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Validation

All accession codes for RNA sequencing data set submission are provided in the methods section. All the raw data supporting Fig 1(c, e, h), Figure 2(a, e), Fig 3 (a-h,
j-l), Fig 4(a,c-d) Fig 5(a-i) and supplementary figures 1(a-f), supplementary figure 3(a-e) are provided in the Source Data file.

Sample size was chosen based on previous studies performed in the laboratory and in the lncRNA field.

No data excluded

Data presented in the manuscript was reproducible in at least N=3 biological replicates.

Cells were randomly assigned to experimental groups. They were also grouped based on genotype and treatment conditions. No additional
randomization was applicable to the study.

RNA sequencing was performed in a blinded fashion.

RNA Polymerase II (RNA Pol-II; Active Motif #39097, used at 10ul per IP), Histone H3 trimethylated at Lysine 4 (H3K4me3; Abcam #
ab8580, used at 2ug per 25ug of chromatin), STAT1 (Cell Signaling Technology, #9172, used at 1:50 dilution ratio), control IgG isotype
(Abcam # ab37415 or Cell Signaling Technology #5415 at 1mg/ml concentration)

All the antibodies and each lot used have been validated by the manufacturer for the application of ChIP.

RNA Polymerase II (RNA Pol-II; Active Motif #39097)-https://www.activemotif.com/documents/tds/39097.pdf

Histone H3 trimethylated at Lysine 4 (H3K4me3; Abcam # ab8580)-https://www.abcam.com/histone-h3-tri-methyl-k4-antibody-chip-
grade-ab8580.html

STAT1 (Cell Signaling Technology, #9172) https://www.cellsignal.com/products/primary-antibodies/stat1-antibody/9172?
Ntk=Products&Ntt=9172

control IgG isotype-https://www.cellsignal.com/products/primary-antibodies/mouse-g3a1-mab-igg1-isotype-control/5415?
Ntk=Products&Ntt=5415




