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S3 Fig. Neighbour-joining tree of 84 ramets represen�ng 30 different clones (2-3 ramets per clone) provided by the Allerweltsgrün nusery (Köln). 
It is based on 12 nSSR markers with the final ranking combina�on obtained according to Pfeiffer et al. [42] and the 'bruvo gene�c distance' [45]. 
Numbers indicate bootstrap values (not percentage). The sample ID represents the clone ID followed by the ramet consecu�ve number.


