis/xeros (1 %)
SV_39 Cory. pseudotuberculosis (3 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (4 %)

SV_29 Cory. frankenforstense (14 %)
SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (10 %)
SV_1 Cory. bovis (0 %)

log10 Somatic cell count /mL of milk
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Somatic cell count

Jan Mar May

Aerococcus viridans
Corynebacterium amycolatum
Staphylococcus capitis
Staphylococcus epidermidis
Streptococcus canis
Streptococcus dysgalactiae
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Relative abundance

100 —

80
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20

Samplingl_LF (100<1000) *

Samplingl_RF (1<10)

Samplingl_RR (10<100) %

Sampling2_LF (100<1000) *

Sampling2_LR (100<1000) *

Sampling2_RF (0)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (5 %)

Family XI_2II (1 %)
Planococcaceae (1 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (1 %)
Moraxellaceae (1 %)
Lachnospiraceae (1 %)
Micrococcaceae (3 %)
Streptococcaceae (14 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (3 %)
Aerococcaceae (6 %)
Staphylococcaceae (10 %)
Corynebacteriaceae (47 %)

Relative abundance
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Corynebacteriaceae

Samplingl_LF

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Sampling2_RR
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Other (17 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (1 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (2 %)

SV_68 Cory. faecale (1 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (37 %)
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (6 %)

SV_24 Cory. crudilactis (3 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (5 %)

SV_8 Cory. xerosis/hansenii/freneyi (10 %)
SV_1 Cory. bovis (10 %)

log10 Somatic cell count /mL of milk

Somatic cell count
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Aerococcus viridans
Corynebacterium confusum
Corynebacterium sp
Pediococcus pentosaceus
Staphylococcus aureus
Staphylococcus chromogenes
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis
Staphylococcus saprophyticus
Streptococcus dysgalactiae
Streptococcus uberis
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100 —

80
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Other (1 %)

Family XI_21I (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (0 %)

Corynebacteriaceae

Somatic cell count

Other (7 %) 2
SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

log10 Somatic cell count /mL of milk

Relative abundance
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Relative abundance

100 —
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20

Samplingl_LF (0)

Samplingl_LR (1<10)

Samplingl_RF (1<10)

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (10<100) *

Sampling2_RF (1<10)

Sampling2_RR (100<1000) *

D000 DO0NEOENOEDNOEOOOm

Other (15 %)
Family XI_21I (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (19 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (2 %)
Micrococcaceae (1 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (1 %)
Ruminococcaceae (4 %)
Aerococcaceae (9 %)
Staphylococcaceae (1 %)
Corynebacteriaceae (41 %)

Relative abundance
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Corynebacteriaceae

Samplingl_LF

=

Other (15 %)
SV_225 Cory.

Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

SV_133 Cory.
SV_149 Cory.
SV_210 Cory.
SV_166 Cory.
SV_247 Cory.
SV_216 Cory.

SV_109 Cory.
SV_150 Cory.
SV_169 Cory.
SV_113 Cory.
SV_102 Cory.

pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

striatum (6 %)
simulans (0 %)
nuruki (0 %)
confusum (1 %)
marinum (0 %)
bovis (0 %)

SV_91 Cory. simulans (0 %)

amycolatum/xerosis/lac (0 %)
ulceribovis/sphenisci (0 %)
ulceribovis (0 %)

crudilactis (0 %)
amycolatum/xerosis/lac (0 %)

SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (1 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (4 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)
SV_3 Cory. bovis (18 %)

SV_8 Cory. xerosis/hanseniilfreneyi (4 %)
SV_1 Cory. bovis (44 %)
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Sampling2_RR

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 2 0 4
Bacillus mycoides 1 1 0
Enterococcus faecalis 4 15 8



Relative abundance

100 —
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20

Samplingl_LF (1<10)

Samplingl_LR (1<10)

Samplingl_RF (1<10)

Samplingl_RR (1<10)

Sampling2_LF (10<100) *

Sampling2_LR (0)

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (6 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (1 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (4 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (4 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (1 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (3 %)
Aerococcaceae (1 %)
Staphylococcaceae (13 %)
Corynebacteriaceae (57 %)

Relative abundance
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Corynebacteriaceae
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Sampling2_RR
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Other (15 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (1 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (2 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (1 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (4 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (20 %)

SV_8 Cory. xerosis/hansenii/freneyi (10 %)
SV_1 Cory. bovis (47 %)

log10 Somatic cell count /mL of milk

Somatic cell count

Jan Mar May Jul Sep Nov Jan
Month 2018
#quarter ~ Sampling 2
Corynebacterium bovis 1 1
Staphylococcus haemolyticus 1 1



