FusionName

ERC2--ERC21
KCNH1--KCNH]1 1
KCNH1--AL590132.1 4
3—-CSMD3 1
AL590132.1--KCNH1 -
RMRP--RN7SL2 -
RMRP--7SK 4
RFX4-—RFX4 4
AL390726. 6——IGFBPL1/AL390726 6 -
SK-—-RMRP 1
RN7SL1——RMRP 1
MYTlL—-MYTlL 1
CAVIN4--TMEFF1 1
AL139099 5--RMRP 1
TNNI3K——FPGT 1
-ST18+

RMRP- RN7SL1 1
RMRP--AL139099.5 A
FAMlgBB——FAngSB‘l-
ARHGAP35——AP2$1/ARHGAP35 1
AL031686.1--ZNF334 4
RMRP--AL355075.4
POUGF2-—POUGF2 1
PLEKHA8-—-PLEKHAS 1
PLCE1--PIPSL/PLCEL1 A
MCM9--MCM9 ~
JAK2--JAK2 1
RN7SL2--IGF2 4
PRDM2--PRDM2 4
MKRN7P--ZNF334 -
DNAH9--DNAH9 -
CYB5R4--CYB5RA4
CDH20--CDH20 1
BRINP1--BRINP1 ~
AF127577 4--NRIP1 4
NK3--WNKS3 1
UNC79——UNC79 1
ROB0O2--ROBO?2 1
NRG1-IT1--NRG1 1
MTSS1--MTSS1 1
TD1--LMNTD1 1

CDH10--CDH10+

AL445673 1--PRRX1/MROH9 1
AL355075.4-—-RMRP 1
WRN--WRN 1
USH2A_—I_—USH2AIESRRG 1

NEK
NBEA--AC023310. 4INBEAP1 1
MYO3A--MYO3A -
MKRN7P--AL031686. 1IZNF334 1
LINC01019--LINCO01019/IRX1 A
JAKMIPl——JAKMIPl 1
FGFR1--TACC1 1
EWSRl——FLIl 1
ECT2L--ECT2L 1
Cllorf95--RELA A
AL139099.5--CLU -+
AC022387.1--DDR2 -
AC004828.1--DPF3 -
ZNF555--ZNF554 A
ZNF528--ZNF610/ZNF880
ZNF350 AS1--ZNF613 -
B2--ARHGAP15
YAP1--MAML2 +
YAP1--FAM118B -
TRIM24--BRAF 1
TNR--RFWD2 -
SOHLH2--CCDC169 1
SMAD4/AC090330.1--LINC01630 1
SETD2--ROBOL1 -
RNU6-25P--RMRP 4
RN7SL1--IGF2 4
RLIM--AL627224.1/FOXR2 4
RGS7--RGS7 1
REV3L-—FYN A
PBRM1--PBRML1 4
NUP205--LINC0O1510/MET -
NRXN2--NRXN2 -
NPAS2--NPAS2 4
NOP14--GRK4 1
F1--AC138207.8 1

MN1--PATZ1 A
MKLN1--CDK14 A
MBNL1--BRAF A
MAML2--YAP1 4
LCOR--AKAP3 -
KIAA1549--KIAA1549
KIAA1549--BRAF -
GRK4--NOP14-AS1 1
GOPC--ROS1 1
FUT8/AL391261.1--FUT8 1
FAT2--SLC36A1 1
EWSR1--PLAGL1 1
ERBB4--ERBB4 -
EPHA5--EPHAS -
CTDSP1--CFLAR A
CSMD1--CSMD1 A
COL3A1--FN1 4
COL11A1--COL11A1 A
CLIP1--ROS1 1

CIT--CIT 1

CDK14--MKLN1 1
ARHGEF10--ARHGEF10 -1
AL359634.1/MCM9--MCM9 A
AL139099.5--IGF2 1
AL050305.1/AL591501.1~-DMD -
AL031686.1--AL031686.1/ZNF334
ADAMTS18--ADAMTS18 -
109927.1--ELF2 -
AC092747.1/STK38L--MED21 A
AC068446.3/AC068446.1--NBEAP1 4
AC016831.1--LINC-PINT -

7SK--CLU A

Figure S1: Fusions found in more than 1 histology
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Figure S2: Distribution of spanningDelta for annoFuse prioritized fusions from TCGA and PBTA cohorts
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Figure S3: Sensitivity of TCGA fusions retained by annoFuse
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Figure S4: Distribution of kinase genes fused in 5’ and 3’ genes per histologies



