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FIGURE. S2 | KEGG functional categorization of the genes contained in differentiation region.
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FIGURE. S3 |  Exhibition of transferability and polymorphism detected of 53 indel markers among 30 tea varieties.
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FIGURE. S4 |  Dendrogram constructed based on genotypes from the 53 indel markers using neighbor-joining algorithm with 1000 bootstrap replicates.

Accession name Clean_Reads Clean_Base Q20(%) Q30(%) GC(%) Cov_ratio_1X(%) Cov_ratio_5X(%) Properly_mapped(%)
Anhui 3 153817249 4.6065E+10 96.43 90.98 38.7 90.04 76.12 86.42
Fudingdabai 176512128 5.2856E+10 96.14 90.43 38.79 93.11 79.52 87.32
Longjing 43 159289183 4.769E+10 96.5 91.07 38.55 89.88 76.8 87.44
Baihaozao 188219934 5.6348E+10 96.58 91.07 39.16 90.11 78.51 87.26
Xinyang 10 152822669 4.5775E+10 95.92 90.08 38.52 90.39 76.58 85.2
Guihong 3 157828048 4.728E+10 95.97 90.15 38.75 90.27 76.76 86.23
Echa 5 182600554 5.4703E+10 97.23 92.79 38.85 91.42 80.11 86.81
Chuanmu 28 164916404 4.9393E+10 97.19 92.64 38.5 90.08 76.61 86.88
Xicha 5 188870332 5.658E+10 97.27 92.87 38.55 90.7 79.71 86.24
Gancha 3 187679528 5.6215E+10 96.94 92.11 38.66 91.24 80.08 86.82
Qucha 154732683 4.6354E+10 97.24 92.71 37.96 88.88 75.09 86.48
Shancha 1 205834482 6.1665E+10 97.1 92.47 38.76 91.11 80.78 85.97
Xiaoxianghong 21-3 190890724 5.7185E+10 97.2 92.72 38.8 91.53 79.95 85.74
Zhenong 117 165503449 4.9578E+10 96.16 90.2 38.99 90.6 77.03 85.4
Yaoshanxiulv 163302278 4.8912E+10 96.95 92.14 38.77 90.05 77.2 85.36
Yunkang 10 151448823 4.5362E+10 95.95 90 38.76 91.11 75.32 85.8
Zijuan 167863321 5.0284E+10 97 92.31 38.66 91.25 77 84.98
Xiuhong 136101997 4.0931E+10 96.44 90.71 40.3 90 70.97 86.12
Yinghong 9 154044314 4.6303E+10 96.57 91.06 39.54 89.93 70.43 84.86
Qingshui 3 152272439 4.5778E+10 96.52 90.92 40.63 89.93 72.64 86.64
Changyebaihao 144738226 4.351E+10 96.61 91 39.57 85.83 67.16 84.67
Yunkang 43 150712537 4.5314E+10 96.5 90.89 39.54 88.32 71.28 85.65
Yunxuan 9 166628697 5.0101E+10 96.62 91.16 39.69 86.12 69.64 83.87
Shuangjiangheidaye 158280548 4.7506E+10 96.67 91.44 39.97 86 68.67 83.77
Menghaidaye 156643707 4.7062E+10 96.63 91.23 40.05 86.83 68.95 84.54
Mengkudaye 168322456 5.0595E+10 96.57 91.01 39.89 93.02 75.9 85.15
Yunkang 14 146670895 4.4033E+10 96.48 90.99 39.83 88.65 70.56 84.07
Yunkang 37 149547041 4.499E+10 96.36 90.68 39.63 88.64 71.43 85.2
Nannuoshan 14 185189034 5.5671E+10 96.59 91.12 40.19 87.44 71.79 79.36
Hekai 33 153108601 4.6038E+10 96.58 91.04 39.77 85.68 67.59 82.61
CTS-1 151312511 4.5532E+10 96.31 90.56 40.29 79.99 59.2 78.31
CTS-2 173381909 5.2114E+10 96.6 91.12 41.35 79.38 59.12 76.46
CTS-3 163392044 4.9125E+10 96.63 91.08 41.02 79.38 59.42 76.8

TABLE S1 | Summary of the sequencing data of collected tea accessions.