Relative abundance

100 —
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Samplingl_LF (100<1000) *

Samplingl_LR (100<1000) *

Samplingl_RF (0)

Samplingl_RR (100<1000) *

Sampling2_LF (10<100) *

Sampling2_LR (10<100) *

Sampling2_RF (0)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (2 %)

Family XI_21I (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (3 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (1 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (0 %)
Ruminococcaceae (1 %)
Aerococcaceae (1 %)
Staphylococcaceae (44 %)
Corynebacteriaceae (44 %)

Relative abundance
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Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF

Samplingl_RR

Sampling2_LF

Sampling2_LR

Sampling2_RF

Sampling2_RR
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Other (6 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (2 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (4 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (20 %)

SV_8 Cory. xerosis/hansenii/freneyi (3 %)
SV_1 Cory. bovis (64 %)

log10 Somatic cell count /mL of milk

Somatic cell count
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Aerococcus viridans
Corynebacterium bovis
Staphylococcus epidermidis
Staphylococcus haemolyticus
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Relative abundance

100 —
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Samplingl_LF (0)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (1<10)

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (0)

Sampling2_RR (0)
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Other (16 %)
Family XI_21I (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (4 %)
unclassified_Clostridiales (2 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (4 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (5 %)
Micrococcaceae (0 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (3 %)
Ruminococcaceae (8 %)
Aerococcaceae (1 %)
Staphylococcaceae (12 %)
Corynebacteriaceae (35 %)

Relative abundance
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Corynebacteriaceae
]

Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Other (12 %)
SV_225 Cory.

SV_133 Cory.
SV_149 Cory.
SV_210 Cory.
SV_166 Cory.
SV_247 Cory.
SV_216 Cory.

SV_109 Cory.
SV_150 Cory.
SV_169 Cory.
SV_113 Cory.
SV_102 Cory.

pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

striatum (0 %)
simulans (0 %)
nuruki (0 %)
confusum (0 %)
marinum (0 %)
bovis (0 %)

SV_91 Cory. simulans (0 %)

amycolatum/xerosis/lac (0 %)
ulceribovis/sphenisci (0 %)
ulceribovis (0 %)

crudilactis (0 %)
amycolatum/xerosis/lac (0 %)

SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)
SV_3 Cory. bovis (29 %)

SV_8 Cory. xerosis/hanseniifreneyi (0 %)
SV_1 Cory. bovis (56 %)
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Sampling2_RR

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 1 1 0
Staphylococcus haemolyticus 1 0 2



Relative abundance

100 —
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20

Samplingl_LF (0)

Samplingl_LR (100<1000) *

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (0)

Sampling2_LR (100<1000) *

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (11 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (0 %)

Family X (0 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (2 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (2 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (0 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (0 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (0 %)
Ruminococcaceae (1 %)
Aerococcaceae (1 %)
Staphylococcaceae (14 %)
Corynebacteriaceae (63 %)

Relative abundance
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Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Other (7 %)
SV_225 Cory.

SV_133 Cory.
SV_149 Cory.
SV_210 Cory.
SV_166 Cory.
SV_247 Cory.
SV_216 Cory.

SV_109 Cory.
SV_150 Cory.
SV_169 Cory.
SV_113 Cory.
SV_102 Cory.

pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

striatum (0 %)
simulans (0 %)
nuruki (0 %)
confusum (0 %)
marinum (1 %)
bovis (0 %)

SV_91 Cory. simulans (0 %)

amycolatum/xerosis/lac (0 %)
ulceribovis/sphenisci (0 %)
ulceribovis (0 %)

crudilactis (2 %)
amycolatum/xerosis/lac (0 %)

SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (0 %)

SV_24 Cory. crudilactis (2 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)
SV_3 Cory. bovis (24 %)

SV_8 Cory. xerosis/hanseniiffreneyi (5 %)
SV_1 Cory. bovis (60 %)

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Sampling2_RR

log10 Somatic cell count /mL of milk

Somatic cell count

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter  Sampling 1 Sampling 2
Staphylococcus epidermidis 2 7 4



Relative abundance

100 —

80

60

40

20

Samplingl_LF (10<100) %

Samplingl_LR (10<100) *

Samplingl_RF (10<100) *

Samplingl_RR (10<100) *

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (3 %)

Family XI_21I (1 %)
Planococcaceae (2 %)
Pseudomonadaceae (0 %)
Family XI_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (2 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (1 %)
Ruminococcaceae (5 %)
Aerococcaceae (2 %)
Staphylococcaceae (5 %)
Corynebacteriaceae (71 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF

