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Figure R1. Effects of viscoadaptation on global protein solubility and condensation of poly-A binding 
protein (Pab1) A.) Lysates were fractionated by centrifugation into soluble and insoluble fractions. Total protein 
content in each fraction was visualized by running samples on an SDS-PAGE 4-12% Bis-Tris gel and staining with 
comassie blue. Lysate from unstressed cells was supplemented with 45% trehalose w/v, 30% glycogen w/v,  45% 
trehalose and 30% glycogen w/v, or teh equivalent volume of H20. B.) Same fractionation protocol performed on 
lysates from wildtype unstressed cells, wildtype heat shocked cells, or various knockout strains heat shocked. 
Heat shock treatment was 42°C for 20 minutes. C.) Pab1-GFP expressed in wildtype cells subjected to 40 
minutes of heat shock 42°C. At this point foci were clear for both LiCl-treated and untreated cells. D.) Wiltype cells 
expressing Pab1-GFP were treated with 20 uM Validamycin or DMSO control prior to receiving 45 minutes of heat 
shock at 42°C. Cells were imaged at room temperature over the course of recovery. 
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comassie blue. Lysate from unstressed cells was supplemented with 45% trehalose w/v, 30% glycogen w/v,  45% 
trehalose and 30% glycogen w/v, or teh equivalent volume of H20. B.) Same fractionation protocol performed on 
lysates from wildtype unstressed cells, wildtype heat shocked cells, or various knockout strains heat shocked. 
Heat shock treatment was 42°C for 20 minutes. C.) Pab1-GFP expressed in wildtype cells subjected to 40 
minutes of heat shock 42°C. At this point foci were clear for both LiCl-treated and untreated cells. D.) Wiltype cells 
expressing Pab1-GFP were treated with 20 uM Validamycin or DMSO control prior to receiving 45 minutes of heat 
shock at 42°C. Cells were imaged at room temperature over the course of recovery. 
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Supplemental Figure 10. Estimating the diffusibility of GFP from FRAP data using the 
mobile fraction. A. The mobile fraction is the fraction of a given protein that is free to diffuse in 
the cell. It is calculated as the maximum recovered intensity (normalized to an unbleached 
control region) divided by the pre-bleach fluoresence of the bleached spot. B. An example 
trace from a ΔReg1 cell with a GFP mobile fraction of 1 and a t-half of .11 seconds. C. An 
example trace from a ΔReg1 cell with a GFP mobile fraction of 0.7 and a t-half of .1 seconds.
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