Selective sweep genomic regions Genes within selective sweep regions

CSS CSA CSS CSA
Chromosome Start End Chromosome Start End GeneID GeneID

CHR2 68050001 68550000 CHR1 10200001 10700000 CSS0000114.1 CSS0000184.2
CHR2 68100001 68600000 CHR1 10250001 10750000 CSS0000133.1 CSS0000788.1
CHR2 68150001 68650000 CHR2 26800001 27300000 CSS0000451.1 CSS0001385.1
CHR2 68200001 68700000 CHR2 177250001 177750000 CSS0000509.1 CSS0001424.1
CHR2 68250001 68750000 CHR2 177300001 177800000 CSS0000564.1 CSS0001703.1
CHR2 85350001 85850000 CHR2 177350001 177850000 CSS0000783.1 CSS0001801.1
CHR2 87700001 88200000 CHR2 177400001 177900000 CSS0000899.1 CSS0002695.1
CHR2 96550001 97050000 CHR2 177450001 177950000 CSS0000919.1 CSS0003083.1
CHR2 96600001 97100000 CHR2 177500001 178000000 CSS0000963.1 CSS0003137.1
CHR2 96650001 97150000 CHR2 177550001 178050000 CSS0000972.1 CSS0004427.1
CHR2 96700001 97200000 CHR2 178950001 179450000 CSS0001124.1 CSS0004627.1
CHR2 96750001 97250000 CHR2 179000001 179500000 CSS0001125.1 CSS0005470.1
CHR2 96800001 97300000 CHR4 41150001 41650000 CSS0001139.1 CSS0005472.1
CHR2 96850001 97350000 CHR4 41200001 41700000 CSS0001694.1 CSS0005860.1
CHR2 96900001 97400000 CHR4 52150001 52650000 CSS0001700.1 CSS0005914.1
CHR2 96950001 97450000 CHR4 52200001 52700000 CSS0001715.1 CSS0006441.1
CHR2 97000001 97500000 CHR4 52250001 52750000 CSS0001863.1 CSS0006712.1
CHR2 97050001 97550000 CHR4 52300001 52800000 CSS0002328.1 CSS0006929.1
CHR2 143550001 144050000 CHR4 52350001 52850000 CSS0002377.1 CSS0006937.1
CHR2 143600001 144100000 CHR5 14100001 14600000 CSS0002632.1 CSS0007619.1
CHR2 143650001 144150000 CHR5 14150001 14650000 CSS0002670.1 CSS0008568.1
CHR2 143700001 144200000 CHR5 14200001 14700000 CSS0002685.1 CSS0008695.1
CHR2 143750001 144250000 CHR5 14250001 14750000 CSS0002991.1 CSS0009003.1
CHR2 143800001 144300000 CHR5 19100001 19600000 CSS0003172.1 CSS0009052.1
CHR2 155350001 155850000 CHR5 19150001 19650000 CSS0003214.1 CSS0009076.1
CHR2 155400001 155900000 CHR6 141250001 141750000 CSS0003220.1 CSS0009432.1
CHR2 155450001 155950000 CHR6 141300001 141800000 CSS0003240.1 CSS0009931.1
CHR2 155500001 156000000 CHR7 142800001 143300000 CSS0003257.1 CSS0010716.1
CHR2 155550001 156050000 CHR7 154800001 155300000 CSS0003266.2 CSS0010812.1
CHR2 155600001 156100000 CHR7 154850001 155350000 CSS0003420.1 CSS0011069.1
CHR2 155650001 156150000 CHR7 154900001 155400000 CSS0003657.1 CSS0011195.1
CHR2 165100001 165600000 CHR7 175750001 176250000 CSS0003717.1 CSS0011345.2
CHR2 166550001 167050000 CHR7 175800001 176300000 CSS0003755.1 CSS0014155.1
CHR2 166600001 167100000 CHR7 175850001 176350000 CSS0003769.1 CSS0014477.1
CHR2 166650001 167150000 CHR7 175900001 176400000 CSS0003772.1 CSS0014586.1
CHR2 166700001 167200000 CHR7 175950001 176450000 CSS0003807.1 CSS0015356.1
CHR2 166750001 167250000 CHR7 176000001 176500000 CSS0003882.1 CSS0015687.1
CHR2 166800001 167300000 CHR7 176050001 176550000 CSS0004033.1 CSS0016014.1
CHR2 166850001 167350000 CHR8 49200001 49700000 CSS0004396.1 CSS0016044.1
CHR2 166900001 167400000 CHR8 49250001 49750000 CSS0004428.1 CSS0016728.1
CHR2 166950001 167450000 CHR8 49300001 49800000 CSS0004492.1 CSS0016951.1
CHR2 167000001 167500000 CHR8 49350001 49850000 CSS0004543.1 CSS0016954.1
CHR2 167050001 167550000 CHR8 49400001 49900000 CSS0004551.1 CSS0016956.1
CHR2 167100001 167600000 CHR8 49450001 49950000 CSS0004595.1 CSS0017618.1
CHR2 167150001 167650000 CHR8 49750001 50250000 CSS0004810.1 CSS0018034.1
CHR2 167200001 167700000 CHR8 49800001 50300000 CSS0004861.1 CSS0018112.1
CHR2 167250001 167750000 CHR8 49850001 50350000 CSS0004906.1 CSS0019492.1
CHR2 167300001 167800000 CHR8 63850001 64350000 CSS0004912.1 CSS0021488.2
CHR2 167350001 167850000 CHR8 64200001 64700000 CSS0004918.1 CSS0022006.1
CHR2 167400001 167900000 CHR8 64350001 64850000 CSS0004950.1 CSS0022447.1
CHR2 167450001 167950000 CHR8 64400001 64900000 CSS0004989.1 CSS0022455.1
CHR2 167500001 168000000 CHR8 64450001 64950000 CSS0005132.1 CSS0022747.1
CHR2 167550001 168050000 CHR8 64500001 65000000 CSS0005236.1 CSS0022776.1
CHR2 172500001 173000000 CHR8 64550001 65050000 CSS0005281.1 CSS0023696.1
CHR2 172550001 173050000 CHR8 64600001 65100000 CSS0005297.1 CSS0023724.1
CHR2 172600001 173100000 CHR8 150200001 150700000 CSS0005307.1 CSS0023928.1
CHR2 172650001 173150000 CHR8 150250001 150750000 CSS0005318.1 CSS0024059.1
CHR2 172700001 173200000 CHR9 118000001 118500000 CSS0005322.1 CSS0024656.1
CHR2 172750001 173250000 CHR9 118050001 118550000 CSS0005332.1 CSS0024665.1
CHR2 172800001 173300000 CHR9 118100001 118600000 CSS0005343.1 CSS0025056.1
CHR2 172850001 173350000 CHR9 118150001 118650000 CSS0005419.1 CSS0025138.1
CHR2 172900001 173400000 CHR9 118200001 118700000 CSS0005509.1 CSS0025296.1
CHR2 172950001 173450000 CHR10 113600001 114100000 CSS0005531.1 CSS0025963.1
CHR2 173000001 173500000 CHR10 113650001 114150000 CSS0005593.1 CSS0026366.1
CHR2 173050001 173550000 CHR10 113700001 114200000 CSS0005634.1 CSS0026432.1
CHR2 180700001 181200000 CHR10 113750001 114250000 CSS0005659.1 CSS0026619.1
CHR2 180750001 181250000 CHR10 114400001 114900000 CSS0005673.1 CSS0026883.1
CHR2 180800001 181300000 CHR10 131700001 132200000 CSS0005689.1 CSS0027110.1
CHR2 180850001 181350000 CHR10 131750001 132250000 CSS0005722.1 CSS0027395.1
CHR2 180900001 181400000 CHR10 153700001 154200000 CSS0005833.1 CSS0027448.1
CHR2 180950001 181450000 CHR12 99200001 99700000 CSS0005900.1 CSS0029281.1
CHR2 181650001 182150000 CHR15 119050001 119550000 CSS0005903.1 CSS0029468.1
CHR2 181700001 182200000 CONTIG1001 50001 550000 CSS0006029.1 CSS0030146.1
CHR2 181750001 182250000 CONTIG1014 600001 1100000 CSS0006046.1 CSS0030582.2
CHR2 181800001 182300000 CONTIG1026 50001 550000 CSS0006074.1 CSS0030706.1
CHR2 181850001 182350000 CONTIG1069 100001 600000 CSS0006180.1 CSS0030799.1
CHR2 181900001 182400000 CONTIG1082 450001 950000 CSS0006227.1 CSS0031030.1
CHR2 181950001 182450000 CONTIG1097 50001 550000 CSS0006258.1 CSS0031069.1
CHR2 182000001 182500000 CONTIG1102 50001 550000 CSS0006287.1 CSS0032222.1
CHR2 182050001 182550000 CONTIG1115 250001 750000 CSS0006299.1 CSS0032439.1
CHR2 182100001 182600000 CONTIG1124 1 500000 CSS0006356.1 CSS0032738.1
CHR2 182150001 182650000 CONTIG1211 1 500000 CSS0006465.1 CSS0032882.1
CHR2 182200001 182700000 CONTIG1224 1 500000 CSS0006518.1 CSS0032940.1
CHR2 182250001 182750000 CONTIG1237 50001 550000 CSS0006752.1 CSS0033065.1
CHR2 182300001 182800000 CONTIG1237 100001 600000 CSS0006804.1 CSS0033083.1
CHR2 182350001 182850000 CONTIG1237 150001 650000 CSS0006846.1 CSS0033199.1
CHR2 182400001 182900000 CONTIG1237 200001 700000 CSS0006912.1 CSS0034140.1
CHR2 182450001 182950000 CONTIG1237 250001 750000 CSS0006920.1 CSS0035606.1
CHR2 182500001 183000000 CONTIG1237 300001 800000 CSS0006923.1 CSS0035791.1
CHR2 182550001 183050000 CONTIG1237 350001 850000 CSS0007079.1 CSS0036260.1
