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T0 Group T1 Group T2 Group
Female Male Total Female Male Total Female Male Total

22 6 28 19 7 26 14 3 17
22.6 ± 8.4 20.2 ± 7.9 22.1 ± 8.2 22.1 ± 8.0 19.8 ± 7.4 21.3 ± 7.8 31.6 ± 12.9 18.8 ± 2.7 29.3 ± 12.3Age, y (mean ± SD)

Table 1. Patients Characteristics

Number of patients, n

Supplementary Table 1. Patients’ characteristics. Number of patients, sex and age
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Supplementary Figure 1. Alpha diversity of the oral microbiome following placement of fixed orthodontic devices 
Alpha diversity of supragingival plaque (a) and saliva (b). In supragingival plaque (a), green and red lines represent T0 and T1 samples, respectively, 
where dark lines represent upper teeth and lighter lines represent lower teeth. In saliva (b), dark, middle and light blue lines represent T0, T1, and T2 
samples respectively.  T0, time point prior to placement of fixed orthodontic appliance; T1, time point approximately 6 months after the start of 
orthodontic treatment; T2, time point after appliance removal (average, 40 months after placement). These images were generated by CLC Genomics 
Workbench ver.9 (QIAGEN, Venlo, Netherlands) (https://www.qiagen.com/jp/products/discovery-and-translational-research/next-generation-
sequencing/informatics-and-data/analysis-and-visualization/clc-genomics-workbench/#orderinginformation).


