
S5 Fig. Neighbour-joining tree of the 16 Californian reference popula�ons represented 
             by samples collected in 2017 (data set C). It is based on six cpSSR markers and Nei's gene�c 
             distance ([47] a�er [48]) with 1000 bootstraps. Numbers indicate bootstrap values in terms of 
             percentage. County names of sampling sites are in brackets.


