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Figure S1: Fusions found in more than 1 histology
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Figure S2: Distribution of spanningDelta for annoFuse prioritized fusions from TCGA and PBTA cohorts
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Figure S3: Sensitivity of TCGA fusions retained by annoFuse

3



4

2 2

2 2

2

39
25

1

1

1

11

2

8

145

13
18

28

3

2
1

1

Tumor of
cranial

and
paraspinal

nerves

Tumors of
sellar
region

Mesenchymal
non−meningothelial

tumor

Metastatic
secondary

tumors

Neuronal
and mixed

neuronal−glial
tumor

Pre−cancerous
lesion

Germ cell
tumor

Histiocytic
tumor

Low−grade
astrocytic

tumor
Meningioma

Benign
tumor

Diffuse
astrocytic

and
oligodendroglial

tumor

Embryonal
tumor

Ependymal
tumor

GeneLoc

5'−Gene

3'−Gene

Figure S4: Distribution of kinase genes fused in 5’ and 3’ genes per histologies
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