CHR2 183650001 184150000 CONTIG1237 400001 900000 CSS0007110.1 CSS0037238.1
CHR2 183700001 184200000 CONTIG1237 450001 950000 CSS0007155.1 CSS0037829.1
CHR2 183750001 184250000 CONTIG1237 500001 1000000 CSS0007239.1 CSS0038597.1
CHR2 183800001 184300000 CONTIG1237 550001 1050000 CSS0007253.1 CSS0039184.1
CHR2 183850001 184350000 CONTIG1237 600001 1100000 CSS0007301.1 CSS0039324.1
CHR2 183900001 184400000 CONTIG1268 1 500000 CSS0007322.1 CSS0039392.1
CHR2 183950001 184450000 CONTIG1292 1 500000 CSS0007372.1 CSS0039633.1
CHR2 184000001 184500000 CONTIG1292 50001 550000 CSS0007375.1 CSS0039651.1
CHR2 184050001 184550000 CONTIG1292 100001 600000 CSS0007405.1 CSS0040035.1
CHR2 184100001 184600000 CONTIG1292 150001 650000 CSS0007426.1 CSS0040196.1
CHR2 184150001 184650000 CONTIG221 100001 600000 CSS0007501.1 CSS0040998.1
CHR2 184200001 184700000 CONTIG240 350001 850000 CSS0007535.1 CSS0041107.1
CHR2 184250001 184750000 CONTIG245 1 500000 CSS0007537.1 CSS0041293.1
CHR2 184300001 184800000 CONTIG264 250001 750000 CSS0007992.1 CSS0042083.1
CHR2 184350001 184850000 CONTIG265 100001 600000 CSS0007999.1 CSS0042509.1
CHR2 184400001 184900000 CONTIG314 250001 750000 CSS0008065.1 CSS0042535.1
CHR2 185250001 185750000 CONTIG355 50001 550000 CSS0008066.1 CSS0042669.1
CHR2 185300001 185800000 CONTIG366 100001 600000 CSS0008089.1 CSS0043304.1
CHR2 185350001 185850000 CONTIG370 300001 800000 CSS0008195.1 CSS0045032.1
CHR2 185400001 185900000 CONTIG41 600001 1100000 CSS0008220.1 CSS0045050.1
CHR2 185450001 185950000 CONTIG413 500001 1000000 CSS0008268.1 CSS0045199.1
CHR2 185500001 186000000 CONTIG432 1 500000 CSS0008289.1 CSS0045725.1
CHR2 185550001 186050000 CONTIG432 100001 600000 CSS0008436.1 CSS0046005.1
CHR2 185600001 186100000 CONTIG455 200001 700000 CSS0008453.1 CSS0046544.1
CHR2 185650001 186150000 CONTIG455 250001 750000 CSS0008511.1 CSS0046783.1
CHR2 185700001 186200000 CONTIG49 350001 850000 CSS0008522.1 CSS0046949.1
CHR2 185750001 186250000 CONTIG49 400001 900000 CSS0008691.1 CSS0047281.1
CHR2 185800001 186300000 CONTIG490 450001 950000 CSS0008722.1 CSS0047944.1
CHR2 185850001 186350000 CONTIG492 750001 1250000 CSS0008745.1 CSS0048440.1
CHR2 185900001 186400000 CONTIG504 250001 750000 CSS0008769.1 CSS0048750.1
CHR2 185950001 186450000 CONTIG504 300001 800000 CSS0008858.1 CSS0049247.1
CHR2 187300001 187800000 CONTIG504 350001 850000 CSS0008884.1 CSS0049549.1
CHR2 187350001 187850000 CONTIG524 250001 750000 CSS0008952.1 CSS0049736.1
CHR2 187400001 187900000 CONTIG532 50001 550000 CSS0008971.1 CSS0050164.1
CHR2 187450001 187950000 CONTIG568 100001 600000 CSS0009016.1
CHR2 187500001 188000000 CONTIG57 50001 550000 CSS0009019.1
CHR2 187550001 188050000 CONTIG585 200001 700000 CSS0009024.1
CHR2 201200001 201700000 CONTIG610 1 500000 CSS0009244.1
CHR3 32700001 33200000 CONTIG610 50001 550000 CSS0009353.1
CHR3 32750001 33250000 CONTIG648 350001 850000 CSS0009503.1
CHR3 32800001 33300000 CONTIG777 1 500000 CSS0009601.1
CHR3 85200001 85700000 CONTIG788 200001 700000 CSS0009612.1
CHR3 85250001 85750000 CONTIG790 750001 1250000 CSS0009695.1
CHR3 85300001 85800000 CONTIG829 900001 1400000 CSS0009735.1
CHR3 85350001 85850000 CONTIG861 1 500000 CSS0009795.1
CHR3 85400001 85900000 CONTIG875 400001 900000 CSS0009806.1
CHR3 85450001 85950000 CONTIG875 450001 950000 CSS0010073.1
CHR3 85500001 86000000 CONTIG905 400001 900000 CSS0010111.1
CHR3 85550001 86050000 CONTIG918 100001 600000 CSS0010122.1
CHR3 85600001 86100000 CONTIG919 100001 600000 CSS0010137.1
CHR3 113800001 114300000 CONTIG937 250001 750000 CSS0010159.1
CHR3 113850001 114350000 CSS0010460.1
CHR3 113900001 114400000 CSS0010591.1
CHR3 113950001 114450000 CSS0010669.1
CHR3 114000001 114500000 CSS0010780.1
CHR3 114050001 114550000 CSS0010863.1
CHR3 114100001 114600000 CSS0010938.1
CHR3 114150001 114650000 CSS0011065.1
CHR3 114200001 114700000 CSS0011104.1
CHR3 114250001 114750000 CSS0011177.1
CHR3 114300001 114800000 CSS0011240.2
CHR3 114350001 114850000 CSS0011268.1
CHR3 114400001 114900000 CSS0011284.1
CHR3 114450001 114950000 CSS0011303.1
CHR3 136500001 137000000 CSS0011432.1
CHR3 136550001 137050000 CSS0011470.1
CHR3 136600001 137100000 CSS0011530.1
CHR3 136650001 137150000 CSS0011656.1
CHR3 136700001 137200000 CSS0011723.1
CHR3 136750001 137250000 CSS0011789.1
CHR3 136800001 137300000 CSS0012056.1
CHR3 136850001 137350000 CSS0012062.1
CHR3 136900001 137400000 CSS0012144.1
CHR3 136950001 137450000 CSS0012273.1
CHR3 150700001 151200000 CSS0012281.1
CHR3 150750001 151250000 CSS0012386.1
CHR3 150800001 151300000 CSS0012470.1
CHR3 150850001 151350000 CSS0012593.1
CHR3 150900001 151400000 CSS0012714.1
CHR3 150950001 151450000 CSS0012717.1
CHR3 151000001 151500000 CSS0012725.1
CHR3 151050001 151550000 CSS0012800.1
CHR3 151100001 151600000 CSS0012853.1
CHR3 151150001 151650000 CSS0012894.1
CHR3 151200001 151700000 CSS0013049.1
CHR3 151250001 151750000 CSS0013136.1
CHR3 151300001 151800000 CSS0013204.1
CHR3 151350001 151850000 CSS0013222.1
CHR3 151400001 151900000 CSS0013228.1
CHR3 151450001 151950000 CSS0013303.1
CHR3 153400001 153900000 CSS0013397.1
CHR3 153450001 153950000 CSS0013518.1
CHR3 153500001 154000000 CSS0013537.1
CHR3 153550001 154050000 CSS0013554.1
CHR3 153600001 154100000 CSS0013621.1
CHR3 153650001 154150000 CSS0013623.1
CHR3 153700001 154200000 CSS0013707.1
CHR3 153750001 154250000 CSS0013767.1
CHR3 179100001 179600000 CSS0013823.1
CHR3 179250001 179750000 CSS0013844.1
CHR3 179350001 179850000 CSS0013958.1
CHR3 179400001 179900000 CSS0014026.1
CHR3 184600001 185100000 CSS0014186.1
CHR3 184650001 185150000 CSS0014234.1
CHR3 184700001 185200000 CSS0014257.1
CHR3 184750001 185250000 CSS0014261.1
CHR3 184800001 185300000 CSS0014408.1
CHR3 184850001 185350000 CSS0014433.1
CHR3 184900001 185400000 CSS0014501.1
CHR3 184950001 185450000 CSS0014537.1
CHR3 185000001 185500000 CSS0014665.1
CHR3 185050001 185550000 CSS0014666.1
CHR3 185100001 185600000 CSS0014726.1
CHR3 186500001 187000000 CSS0014758.1
CHR3 186550001 187050000 CSS0014905.1
CHR3 186600001 187100000 CSS0014919.1
CHR3 186650001 187150000 CSS0015002.1
CHR3 186700001 187200000 CSS0015020.1
CHR3 186750001 187250000 CSS0015100.1
CHR3 186800001 187300000 CSS0015239.1
CHR3 186850001 187350000 CSS0015430.1
CHR3 186900001 187400000 CSS0015438.1
CHR3 186950001 187450000 CSS0015489.1
CHR3 187000001 187500000 CSS0015580.1
CHR3 187250001 187750000 CSS0015643.1
CHR4 83400001 83900000 CSS0015658.1
CHR4 83450001 83950000 CSS0015702.1
CHR4 83500001 84000000 CSS0015708.1
CHR4 83550001 84050000 CSS0015793.1
CHR4 83600001 84100000 CSS0015798.1
CHR4 83650001 84150000 CSS0015843.1
CHR4 83700001 84200000 CSS0015928.1
CHR4 83750001 84250000 CSS0015934.1
CHR4 83800001 84300000 CSS0015975.1
CHR4 83850001 84350000 CSS0016161.1
CHR4 83900001 84400000 CSS0016166.1
CHR4 83950001 84450000 CSS0016267.1
CHR4 84000001 84500000 CSS0016529.1
CHR4 84050001 84550000 CSS0016627.1
CHR4 84100001 84600000 CSS0016754.1
