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Data analysis

For manuscripts utilizing custom algorithms or software that are central to the research but not yet described in published literature, software must be made available to editors and
reviewers. We strongly encourage code deposition in a community repository (e.g. GitHub). See the Nature Research guidelines for submitting code & software for further information.

Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability

Field-specific reporting
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

For CryoEM data analysis and structure refinement:

RELION v2.1

RELION v3.0

Motioncorr v2

gCTF v1.06

Phenix v 1.17.1

Coot v0.9-pre

Molprobity v4.5

Full data availability statement included:

Data Availability

The cryoEM map and fitted model for the consensus structure are available from the PDB and EMDB accession numbers 6SMX and EMD-10247. The 16 maps and
models 0-1 through 1-8 from the ensemble analysis are available as PDB entries 6SNO, 6SN2, 6SN3, 6SN4, 6SN5, 6SN7, 6SN8, 6SN9, 6SOA, 6SO7, 6SO8, 6SOB, 6SOC,
6SOG, 6SOH, and 2SOJ and EMDB entries 10248, 10249, 10250, 10251, 10252, 10253, 10254, 10255, 10270, 10268, 10269, 10271, 10272, 10274, 10275, and
10276, respectively. The original 3107582 autopicked particles from which the dataset for this paper were drawn are available via the EMPIAR database (Deposition
code 680).

No statistical methods were used to predetermine sample size.

No data exclusions were needed

The replicates of data gave similar results.

This is not relevant to our study, because no grouping was needed.

Investigators were not blinded to group allocation, as no grouping was needed for this study.