Samplingl_RR

Sampling2_LF

Sampling2_LR

Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (12 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (2 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (3 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (1 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (20 %)

SV_8 Cory. xerosis/hansenii/freneyi (8 %)
SV_1 Cory. bovis (49 %)

log10 Somatic cell count /mL of milk

Somatic cell count

e
<

Jan Mar May

Acinetobacter Iwoffii
Aerococcus viridans
Corynebacterium confusum
Corynebacterium stationis
Staphylococcus chromogenes
Staphylococcus epidermidis

T
Jul

Month 2018

# quarter

RNR RO

Sep

Sampling 1

1

PORRPWE

Nov Jan

Sampling 2

(e} ool Ne)




Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (0)

Samplingl_RF (1<10)

Samplingl_RR (0)

Sampling2_LF (0)

Sampling2_LR (0)

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (8 %)
Family XI_21I (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (6 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (2 %)
Micrococcaceae (1 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (7 %)
Ruminococcaceae (4 %)
Aerococcaceae (3 %)
Staphylococcaceae (16 %)
Corynebacteriaceae (48 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Other (19 %)
SV_225 Cory.

SV_133 Cory.
SV_149 Cory.
SV_210 Cory.
SV_166 Cory.
SV_247 Cory.
SV_216 Cory.

SV_109 Cory.
SV_150 Cory.
SV_169 Cory.
SV_113 Cory.
SV_102 Cory.

pseudotuberculosis/sph (0 %)

SV_1253 Cory. bovis (0 %)

striatum (0 %)
simulans (0 %)
nuruki (0 %)
confusum (10 %)
marinum (0 %)
bovis (1 %)

SV_91 Cory. simulans (0 %)

amycolatum/xerosis/lac (0 %)
ulceribovis/sphenisci (0 %)
ulceribovis (0 %)

crudilactis (0 %)
amycolatum/xerosis/lac (0 %)

SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)
SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (1 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (4 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (4 %)
SV_3 Cory. bovis (14 %)

SV_8 Cory. xerosis/hansenii/freneyi (8 %)
SV_1 Cory. bovis (34 %)

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Sampling2_RR

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1
Staphylococcus epidermidis 1 2



Relative abundance

Corynebacteriaceae Somatic cell count

100 — 100 — o
B Other (6 %) O Other (17 %) ~ ]
O Family XI_2Il (1 %) O SV_225 Cory. pseudotuberculosis/sph (0 %)
O3 Planococcaceae (0 %) O SV_1253 Cory. bovis (0 %) X
O Pseudomonadaceae (0 %) B SV_133 Cory. striatum (0 %) é n
B Family XI_2 (0 %) O SV_149 Cory. simulans (0 %) - © ]
O Family XI (1 %) B SV_210 Cory. nuruki (0 %) o
& Family X (0 %) O SV_166 Cory. confusum (1 %) -
O Sphingomonadaceae (0 %) B SV_247 Cory. marinum (0 %) g
80 B unclassified_Clostridiales (0 %) 80 — O SV_216 Cory. bovis (0 %) -
O Blastocatellaceae (0 %) B SV_91 Cory. simulans (0 %) %
B Propionibacteriaceae (0 %) O SV_109 Cory. amycolatum/xerosis/lac (0 %) [}
B Beijerinckiaceae (0 %) B SV_150 Cory. ulceribovis/sphenisci (0 %) 2
O Xanthomonadaceae (0 %) O SV_169 Cory. ulce(iboyis (0 %) g
B Enterococcaceae (0 %) B SV_113 Cory. crudilactis (0 %)
@ Burkholderiaceae (0 %) O SV_102 Cory. amycolatum/xerosis/lac (0 %) g
B Carnobacteriaceae (1 %) B SV_88 Cory. bovis (0 %) ©
B Leuconostocaceae (0 %) B SV_68 Cory. faecale (1 %) IS
60 B Moraxellaceae (0 %) ) 60 — O SV_80 Cory. lubricantis (0 %) 8
= Laphnosplraceae (1 %) g B SV_75 Cory. sphenisci (0 %) o
: I\S/Itlcrotcoccaceae (O(;/og/) _cg : gx_ﬂfgry. kropp(tenste(vgﬂ:yg) %) g
reptococcaceae (1 %) . ory. resistens
B Peptostreptococcaceae (1 %) % B SV_73 Cory. kroppenstedtii (0 %) =
O Ruminococcaceae (3 %) % B SV_35 Cory. amycolatum/lactis/xeros (0 %)
E g;emﬁolccaceae 4 %?18 %) o : gx_gg gory. pseu_d(ootléz;erculosis (2 %)
aphylococcaceae > = ory. casei
O Corynebacteriaceae (60 %) T B SV_24 Cory. crudilactis (3 %) I I I I I I I
40 @ 40 4 B SV_34 Cory. simulans (0 %) Jan Mar May Jul Sep Nov Jan
@ O SV_29 Cory. frankenforstense (0 %)
O SV_3 Cory. bovis (17 %)
O SV_8 Cory. xerosis/hansenii/freneyi (4 %) Month 2018
O SV_1 Cory. bovis (54 %)
20 20
0 0 - - #quarter ~ Sampling 1 Sampling 2
* * * * * Aerococcus viridans 6 2 10
§ § ’g ’8" § § & g L o & % Corynebacterium bovis 3 0 3
Y, WY S Y, S Y, o 4 L o Corynebacterium confusum 1 1 0
S ~ v S Y S 2 = @ o o = Corynebacterium stationis 1 0 1
< £z g8 < 8 2 2 £ 3 3 = = Enterococcus pseudoavium 1 1 0
T A S E £ E S £ £ Staphylococcus epidermidis 4 10 0
- > L ~ B o n 3 %] 3 3 3 Staphylococcus haemolyticus 2 0 2
2 = o =2 o =2 Staphylococcus saprophyticus 1 0 1
= (@] = =
Q. E c o g -
E & & E 3 &
@ £ c c
)] g (%)) 1< %))
©
(7)) N