CHR4 84150001 84650000 CSS0016807.1
CHR4 84200001 84700000 CSS0016959.1
CHR4 84850001 85350000 CSS0016964.1
CHR4 84900001 85400000 CSS0017001.1
CHR4 84950001 85450000 CSS0017044.1
CHR4 195300001 195800000 CSS0017137.1
CHR4 195350001 195850000 CSS0017235.1
CHR4 195400001 195900000 CSS0017248.1
CHR4 195450001 195950000 CSS0017276.1
CHR4 195500001 196000000 CSS0017313.1
CHR4 195550001 196050000 CSS0017367.1
CHR4 195600001 196100000 CSS0017467.1
CHR4 196150001 196650000 CSS0017505.2
CHR4 196200001 196700000 CSS0017554.1
CHR4 196250001 196750000 CSS0017613.1
CHR5 37650001 38150000 CSS0017642.1
CHR5 37700001 38200000 CSS0017691.1
CHR5 37750001 38250000 CSS0017706.1
CHR5 37800001 38300000 CSS0017753.1
CHR5 37850001 38350000 CSS0017848.1
CHR5 37900001 38400000 CSS0018250.1
CHR5 37950001 38450000 CSS0018269.1
CHR5 38000001 38500000 CSS0018290.1
CHR5 38050001 38550000 CSS0018384.1
CHR5 44100001 44600000 CSS0018413.1
CHR5 44150001 44650000 CSS0018513.1
CHR5 44200001 44700000 CSS0018590.1
CHR5 44250001 44750000 CSS0018609.1
CHR5 44300001 44800000 CSS0018658.1
CHR5 44350001 44850000 CSS0018873.1
CHR5 44400001 44900000 CSS0018927.1
CHR5 44450001 44950000 CSS0019144.1
CHR5 50250001 50750000 CSS0019258.1
CHR5 50300001 50800000 CSS0019323.1
CHR5 50350001 50850000 CSS0019350.1
CHR5 50400001 50900000 CSS0019399.1
CHR5 50450001 50950000 CSS0019403.1
CHR5 51900001 52400000 CSS0019456.1
CHR5 51950001 52450000 CSS0019473.1
CHR5 52000001 52500000 CSS0019560.1
CHR5 62300001 62800000 CSS0019657.1
CHR5 62350001 62850000 CSS0019719.1
CHR5 62400001 62900000 CSS0019816.1
CHR5 169650001 170150000 CSS0019837.1
CHR5 169700001 170200000 CSS0020028.1
CHR5 169750001 170250000 CSS0020036.1
CHR5 169800001 170300000 CSS0020079.1
CHR5 169850001 170350000 CSS0020084.1
CHR5 169900001 170400000 CSS0020086.1
CHR5 169950001 170450000 CSS0020095.1
CHR5 170000001 170500000 CSS0020104.1
CHR5 170050001 170550000 CSS0020124.1
CHR5 170100001 170600000 CSS0020194.1
CHR5 170150001 170650000 CSS0020220.1
CHR5 170200001 170700000 CSS0020231.1
CHR5 170250001 170750000 CSS0020249.1
CHR5 170300001 170800000 CSS0020276.1
CHR6 31100001 31600000 CSS0020516.1
CHR6 31150001 31650000 CSS0020652.1
CHR6 31200001 31700000 CSS0020726.1
CHR6 31250001 31750000 CSS0020739.1
CHR6 31300001 31800000 CSS0020792.1
CHR6 31350001 31850000 CSS0020836.1
CHR6 31400001 31900000 CSS0020941.1
CHR6 31450001 31950000 CSS0020964.1
CHR6 31500001 32000000 CSS0020993.1
CHR6 122000001 122500000 CSS0021010.1
CHR6 122050001 122550000 CSS0021092.1
CHR6 122100001 122600000 CSS0021351.1
CHR6 122150001 122650000 CSS0021413.1
CHR6 122200001 122700000 CSS0021530.1
CHR6 122250001 122750000 CSS0021600.1
CHR6 122300001 122800000 CSS0021773.1
CHR6 122350001 122850000 CSS0021853.1
CHR6 122400001 122900000 CSS0021917.1
CHR6 122450001 122950000 CSS0021942.1
CHR6 122500001 123000000 CSS0022275.1
CHR6 122550001 123050000 CSS0022295.1
CHR7 7950001 8450000 CSS0022326.1
CHR7 8000001 8500000 CSS0022407.1
CHR7 10250001 10750000 CSS0022494.1
CHR7 30800001 31300000 CSS0022512.1
CHR7 30900001 31400000 CSS0022620.1
CHR8 15750001 16250000 CSS0022818.1
CHR8 15800001 16300000 CSS0022890.1
CHR8 15850001 16350000 CSS0022892.1
CHR8 15900001 16400000 CSS0022926.1
CHR8 15950001 16450000 CSS0022949.1
CHR8 16000001 16500000 CSS0022969.1
CHR8 16050001 16550000 CSS0023229.1
CHR8 16100001 16600000 CSS0023366.1
CHR8 16150001 16650000 CSS0023483.1
CHR8 16200001 16700000 CSS0023591.1
CHR8 16250001 16750000 CSS0023594.1
CHR8 16300001 16800000 CSS0023631.1
CHR8 16350001 16850000 CSS0023673.1
CHR8 16400001 16900000 CSS0023688.1
CHR8 16450001 16950000 CSS0023723.1
CHR8 16500001 17000000 CSS0023823.1
CHR8 16550001 17050000 CSS0023908.1
CHR8 16600001 17100000 CSS0023940.1
CHR8 16650001 17150000 CSS0023982.1
CHR8 17950001 18450000 CSS0024024.1
CHR8 18000001 18500000 CSS0024033.1
CHR8 18450001 18950000 CSS0024117.1
CHR8 18500001 19000000 CSS0024181.1
CHR8 18550001 19050000 CSS0024220.1
CHR8 18600001 19100000 CSS0024335.1
CHR8 18650001 19150000 CSS0024396.1
CHR8 18700001 19200000 CSS0024463.1
CHR8 18750001 19250000 CSS0024464.1
CHR8 46050001 46550000 CSS0024523.1
CHR8 46100001 46600000 CSS0024548.1
CHR8 46150001 46650000 CSS0024693.1
CHR8 46200001 46700000 CSS0024763.1
CHR8 46250001 46750000 CSS0024767.1
CHR8 46300001 46800000 CSS0024780.1
CHR8 46350001 46850000 CSS0024846.1
CHR9 10200001 10700000 CSS0024976.1
CHR9 10250001 10750000 CSS0025014.1
CHR9 10300001 10800000 CSS0025015.1
CHR9 121850001 122350000 CSS0025070.1
CHR9 121900001 122400000 CSS0025116.1
CHR9 121950001 122450000 CSS0025242.1
CHR9 122000001 122500000 CSS0025291.1
CHR9 122050001 122550000 CSS0025627.1
CHR9 122100001 122600000 CSS0025656.1
CHR9 122150001 122650000 CSS0025705.1
CHR9 122200001 122700000 CSS0025763.1
CHR10 92750001 93250000 CSS0025887.1
CHR10 92800001 93300000 CSS0025906.1
CHR10 92850001 93350000 CSS0026161.1
CHR10 92900001 93400000 CSS0026257.1
CHR10 92950001 93450000 CSS0026264.1
CHR10 93000001 93500000 CSS0026444.1
CHR10 93050001 93550000 CSS0026468.1
CHR11 8350001 8850000 CSS0026501.1
CHR11 8400001 8900000 CSS0026636.1
CHR11 8450001 8950000 CSS0026668.1
CHR11 8500001 9000000 CSS0026756.2
CHR11 8550001 9050000 CSS0027094.1
CHR11 8600001 9100000 CSS0027163.1
CHR11 8650001 9150000 CSS0027210.1
CHR11 8700001 9200000 CSS0027278.1
CHR11 8750001 9250000 CSS0027340.1
CHR11 8800001 9300000 CSS0027517.1
CHR11 8850001 9350000 CSS0027670.1
CHR11 8900001 9400000 CSS0027673.1
CHR11 8950001 9450000 CSS0027855.1
CHR11 9000001 9500000 CSS0028009.1
CHR11 9050001 9550000 CSS0028091.1
CHR11 9100001 9600000 CSS0028396.1
CHR11 29350001 29850000 CSS0028593.1
CHR11 29400001 29900000 CSS0028595.1
CHR11 29450001 29950000 CSS0028737.1
CHR11 29500001 30000000 CSS0028748.1
CHR11 29550001 30050000 CSS0028851.1
CHR11 29600001 30100000 CSS0028899.1
CHR11 29650001 30150000 CSS0028968.1
CHR11 29700001 30200000 CSS0029015.1
CHR11 29750001 30250000 CSS0029017.1
CHR11 50450001 50950000 CSS0029033.1
CHR12 15500001 16000000 CSS0029107.1
CHR12 15550001 16050000 CSS0029131.1
CHR12 15600001 16100000 CSS0029143.1
CHR12 15650001 16150000 CSS0029153.1
CHR12 15700001 16200000 CSS0029270.1
CHR12 15750001 16250000 CSS0029286.1
CHR12 15800001 16300000 CSS0029325.1
CHR12 15850001 16350000 CSS0029479.1
CHR12 15900001 16400000 CSS0029499.1
CHR12 15950001 16450000 CSS0029500.1
CHR12 16000001 16500000 CSS0029614.1
CHR12 16050001 16550000 CSS0029619.1
CHR12 16100001 16600000 CSS0029628.1
CHR12 26150001 26650000 CSS0029850.1
CHR12 26200001 26700000 CSS0029932.1
CHR12 26250001 26750000 CSS0030244.1
CHR12 26300001 26800000 CSS0030390.1
CHR12 26350001 26850000 CSS0030451.1
CHR12 26400001 26900000 CSS0030473.1
CHR12 26450001 26950000 CSS0030517.1
CHR12 26500001 27000000 CSS0030578.1
CHR12 26550001 27050000 CSS0030644.1
CHR12 26600001 27100000 CSS0030730.1
CHR12 26650001 27150000 CSS0030828.1
CHR12 26700001 27200000 CSS0030940.1
CHR12 26750001 27250000 CSS0030961.1
