
Supplemental item titles

Supplemental Figure 1 (related to all Figures): Number of recorded, stained, and regis-
tered interneurons in each mouse for each subtype. Description of the immuno-based 
identification strategy.

Supplemental Figure 2 (related to Figure 2): Run-start and run-stop dynamics in the 
random foraging task, and distribution of velocity-correlation as a function of depth of the 
cell body in the tissue.

Supplemental Figure 3 (related to Figure 2): Processing flowchart and deep learning 
architecture of the machine-learning based decoding approach.

Supplemental Figure 4 (related to Figure 3): Average responses during sharp-wave 
ripple events and depth distributions.

Supplemental Figure 5 (related to Figure 4): Quantification and analysis of spatially 
selective interneurons with negative place fields.

Supplemental Figure 6 (related to Figure 4 and 5): Stability of tuning curves at three 
time point: within-session, 1h, and 24h apart. 

Supplemental Figure 7 (related to Figure 6): Quantification of learning-related activity 
dynamics in all identified subtypes, and multivariate regression model to focus on distinct 
predictors of activity.
