Relative abundance
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Samplingl_LF (1<10)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (10<100) *

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (10 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (1 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (20 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (5 %)
Micrococcaceae (2 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (5 %)
Aerococcaceae (4 %)
Staphylococcaceae (8 %)
Corynebacteriaceae (34 %)

Relative abundance

100

80

60

40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (13 %)

SV_225 Cory. pseudotuberculosis/sph (3 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (3 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (4 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (10 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (8 %)
SV_32 Cory. casei (1 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (10 %)

SV_8 Cory. xerosis/hansenii/freneyi (23 %)
SV_1 Cory. bovis (25 %)

log10 Somatic cell count /mL of milk

6.0 65 70

55

5.0

4.5

4.0

Somatic cell count

——e—o
T T T T T T T
Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 2 0 5
Staphylococcus chromogenes 1 0 1
Staphylococcus epidermidis 1 1 0




Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (1<10)

S5amplingl_RR (100<1000) *

Sampling2_LF (0)

Sampling2_LR (0)

Sampling2_RF (10<100) *

Sampling2_RR (1<10)

D000 DO0NEOENOEDNOEOOOm

Other (8 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (5 %)
Propionibacteriaceae (6 %)
Beijerinckiaceae (7 %)
Xanthomonadaceae (1 %)
Enterococcaceae (3 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (2 %)
Micrococcaceae (4 %)
Streptococcaceae (10 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (3 %)
Aerococcaceae (6 %)
Staphylococcaceae (11 %)
Corynebacteriaceae (24 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

4

Samplingl_LF

Samplingl_LR
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (11 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (1 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (1 %)

SV_80 Cory. lubricantis (2 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (0 %)
SV_32 Cory. casei (6 %)

SV_24 Cory. crudilactis (2 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (14 %)
SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (43 %)
SV_1 Cory. bovis (17 %)

log10 Somatic cell count /mL of milk

6.0 65 70

55

5.0

4.5

4.0

Somatic cell count

Jan

Aerococcus viridans
Corynebacterium confusum
Corynebacterium stationis
Pediococcus pentosaceus
Staphylococcus chromogenes
Staphylococcus equorum

May Jul Sep
Month 2018
# quarter Sampling 1
3 6
1 1
1 1
2 2
3 10
1 1

Nov Jan

Sampling 2

oOwoooo




Relative abundance
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Samplingl_LF (1<10)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (1<10)

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (0)

Sampling2_RR (0)

D000 DO0NEOENOEDNOEOOOm

Other (12 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI_2 (0 %)

Family XI (3 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (3 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (8 %)
Beijerinckiaceae (5 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (4 %)
Micrococcaceae (3 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (20 %)
Aerococcaceae (3 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (22 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (18 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (1 %)

SV_247 Cory. marinum (2 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (10 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (24 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (4 %)