CHR12 27900001 28400000 CSS0030979.1
CHR12 27950001 28450000 CSS0031055.1
CHR12 28050001 28550000 CSS0031262.1
CHR12 28100001 28600000 CSS0031344.1
CHR12 29000001 29500000 CSS0031349.1
CHR12 29050001 29550000 CSS0031350.1
CHR12 29100001 29600000 CSS0031376.1
CHR12 29150001 29650000 CSS0031414.1
CHR12 29200001 29700000 CSS0031662.1
CHR12 29250001 29750000 CSS0031737.1
CHR12 29300001 29800000 CSS0032049.1
CHR12 29350001 29850000 CSS0032177.1
CHR12 29400001 29900000 CSS0032227.1
CHR12 29450001 29950000 CSS0032327.1
CHR12 29500001 30000000 CSS0032358.1
CHR12 29550001 30050000 CSS0032404.1
CHR12 29600001 30100000 CSS0032422.1
CHR12 29650001 30150000 CSS0032534.1
CHR12 29700001 30200000 CSS0032548.1
CHR12 29750001 30250000 CSS0032589.1
CHR12 29800001 30300000 CSS0032677.1
CHR12 29850001 30350000 CSS0032714.1
CHR12 58050001 58550000 CSS0032768.1
CHR12 58100001 58600000 CSS0032851.1
CHR12 58150001 58650000 CSS0032985.1
CHR12 58200001 58700000 CSS0032996.1
CHR12 58250001 58750000 CSS0033051.1
CHR12 58300001 58800000 CSS0033151.1
CHR12 58350001 58850000 CSS0033200.1
CHR12 58400001 58900000 CSS0033248.1
CHR12 58450001 58950000 CSS0033269.1
CHR12 58500001 59000000 CSS0033314.1
CHR12 58550001 59050000 CSS0033343.1
CHR12 58600001 59100000 CSS0033350.1
CHR12 58650001 59150000 CSS0033575.1
CHR12 58700001 59200000 CSS0033746.1
CHR12 58750001 59250000 CSS0033818.1
CHR12 58800001 59300000 CSS0033849.1
CHR12 58850001 59350000 CSS0033911.1
CHR12 58900001 59400000 CSS0033943.1
CHR12 58950001 59450000 CSS0034019.1
CHR12 59000001 59500000 CSS0034214.1
CHR12 59050001 59550000 CSS0034241.1
CHR12 59100001 59600000 CSS0034259.1
CHR12 59150001 59650000 CSS0034287.1
CHR12 59200001 59700000 CSS0034482.1
CHR12 59250001 59750000 CSS0034639.1
CHR12 59300001 59800000 CSS0034649.1
CHR12 59350001 59850000 CSS0034660.1
CHR12 59400001 59900000 CSS0034682.1
CHR12 59450001 59950000 CSS0034751.1
CHR12 59500001 60000000 CSS0034860.1
CHR12 59550001 60050000 CSS0034866.1
CHR12 59600001 60100000 CSS0034941.1
CHR12 59650001 60150000 CSS0035116.1
CHR12 59700001 60200000 CSS0035255.1
CHR12 59750001 60250000 CSS0035348.1
CHR12 59800001 60300000 CSS0035349.1
CHR12 59850001 60350000 CSS0035376.1
CHR12 59900001 60400000 CSS0035381.1
CHR12 59950001 60450000 CSS0035483.1
CHR12 60650001 61150000 CSS0035652.1
CHR12 97650001 98150000 CSS0035722.1
CHR12 97700001 98200000 CSS0035728.1
CHR12 97750001 98250000 CSS0035743.1
CHR12 97800001 98300000 CSS0035810.1
CHR12 97850001 98350000 CSS0035923.1
CHR12 128200001 128700000 CSS0036013.1
CHR12 128250001 128750000 CSS0036044.1
CHR12 128300001 128800000 CSS0036052.1
CHR12 128350001 128850000 CSS0036078.1
CHR12 128400001 128900000 CSS0036137.1
CHR12 128450001 128950000 CSS0036154.1
CHR12 128500001 129000000 CSS0036197.1
CHR12 128750001 129250000 CSS0036245.1
CHR12 128800001 129300000 CSS0036539.1
CHR12 128850001 129350000 CSS0036586.1
CHR12 128900001 129400000 CSS0036595.1
CHR12 161700001 162200000 CSS0036782.1
CHR12 161750001 162250000 CSS0036863.1
CHR12 161800001 162300000 CSS0036927.1
CHR12 161850001 162350000 CSS0036963.1
CHR12 161900001 162400000 CSS0037007.1
CHR12 161950001 162450000 CSS0037059.1
CHR12 162000001 162500000 CSS0037074.1
CHR12 162050001 162550000 CSS0037139.1
CHR12 162100001 162600000 CSS0037154.1
CHR12 162150001 162650000 CSS0037208.1
CHR13 56600001 57100000 CSS0037264.1
CHR13 56650001 57150000 CSS0037361.1
CHR13 56700001 57200000 CSS0037374.1
CHR13 56750001 57250000 CSS0037427.1
CHR13 56800001 57300000 CSS0037429.1
CHR13 56850001 57350000 CSS0037447.1
CHR13 56950001 57450000 CSS0037505.1
CHR13 57000001 57500000 CSS0037510.1
CHR13 57050001 57550000 CSS0037659.1
CHR13 57100001 57600000 CSS0037784.1
CHR13 57150001 57650000 CSS0037819.1
CHR13 57200001 57700000 CSS0037934.1
CHR13 57250001 57750000 CSS0037970.1
CHR13 57300001 57800000 CSS0038004.1
CHR13 57350001 57850000 CSS0038347.1
CHR13 57400001 57900000 CSS0038390.1
CHR13 57450001 57950000 CSS0038403.1
CHR13 57500001 58000000 CSS0038451.1
CHR13 57550001 58050000 CSS0038471.1
CHR13 57600001 58100000 CSS0038816.1
CHR13 57650001 58150000 CSS0038911.1
CHR13 57700001 58200000 CSS0039010.1
CHR13 57750001 58250000 CSS0039115.1
CHR13 57800001 58300000 CSS0039239.1
CHR13 85100001 85600000 CSS0039305.1
CHR13 85150001 85650000 CSS0039331.1
CHR13 85200001 85700000 CSS0039362.1
CHR13 85250001 85750000 CSS0039385.1
CHR13 85300001 85800000 CSS0039416.1
CHR13 85350001 85850000 CSS0039554.1
CHR13 85400001 85900000 CSS0039653.1
CHR13 85450001 85950000 CSS0039800.1
CHR13 85500001 86000000 CSS0039923.1
CHR13 85550001 86050000 CSS0039925.1
CHR13 85600001 86100000 CSS0039933.1
CHR14 29300001 29800000 CSS0040064.1
CHR14 29350001 29850000 CSS0040097.1
CHR14 29400001 29900000 CSS0040115.1
CHR14 29450001 29950000 CSS0040151.1
CHR14 29500001 30000000 CSS0040211.1
CHR14 29550001 30050000 CSS0040300.1
CHR14 47500001 48000000 CSS0040306.1
CHR14 47550001 48050000 CSS0040356.1
CHR14 47600001 48100000 CSS0040453.1
CHR14 47650001 48150000 CSS0040480.1
CHR14 81250001 81750000 CSS0040496.1
CHR14 81300001 81800000 CSS0040574.1
CHR14 81350001 81850000 CSS0040691.1
CHR14 81400001 81900000 CSS0040818.1
CHR14 81450001 81950000 CSS0040836.1
CHR14 81500001 82000000 CSS0040943.1
CHR14 81550001 82050000 CSS0041059.1
CHR14 81600001 82100000 CSS0041104.1
CHR14 81650001 82150000 CSS0041156.1
CHR14 81700001 82200000 CSS0041208.1
CHR14 81750001 82250000 CSS0041311.1
CHR14 81800001 82300000 CSS0041393.1
CHR14 101150001 101650000 CSS0041542.1
CHR14 101200001 101700000 CSS0041684.1
CHR14 101250001 101750000 CSS0041698.1
CHR14 107550001 108050000 CSS0041782.1
CHR14 107600001 108100000 CSS0041785.1
CHR14 109000001 109500000 CSS0042001.1
CHR14 109050001 109550000 CSS0042243.1
CHR14 109100001 109600000 CSS0042267.1
CHR14 109150001 109650000 CSS0042301.1
CHR14 109200001 109700000 CSS0042348.1
CHR14 109250001 109750000 CSS0042380.1
CHR14 109300001 109800000 CSS0042494.1
CHR14 109350001 109850000 CSS0042512.1
CHR14 123800001 124300000 CSS0042662.1
CHR14 123850001 124350000 CSS0042708.1
CHR14 123900001 124400000 CSS0042729.1
CHR14 123950001 124450000 CSS0042819.1
CHR15 25100001 25600000 CSS0042903.1
CHR15 25150001 25650000 CSS0042906.1
CHR15 25200001 25700000 CSS0042917.1
CHR15 25250001 25750000 CSS0042944.1
CHR15 58500001 59000000 CSS0043055.1
CHR15 58550001 59050000 CSS0043060.1
CHR15 58600001 59100000 CSS0043097.1
CHR15 58650001 59150000 CSS0043119.1
CHR15 58700001 59200000 CSS0043129.1
CHR15 58750001 59250000 CSS0043182.1
CHR15 58800001 59300000 CSS0043441.1
CHR15 58850001 59350000 CSS0043480.1
CHR15 58900001 59400000 CSS0043570.1
CHR15 58950001 59450000 CSS0043625.1
CHR15 59000001 59500000 CSS0043729.1
CHR15 59050001 59550000 CSS0043857.1
CHR15 59100001 59600000 CSS0043873.1
CHR15 59150001 59650000 CSS0043887.1
CHR15 59200001 59700000 CSS0044047.1
CHR15 59250001 59750000 CSS0044083.3
CHR15 59300001 59800000 CSS0044140.1
CHR15 59350001 59850000 CSS0044197.1

CONTIG1010 1 500000 CSS0044270.1
CONTIG1012 1 500000 CSS0044285.1
CONTIG1012 50001 550000 CSS0044331.1
CONTIG1012 100001 600000 CSS0044427.1
CONTIG1012 150001 650000 CSS0044538.1
CONTIG1012 200001 700000 CSS0044567.1
CONTIG1012 250001 750000 CSS0044724.1
CONTIG1012 300001 800000 CSS0044822.1
CONTIG1013 100001 600000 CSS0044945.1
CONTIG1013 150001 650000 CSS0045104.1
CONTIG1015 450001 950000 CSS0045246.1
CONTIG1018 250001 750000 CSS0045254.1
CONTIG102 1 500000 CSS0045352.1
CONTIG1023 100001 600000 CSS0045414.1
CONTIG1040 850001 1350000 CSS0045439.1
CONTIG1054 750001 1250000 CSS0045450.1
CONTIG106 1 500000 CSS0045495.1
CONTIG1073 1 500000 CSS0045604.1
CONTIG1073 50001 550000 CSS0045647.1
CONTIG1073 100001 600000 CSS0045728.1
CONTIG1073 150001 650000 CSS0045729.1
CONTIG1073 200001 700000 CSS0045772.1
CONTIG1073 250001 750000 CSS0045848.1
CONTIG1073 300001 800000 CSS0045870.1
CONTIG1073 350001 850000 CSS0045906.1
CONTIG1073 400001 900000 CSS0045956.1
CONTIG1081 150001 650000 CSS0046006.1
CONTIG1109 1 500000 CSS0046084.1
CONTIG1109 50001 550000 CSS0046182.1
CONTIG1109 100001 600000 CSS0046196.1
CONTIG1109 150001 650000 CSS0046254.1
CONTIG1109 200001 700000 CSS0046398.1
CONTIG1110 1 500000 CSS0046637.1
CONTIG1110 50001 550000 CSS0047007.1
CONTIG1110 100001 600000 CSS0047022.1
CONTIG1117 1 500000 CSS0047071.1
CONTIG1117 50001 550000 CSS0047091.1
CONTIG1117 150001 650000 CSS0047100.1
CONTIG1117 200001 700000 CSS0047114.1
CONTIG1117 250001 750000 CSS0047154.1
CONTIG1117 300001 800000 CSS0047190.1
CONTIG1117 350001 850000 CSS0047209.1
CONTIG1139 450001 950000 CSS0047297.1
CONTIG1139 500001 1000000 CSS0047442.1
CONTIG1139 550001 1050000 CSS0047582.1
CONTIG1139 600001 1100000 CSS0047593.1
CONTIG1139 650001 1150000 CSS0047624.1
CONTIG1139 700001 1200000 CSS0048070.1
CONTIG1139 750001 1250000 CSS0048079.1
CONTIG1139 800001 1300000 CSS0048175.1
CONTIG1141 250001 750000 CSS0048176.1
CONTIG1141 300001 800000 CSS0048211.1
CONTIG1156 100001 600000 CSS0048296.1
CONTIG126 1 500000 CSS0048313.1
CONTIG126 50001 550000 CSS0048566.1
CONTIG126 100001 600000 CSS0048714.1
CONTIG126 150001 650000 CSS0048808.1
CONTIG1276 150001 650000 CSS0048853.1
CONTIG1281 600001 1100000 CSS0048856.1
CONTIG1287 1 500000 CSS0049143.1
CONTIG1287 50001 550000 CSS0049248.1
CONTIG1291 450001 950000 CSS0049283.1
CONTIG1293 1 500000 CSS0049416.1
CONTIG1293 50001 550000 CSS0049431.1
CONTIG1293 100001 600000 CSS0049593.1
CONTIG1293 150001 650000 CSS0049719.1
CONTIG1293 200001 700000 CSS0049897.1
CONTIG1297 100001 600000 CSS0049910.1
CONTIG1307 50001 550000 CSS0049915.1
CONTIG15 200001 700000 CSS0049936.1
CONTIG170 100001 600000 CSS0049941.1
CONTIG184 1 500000 CSS0049954.1
CONTIG184 50001 550000 CSS0050024.1
CONTIG184 100001 600000 CSS0050034.1
CONTIG184 150001 650000 CSS0050093.1
CONTIG184 300001 800000 CSS0050181.1
CONTIG197 100001 600000 CSS0050208.1
CONTIG201 300001 800000 CSS0050221.1
CONTIG216 300001 800000 CSS0050222.1
CONTIG221 50001 550000 CSS0050240.1
CONTIG224 50001 550000 CSS0050253.1
CONTIG242 300001 800000 CSS0050255.1
CONTIG250 650001 1150000 CSS0050263.1
CONTIG274 150001 650000 CSS0050413.1
CONTIG30 100001 600000 CSS0050504.1
CONTIG30 150001 650000
CONTIG30 200001 700000
CONTIG30 250001 750000
CONTIG30 300001 800000
CONTIG30 350001 850000
CONTIG31 150001 650000
CONTIG322 100001 600000
CONTIG322 150001 650000
CONTIG33 300001 800000
CONTIG340 400001 900000
CONTIG345 150001 650000
CONTIG373 600001 1100000
CONTIG373 650001 1150000
CONTIG373 700001 1200000
CONTIG373 750001 1250000
CONTIG373 800001 1300000
CONTIG373 850001 1350000
CONTIG373 900001 1400000
CONTIG373 950001 1450000
CONTIG373 1000001 1500000
CONTIG373 1050001 1550000
CONTIG373 1100001 1600000
CONTIG373 1150001 1650000
CONTIG373 1200001 1700000
CONTIG373 1250001 1750000
CONTIG408 1 500000
CONTIG408 50001 550000
CONTIG408 100001 600000
CONTIG408 150001 650000
CONTIG408 200001 700000
CONTIG412 1 500000
CONTIG412 50001 550000
CONTIG412 100001 600000
CONTIG412 150001 650000
CONTIG412 200001 700000
CONTIG418 1 500000
CONTIG418 50001 550000
CONTIG418 200001 700000
CONTIG423 1 500000
CONTIG457 1 500000
CONTIG468 1 500000
CONTIG468 50001 550000
CONTIG477 150001 650000
CONTIG477 200001 700000
CONTIG477 250001 750000
CONTIG477 300001 800000
CONTIG477 350001 850000
CONTIG477 400001 900000
CONTIG477 450001 950000
CONTIG516 1 500000
CONTIG52 1 500000
CONTIG52 50001 550000
CONTIG52 100001 600000
CONTIG52 150001 650000
CONTIG527 650001 1150000
CONTIG547 200001 700000
CONTIG550 350001 850000
CONTIG557 1 500000
CONTIG557 50001 550000
CONTIG561 50001 550000
CONTIG590 50001 550000
CONTIG613 50001 550000
CONTIG626 50001 550000
CONTIG630 250001 750000
CONTIG630 300001 800000
CONTIG657 1 500000
CONTIG657 50001 550000
CONTIG66 300001 800000
CONTIG663 600001 1100000
CONTIG67 50001 550000
CONTIG674 150001 650000
CONTIG675 100001 600000
CONTIG699 50001 550000
CONTIG72 1 500000
CONTIG72 50001 550000
CONTIG726 200001 700000
CONTIG726 250001 750000
CONTIG726 350001 850000
CONTIG726 400001 900000
CONTIG732 150001 650000
CONTIG733 700001 1200000
CONTIG769 50001 550000
CONTIG80 400001 900000
CONTIG811 100001 600000
CONTIG822 150001 650000
CONTIG83 1 500000
CONTIG83 50001 550000
CONTIG83 100001 600000
CONTIG83 150001 650000
CONTIG83 200001 700000
CONTIG83 250001 750000
CONTIG83 300001 800000
CONTIG83 350001 850000
CONTIG845 150001 650000
CONTIG845 200001 700000
CONTIG845 250001 750000
CONTIG845 300001 800000
CONTIG845 350001 850000
CONTIG845 400001 900000
CONTIG845 450001 950000
CONTIG845 500001 1000000
CONTIG845 550001 1050000
CONTIG845 600001 1100000
CONTIG845 650001 1150000
CONTIG845 700001 1200000
CONTIG845 750001 1250000
CONTIG845 800001 1300000
CONTIG845 850001 1350000
CONTIG845 900001 1400000
CONTIG849 1 500000
CONTIG849 50001 550000
CONTIG866 350001 850000
CONTIG867 50001 550000
CONTIG873 100001 600000
CONTIG873 150001 650000
CONTIG877 1 500000
CONTIG877 50001 550000
CONTIG877 100001 600000
CONTIG877 150001 650000
CONTIG877 200001 700000
CONTIG877 250001 750000
CONTIG877 300001 800000
CONTIG877 350001 850000
CONTIG877 400001 900000
CONTIG877 450001 950000
CONTIG877 500001 1000000
CONTIG877 550001 1050000
CONTIG877 600001 1100000
CONTIG877 650001 1150000
CONTIG89 100001 600000
CONTIG892 100001 600000
CONTIG892 250001 750000
CONTIG892 350001 850000
CONTIG903 1 500000
CONTIG903 50001 550000
CONTIG943 750001 1250000
CONTIG953 250001 750000
CONTIG965 550001 1050000
CONTIG965 700001 1200000
CONTIG965 750001 1250000
CONTIG984 50001 550000
CONTIG988 50001 550000
CONTIG996 50001 550000