SV_8 Cory. xerosis/hansenii/freneyi (16 %)
SV_1 Cory. bovis (18 %)

log10 Somatic cell count /mL of milk

6.0 65 70

55

5.0

4.5

4.0

Somatic cell count

T T T T T T T
Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 1 0 1
Staphylococcus haemolyticus 1 1 0




80

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (3 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (2 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (4 %)
Leuconostocaceae (0 %)

Corynebacteriaceae

100 o
Other (16 %) Other (35 %) ~
Family XI_211 (3 %) SV_225 Cory. pseudotuberculosis/sph (1 %)
Planococcaceae (1 %) SV_1253 Cory. bovis (0 %)
Pseudomonadaceae (2 %) SV_133 Cory. striatum (0 %) 0
Family XI_2 (1 %) SV_149 Cory. simulans (0 %) ©

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (3 %)

Somatic cell count

6.0

Relative abundance

log10 Somatic cell count /mL of milk

D000 DO0NEOENOEDNOEOOOm

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

60 Moraxellaceae (2 %) [} SV_80 Cory. lubricantis (6 %)
Lachnospiraceae (5 %) g SV_75 Cory. sphenisci (0 %)
Micrococcaceae (4 %) © SV_17 Cory. kroppenstedtii (0 %)
Streptococcaceae (2 %) E SV_114 Cory. resistens (0 %)
Peptostreptococcaceae (4 %) S SV_73 Cory. kroppenstedtii (0 %)
Ruminococcaceae (14 %) % SV_35 Cory. amycolatum/lactis/xeros (0 %)
Aerococcaceae (11 %) o SV_39 Cory. pseudotuberculosis (7 %)
Staphylococcaceae (4 %) > SV_32 Cory. casei (2 %) T T T T T T T
Corynebacteriaceae (21 %) T SV_24 Cory. crudilactis (12 %)
40 T 40 A SV_34 Cory. simulans (0 %) Jan Mar May Jul Sep Nov Jan
@ SV_29 Cory. frankenforstense (0 %)
SV_3 Cory. bovis (2 %)
SV_8 Cory. xerosis/hansenii/freneyi (21 %) Month 2018
SV_1 Cory. bovis (8 %)
20 20 \/
0 - 0 -

# quarter Sampling 1 Sampling 2

Acinetobacter towneri
Aerococcus viridans
Pediococcus pentosaceus
Staphylococcus auricularis
Staphylococcus haemolyticus

Sampling2_LF (0)
Samplingl_LF
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

PRk ®O
RPOORR

Samplingl_LF (0)
Samplingl_RF (0)
NRFRRFP®WR

Samplingl_RR (10<100) %
Sampling2_LR (0)
Sampling2_RF (1<10)
Sampling2_RR (1<10)



Relative abundance

100 —

80

60

40

20

Samplingl_LF (0)

Samplingl_LR (1<10)

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (0)

Sampling2_RR (1<10)

D000 DO0NEOENOEDNOEOOOm

Other (13 %)

Family XI_2II (1 %)
Planococcaceae (1 %)
Pseudomonadaceae (1 %)
Family XI_2 (0 %)

Family XI (1 %)

Family X (6 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (2 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (0 %)
Carnobacteriaceae (3 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (6 %)
Micrococcaceae (2 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (6 %)
Ruminococcaceae (9 %)
Aerococcaceae (11 %)
Staphylococcaceae (5 %)
Corynebacteriaceae (31 %)

Relative abundance

100 —

80

60

40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF

Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (25 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (8 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (0 %)

SV_113 Cory. crudilactis (13 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (5 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (7 %)
SV_32 Cory. casei (7 %)

SV_24 Cory. crudilactis (17 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (16 %)
SV_1 Cory. bovis (0 %)

log10 Somatic cell count /mL of milk
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Lysinibacillus sphaericus
Staphylococccus chromogenes
Staphylococcus capitis
Staphylococcus chromogenes
Staphylococcus haemolyticus
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Relative abundance
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Samplingl_LF (10<100) %

Samplingl_LR (0)

Samplingl_RF (10<100) *

Sampling2_LF (10<100) *

Sampling2_LR (0)

Sampling2_RF (10<100) *

Sampling2_RR (1<10)
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Other (17 %)

Family XI_2II (1 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (1 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (5 %)
unclassified_Clostridiales (1 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (6 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (1 %)
Micrococcaceae (2 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (5 %)
Aerococcaceae (2 %)
Staphylococcaceae (31 %)
Corynebacteriaceae (21 %)

Relative abundance
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Samplingl_RF

Sampling2_LF
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Sampling2_RR
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Other (16 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (14 %)

SV_133 Cory. striatum (3 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (1 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (2 %)