TABLE S2 | Selective sweep regions identified by Fst and θπ between CSS and CSA population.

Marker ID Forward primer (5'-3') Reverse primer(5'-3')
ChrInDel01 AATTCACCTCCAATGTCCACC TGCTCTTTCAGTTGGCAGTAA
ChrInDel02 GATCGAGTCATTTGTGGTGGA ACGAGCAGAGGACTATGTACA
ChrInDel03 CCCACAAGAGTCTACAGAGGA GCTGGTTTAAAATGCAGCCAT
ChrInDel04 GAACTTGCAGGTGTAGAAGGA GGTCATCCCAAACAACCCTTA
ChrInDel05 GTTTTCCTGCACTTGGTTAGC ATTGCCTTGTACAGATGGGAC
ChrInDel06 AAACTCACATCATTCCCCCTC TGGGTTGGGTAATGAAGCTTT
ChrInDel07 GAGTGGATTAGGAGGGCTTTG TGAGGACCTGGGATTCTAGTT
ChrInDel08 ATGGAGCTGGGTCTGATTCTA ACAGTTCCGTTTTCTAGTGGA
ChrInDel09 AAACCTCTACCAAACGCTACC TGTCCAACAAACCAAACCAT
ChrInDel10 TGGGTTTGGGTCTTTGATCTG TTACAACTTGAGTGGCCAACA
ChrInDel11 GGCCCTATTACGAGTGAGTTC TTAGGGACGTGCTCTTTCATG
ChrInDel12 CTCCTTCCTCTCTCCCTCTTT ATTGTGCAGCTGAAGGAGTAG
ChrInDel13 TGGGACAGAGAAAGAGCAAAG TTGTGTGAAAGCCCAACTACA
ChrInDel14 GGGATGGTTTTGAAGCGAAAG AATCTACGCTACACAACCCAC
ChrInDel15 TTTAGCTAATCACCCCACTGC ACTCGCTTACAACTCGTCAAA
ChrInDel16 ATTGGATGTTTGAGCCCATGA AATCATCGCCGAAACAAATGG
ChrInDel17 GCATCACCAATACTATTAGGCA GTCTCAACTAACATTTACTGGC
ChrInDel18 AACAATGGCCAGAAGTCATGT TCCCTCCATTCGGTAAGAGAA
ChrInDel19 GAGTTCAGGCCAATGGTAGAG TTACCGCAACCGTTACACTAC
ChrInDel20 AGCAAACTGGACGCATAGAAT AACTTGGACATGAGGAGTTCG
ChrInDel21 TGGAGCTGAAATTTGTGTCCT TGAGCAAATCTTAGTGGGTGG
ChrInDel22 TCCCCTTCATGTTCGAGTTTT GGTAACCTCGGCATAACTACC
ChrInDel23 TAGTCTTTGCCGAACTCCAAG GAGCAAGCCAGAAATCTCAGA
ChrInDel24 AGATGCTATTGTTTCCCTGCT GGGTTCATGTTTAGGTTTGCG
ChrInDel25 GTCAAACGGGATTGTCAATAAC GAAGTACCGTACCATGCACAG
ChrInDel26 TCAGCCACAGATCTTTGAAGG ACCTCTGTCCAGTCCAGTAAA
ChrInDel27 GCTACACAACAACATCTACAGC GGTTAATGCTGAGCTACACCA
ChrInDel28 GCCTAAATGTTGTCCAGACCA GAGTCTTCTTGGAGCGAATGT
ChrInDel29 TGTTTGTCTGTGTGTGTTTGG TCAGACAAAAGAAGTGCAGCT
ChrInDel30 AGGAAACAAGAAGTGGGGAAA AAACCTATCCAACACGAGCTG
ChrInDel31 AATGGTTTGCTGCAGAACTTG TCTCCCACCCCTTCAAAAATG
ChrInDel32 GAGTACCCTTATTTGCTTTCGC TGGAGTGAGTATTGCATTGGG
ChrInDel33 GCCAAACAAGCTCAAATCACT TTATTTTGTTGGGAAAGCGCC
ChrInDel34 GCCAAACAAGCTCAAATCACT AATCAACCCACATGCCATCTG
ChrInDel35 AACGCATCGCAATACAACCTA AGAACTGTGCAAAGTATGGCT
ChrInDel36 TCTTGTGAAGGCCTTTGTTGT AAGGTGCTGTGAAATCGATCA
ChrInDel37 GTGTAGGGTTTCATCTCTGGC ACAGGGACCAAATTGACACAT
ChrInDel38 AAGCTGCAAATCCTGATCAGT ACAGCATACGACACTTTCTCC
ChrInDel39 AACTACTGAAGACCTCCACCA TGTCTTTCCAGATTGCCCAAA
ChrInDel40 CCAGGTCAGAAAAACGATGGA AGCTCCACCAACCAATTCTAC
ChrInDel41 TGTGCTGATTTGACTTGTTGG AGTACCTATAACACCCAGCGA
ChrInDel42 TGTAATGGAGGAGAGAGGGAC GTCCAATCAAACGCACCATTT
ChrInDel43 ACTTTTTGGTATGAGCTGTTGG AGGAGCATGTGTGGATAAGAC
ChrInDel44 GCTTTAGTCAGGGGTATAGATG TGAGGGCATCTAGTGAACAGT
ChrInDel45 TGTAATGCGCACGTTAAACAC TGAGGGCATCTAGTGAACAGT
ChrInDel46 GCCCAACAGTAACCTTCAAT TCTATACCCCTGACTAAAGCT
ChrInDel47 ACCCTTGCCACCATTTTAGTT GTTTGTGATGTGTCTAATGTGC
ChrInDel48 TGAGGGATAAAATTGGAGCATC GCATGATCACGAGGCCTTAAT
ChrInDel49 TGAGGGATAAAATTGGAGCATC GTACGTGCGATTAAGGATGGA
ChrInDel50 TCACCATCATTGTCGTCATCA GGAGATAGTGGTGGTAGTGGA
ChrInDel51 TCACCATCATTGTCGTCATCA GCCTATGCGAAAGAGTTTGTG
ChrInDel52 GGTCACTGCTGCATCTACAAA GGCCCAACTAGACTTGTCATT
ChrInDel53 CGAAGCCCAACAGATTTCAAG ACTCGAGCACATTAGTTTTCCA