SV_24 Cory. crudilactis (0 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (12 %)

SV_8 Cory. xerosis/hansenii/freneyi (14 %)
SV_1 Cory. bovis (31 %)

log10 Somatic cell count /mL of milk
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Relative abundance
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Samplingl_LF (0)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (1<10)

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (10<100) *

Sampling2_RR (0)
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Other (13 %)

Family XI_2II (2 %)
Planococcaceae (1 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (3 %)
Blastocatellaceae (0 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (0 %)
Enterococcaceae (0 %)
Burkholderiaceae (1 %)
Carnobacteriaceae (3 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (7 %)
Micrococcaceae (3 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (13 %)
Aerococcaceae (7 %)
Staphylococcaceae (14 %)
Corynebacteriaceae (24 %)

Relative abundance
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Corynebacteriaceae

Somatic cell count

Other (31 %) S —
SV_225 Cory. pseudotuberculosis/sph (1 %)

SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %) 0
SV_149 Cory. simulans (0 %) © ]

SV_210 Cory. nuruki (0 %)
SV_166 Cory. confusum (0 %)
SV_247 Cory. marinum (2 %)
SV_216 Cory. bovis (1 %)
SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (1 %)

SV_80 Cory. lubricantis (1 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (3 %)

log10 Somatic cell count /mL of milk

e
<

SV_32 Cory. casei (8 %) T T T T T T T
SV_24 Cory. crudilactis (6 %)

SV_34 Cory. simulans (0 %) Jan Mar
SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (41 %)

SV_1 Cory. bovis (3 %)
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Month 2018
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Samplingl_LF
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Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF

Sampling2_RR

# quarter Sampling 1 Sampling 2
3 7 4

Staphylococcus chromogenes



Corynebacteriaceae

Somatic cell count

Relative abundance

B Other (14 %) O Other (34 %) g
O Family XI_2Il (1 %) O SV_225 Cory. pseudotuberculosis/sph (0 %)
O Planococcaceae (1 %) O SV_1253 Cory. bovis (0 %) X~
O Pseudomonadaceae (1 %) M@ SV_133 Cory. striatum (0 %) E 0
B Family XI_2 (0 %) O SV_149 Cory. simulans (0 %) - © ]
O Family XI (4 %) B SV_210 Cory. nuruki (0 %) o
B Family X (1 %) O SV_166 Cory. confusum (2 %) -
O Sphingomonadaceae (1 %) 3@ SV_247 Cory. marinum (1 %) g o ]
80 — B unclassified_Clostridiales (1 %) 80 — O SV_216 Cory. bovis (2 %) - ©
O Blastocatellaceae (17 %) @ SV_91 Cory. simulans (0 %) 5 400
@ Propionibacteriaceae (2 %) O SV_109 Cory. amycolatum/xerosis/lac (0 %) [ 1 AP P A A T
B Beijerinckiaceae (3 %) B SV_150 Cory. ulceribovis/sphenisci (0 %) f 0
O Xanthomonadaceae (4 %) O SV_169 Cory. ulceribovis (0 %) K] ol _________________________________________2_O_Q___
@ Enterococcaceae (0 %) M@ SV_113 Cory. crudilactis (6 %) ©
@ Burkholderiaceae (2 %) O SV_102 Cory. amycolatum/xerosis/lac 0 %) -2 o 100
B Carnobacteriaceae (4 %) B SV_88 Cory. bovis (0 %) © 17 i i s A -
B Leuconostocaceae (0 %) B SV_68 Cory. faecale (1 %) IS
60 - M@ Moraxellaceae (0 %) [} 60 — O SV_80 Cory. lubricantis (4 %) 8
j— B Lachnospiraceae (2 %) g B SV_75 Cory. sphenisci (0 %) o n _|
B Micrococcaceae (2 %) © B SV_17 Cory. kroppenstedtii (0 %) — <
B Streptococcaceae (6 %) E B SV_114 Cory. resistens (0 %) 8’ \
B Peptostreptococcaceae (1 %) S @ SV_73 Cory. kroppenstedtii (0 %) -
O Ruminococcaceae (5 %) % B SV_35 Cory. amycolatum/lactis/xeros (0 %) o | /
O Aerococcaceae (5 %) o B SV_39 Cory. pseudotuberculosis (1 %) ~
O Staphylococcaceae (5 %) > @ SV_32 Cory. casei (9 %) T T T T T T T
O Corynebacteriaceae (16 %) T B SV_24 Cory. crudilactis (11 %)
40 - T 40 A B SV_34 Cory. simulans (0 %) Jan Mar May Jul Sep Nov Jan
@ O SV_29 Cory. frankenforstense (0 %)
O SV_3 Cory. bovis (2 %)
O SV_8 Cory. xerosis/hansenii/freneyi (15 %) Month 2018
O SV_1 Cory. bovis (11 %)
20 20
0 - 0 -

Sampling2_LF

# quarter Sampling 1
Aerococcus viridans 1 1
Corynebacterium xerosis 1 1

Samplingl_LF (0)
Samplingl_LR (0)
Samplingl_RF (0)
Samplingl_RR (1<10)
Sampling2_LF (0)
Sampling2_LR (0)
Sampling2_RR (0)
Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LR
Sampling2_RR



Relative abundance
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Samplingl_LF (0)

Samplingl_LR (10<100) *

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (0)

Sampling2_LR (10<100) *

Sampling2_RF (0)

Sampling2_RR (0)
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Other (14 %)

Family XI_2II (1 %)
Planococcaceae (1 %)
Pseudomonadaceae (8 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (0 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (2 %)
Blastocatellaceae (5 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (0 %)
Xanthomonadaceae (2 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (2 %)
Lachnospiraceae (3 %)
Micrococcaceae (3 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (4 %)
Ruminococcaceae (6 %)
Aerococcaceae (2 %)
Staphylococcaceae (18 %)
Corynebacteriaceae (24 %)

Relative abundance
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40

20

Corynebacteriaceae

Samplingl_LF
Samplingl_LR
Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR
Sampling2_RF
Sampling2_RR

OO0OD0 SOOI NODO0DENOEOENOEOOOEO@O0O0

Other (25 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (2 %)

SV_216 Cory. bovis (10 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (0 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (1 %)

SV_68 Cory. faecale (6 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (7 %)
SV_32 Cory. casei (13 %)

SV_24 Cory. crudilactis (7 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (26 %)
SV_1 Cory. bovis (0 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 1 Sampling 2
Aerococcus viridans 1 1 0
Corynebacterium amycolatum 1 1 0
Staphylococcus chromogenes 2 4 4



Relative abundance
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Samplingl_LF (0)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (1<10)

Sampling2_RR (0)
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Other (17 %)

Family XI_2II (2 %)
Planococcaceae (2 %)
Pseudomonadaceae (0 %)
Family XI_2 (1 %)

Family XI (0 %)

Family X (1 %)
Sphingomonadaceae (1 %)
unclassified_Clostridiales (2 %)
Blastocatellaceae (6 %)
Propionibacteriaceae (1 %)
Beijerinckiaceae (3 %)
Xanthomonadaceae (2 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (3 %)
Leuconostocaceae (0 %)
Moraxellaceae (1 %)
Lachnospiraceae (4 %)
Micrococcaceae (4 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (5 %)
Ruminococcaceae (9 %)
Aerococcaceae (4 %)
Staphylococcaceae (4 %)
Corynebacteriaceae (25 %)

Relative abundance
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Corynebacteriaceae

Samplingl_LF

Samplingl_LR

Samplingl_RF
Samplingl_RR
Sampling2_LF
Sampling2_LR

Sampling2_RF
Sampling2_RR
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Other (33 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (2 %)

SV_216 Cory. bovis (0 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (8 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (8 %)
SV_32 Cory. casei (5 %)

SV_24 Cory. crudilactis (14 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (25 %)
SV_1 Cory. bovis (1 %)

log10 Somatic cell count /mL of milk

Somatic cell count

7.0

6.5

Jan Mar May Jul Sep Nov Jan
Month 2018
# quarter Sampling 2
Aerococcus viridans 3 3
Staphylococcus haemolyticus 1 1
Staphylococcus warneri 1 1



Relative abundance
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Samplingl_LF (0)

Samplingl_LR (0)

Samplingl_RF (0)

Samplingl_RR (0)

Sampling2_LF (1<10)

Sampling2_LR (1<10)

Sampling2_RF (10<100) *

Sampling2_RR (1<10)
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Other (17 %)

Family XI_2II (1 %)
Planococcaceae (2 %)
Pseudomonadaceae (8 %)
Family XI1_2 (1 %)

Family XI (1 %)

Family X (1 %)
Sphingomonadaceae (0 %)
unclassified_Clostridiales (2 %)
Blastocatellaceae (3 %)
Propionibacteriaceae (0 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (1 %)
Enterococcaceae (0 %)
Burkholderiaceae (2 %)
Carnobacteriaceae (6 %)
Leuconostocaceae (0 %)
Moraxellaceae (7 %)
Lachnospiraceae (3 %)
Micrococcaceae (3 %)
Streptococcaceae (0 %)
Peptostreptococcaceae (2 %)
Ruminococcaceae (6 %)
Aerococcaceae (8 %)
Staphylococcaceae (5 %)
Corynebacteriaceae (18 %)