TABLE S3 | Primer information of indel marker newly developed in this study.

Note: NTC, PTC and LTC represent national tea varieties, provincial tea varieties and local tea varieties respectively.
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FIGURE. S1 | The geographical distribution of 33 sequenced materials.  The numbers in the map represent the number of samples from different provinces.
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TABLE S4 | Detailed information of 33 tea tree samples used for resequencing.

Note: NTC, PTC and LTC represent national tea varieties, provincial tea varieties and local tea varieties respectively.

TABLE S5 | Details information of 30 tea tree samples used for indel markers verification.

  The samples marked in red represent the same samples as in TABLE S4.

Sample
ID English name Subspecies Germplasm type Registration number in

China Provinces

1 ‘Fudingdabai’ C. sinensis  var. sinensis NTC GS13001-1985 Fujian
2 ‘Baihaozao’ C. sinensis  var. sinensis NTC GS13017-1994 Hunan
3 ‘Shancha 1’ C. sinensis  var. sinensis NTC GP610009 Shanxi
4 ‘Zijuan’ C. sinensis  var. assamica LTC - Yunnan
5 ‘Xiuhong’ C. sinensis  var. assamica NTC GS2002003 Guangdong
6 ‘Yinghong 9’ C. sinensis  var. assamica PTC - Guangdong
7 ‘Qingshui 3’ C. sinensis  var. assamica LTC - Yunnan
8 ‘Changyebaihao’ C. sinensis  var. assamica PTC - Yunnan
9 ‘Yunakng 43’ C. sinensis  var. assamica PTC - Yunnan
10 ‘Yunxuan 9’ C. sinensis  var. assamica PTC - Yunnan
11 ‘Shuangjiangdaheiye’ C. sinensis  var. assamica LTC - Yunnan
12 ‘Menghaidaye’ C. sinensis  var. assamica NTC - Yunnan
13 ‘Mengkudaye’ C. sinensis  var. assamica NTC GS13012-1985 Yunnan
14 ‘Yunkang 14’ C. sinensis  var. assamica NTC GS13021-1987 Yunnan
15 ‘Yunkang 37’ C. sinensis  var. assamica PTC - Yunnan
16 ‘Nannuoshan 14’ C. sinensis  var. assamica LTC - Yunnan
17 ‘Hekai 33’ C. sinensis  var. assamica LTC - Yunnan
18 ‘Shuchazao’ C. sinensis  var. sinensis NTC GS2002008 Anhui
19 ‘Rougui’ C. sinensis  var. sinensis PTC 1985002 Fujian
20 ‘Echa 1’ C. sinensis  var. sinensis NTC GS2002013 Hubei
21 ‘Zhongcha 108’ C. sinensis  var. sinensis NTC GS2010013 Zhejiang
22 ‘Longjingchangye’ C. sinensis  var. sinensis NTC GS13008-1994 Zhejiang
23 ‘Hongyan 12’ C. sinensis  var. sinensis NTC GS2010020 Guangdong
24 ‘Zhenong 113’ C. sinensis  var. sinensis NTC GS13009-1994 Zhejiang
25 ‘Fenghuangshuixian’ C. sinensis  var. sinensis NTC GS13017-1985 Guangdong
26 ‘Tieguanyin’ C. sinensis  var. sinensis NTC GS13007-1985 Fujian
27 ‘Huangshanbaicha 3’ C. sinensis  var. sinensis NTC - Anhui
28 ‘Guihong 1’ C. sinensis  var. sinensis LTC - Guangxi
29 ‘Qiammei 601’ C. sinensis  var. assamica NTC GS13013-1994 Guizhou
30 ‘Foxiang 1’ C. sinensis  var. assamica PTC DS027-2003 Yunnan

Sample ID English name Subspecies Germplasm type Registration number 
in China

Provinces Sample code in NCBI

1 ‘  var. NTC GS13009-1987 Anhui SAMN14785849
2 ‘  var. NTC GS13001-1985 Fujian SAMN14785852
3 ‘  var. NTC GS13007-1987 Zhejiang SAMN14785854
4 ‘  var. NTC GS13017-1994 Hunan SAMN14785858
5 ‘Xin  var. NTC GS13011-1994 Henan SAMN14785860
6 ‘Gui  var. NTC GS13001-1994 Guangxi SAMN14785863
7 ‘E  var. NTC GS2010018 Hubei SAMN14785864
8 ‘Chuan  var. PTC - Sichuan SAMN14785874
9 ‘Xicha 5’  var. NTC GS13005-1994 Jiangsu SAMN14785879

10 ‘  var. PTC - Jiangxi SAMN14785881
11 ‘Qu  var. LTC - Fujian SAMN14785871
12 ‘  var. NTC GP610009 Shanxi SAMN14785865
13 ‘  var. PTC XPD008-2012 Hunan SAMN14785872
14 ‘  var. PTC 2006001 Zhejiang SAMN14785884
15 ‘Yao  var. NTC GS2010008 Guangxi SAMN14785885
16 ‘Yunkang 10’ var PTC GS13020-1987 Yunnan SAMN14785861
17 ‘Zijuan’ var LTC - Yunnan SAMN14785873
18 ‘Xiuhong’ var NTC GS2002003 Guangdong SAMN14785918
19 ‘Yinghong 9’ var PTC - Guangdong SAMN14785919
20 ‘Qingshui 3’ var LTC - Yunnan SAMN14785890
21 ‘Changyebaihao’ var PTC - Yunnan SAMN14785891
22 ‘Yunakng 43’ var PTC - Yunnan SAMN14785892
23 ‘Yunxuan 9’ var PTC - Yunnan SAMN14785893
24 ‘Shuangjiangdaheiye’ var LTC - Yunnan SAMN14785895
25 ‘Menghaidaye’ var NTC - Yunnan SAMN14785896
26 ‘Mengkudaye’ var NTC GS13012-1985 Yunnan SAMN14785897
27 ‘Yunkang 14’ var NTC GS13021-1987 Yunnan SAMN14785898
28 ‘Yunkang 37’ var PTC - Yunnan SAMN14785899
29 ‘ var LTC - Yunnan SAMN14785900
30 ‘Hekai 33’ var LTC - Yunnan SAMN14785903
31 ‘CTS-1’ Wild - Yunnan SAMN14785905
32 ‘CTS-2 Wild - Yunnan SAMN14785906
33 ‘CTS-3’ Wild - Yunnan SAMN14785907
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