Relative abundance
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Other (38 %)

SV_225 Cory. pseudotuberculosis/sph (1 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (0 %)

SV_247 Cory. marinum (4 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (0 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (3 %)

SV_102 Cory. amycolatum/xerosis/lac (0 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (1 %)

SV_80 Cory. lubricantis (0 %)

SV_75 Cory. sphenisci (0 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (0 %)
SV_39 Cory. pseudotuberculosis (2 %)
SV_32 Cory. casei (5 %)

SV_24 Cory. crudilactis (6 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (1 %)

SV_3 Cory. bovis (0 %)

SV_8 Cory. xerosis/hansenii/freneyi (36 %)
SV_1 Cory. bovis (1 %)

log10 Somatic cell count /mL of milk

6.0 65 70

55

5.0

4.5

4.0

Somatic cell count

Jan Mar

May Jul Sep
Month 2018
# quarter
Aerococcus viridans 2
Corynebacterium confusum 1
Staphylococcus capitis 1
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2
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Samplingl_LF (1<10)

Samplingl_LR (1<10)

Samplingl_RF (10<100) *

Samplingl_RR (1<10)

Sampling2_LF (1<10)

Sampling2_LR (0)

Sampling2_RF (1<10)

Sampling2_RR (10<100) *

D000 DO0NEOENOEDNOEOOOm

Other (9 %)

Family XI_2II (0 %)
Planococcaceae (0 %)
Pseudomonadaceae (0 %)
Family XI1_2 (0 %)

Family XI (0 %)

Family X (2 %)
Sphingomonadaceae (2 %)
unclassified_Clostridiales (0 %)
Blastocatellaceae (8 %)
Propionibacteriaceae (2 %)
Beijerinckiaceae (1 %)
Xanthomonadaceae (15 %)
Enterococcaceae (0 %)
Burkholderiaceae (9 %)
Carnobacteriaceae (1 %)
Leuconostocaceae (0 %)
Moraxellaceae (0 %)
Lachnospiraceae (1 %)
Micrococcaceae (1 %)
Streptococcaceae (1 %)
Peptostreptococcaceae (1 %)
Ruminococcaceae (2 %)
Aerococcaceae (16 %)
Staphylococcaceae (6 %)
Corynebacteriaceae (24 %)

Relative abundance
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Corynebacteriaceae
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Samplingl_LF

Samplingl_LR

Samplingl_RF

Samplingl_RR

Sampling2_LF

Sampling2_LR

Sampling2_RF

Sampling2_RR

Other (13 %)

SV_225 Cory. pseudotuberculosis/sph (0 %)
SV_1253 Cory. bovis (0 %)

SV_133 Cory. striatum (0 %)

SV_149 Cory. simulans (0 %)

SV_210 Cory. nuruki (0 %)

SV_166 Cory. confusum (1 %)

SV_247 Cory. marinum (0 %)

SV_216 Cory. bovis (1 %)

SV_91 Cory. simulans (0 %)

SV_109 Cory. amycolatum/xerosis/lac (1 %)
SV_150 Cory. ulceribovis/sphenisci (0 %)
SV_169 Cory. ulceribovis (1 %)

SV_113 Cory. crudilactis (1 %)

SV_102 Cory. amycolatum/xerosis/lac (1 %)
SV_88 Cory. bovis (0 %)

SV_68 Cory. faecale (0 %)

SV_80 Cory. lubricantis (2 %)

SV_75 Cory. sphenisci (1 %)

SV_17 Cory. kroppenstedtii (0 %)

SV_114 Cory. resistens (0 %)

SV_73 Cory. kroppenstedtii (0 %)

SV_35 Cory. amycolatum/lactis/xeros (18 %)
SV_39 Cory. pseudotuberculosis (1 %)
SV_32 Cory. casei (6 %)

SV_24 Cory. crudilactis (5 %)

SV_34 Cory. simulans (0 %)

SV_29 Cory. frankenforstense (0 %)

SV_3 Cory. bovis (6 %)

SV_8 Cory. xerosis/hansenii/freneyi (19 %)
SV_1 Cory. bovis (22 %)

log10 Somatic cell count /mL of milk
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Staphylococcus epidermidis
Staphylococcus haemolyticus

Staphylococcus warneri
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