strain

1

SRR9218356 -
SRR9218355 -
SRR9218353 -
SRR9218352 -
SRR9218351 -
SRR9218350 -
SRR9218349 -
SRR9218348 -
SRR9218347 -
SRR9137401 -
SRR9137400 -
SRR9137399 -
SRR9137398 -
SRR9137397 -
SRR9137396 -
SRR8992453 -
SRR8992452 -
SRR8992451 -
SRR8992450 -
SRR8992449 -
SRR8992448 -
SRR8992447 -
SRR8926367 -
SRR8837010 -
SRR7821071 -
SRR7821070 -
SRR7821069 -
SRR7821068 -
SRR7821067 -
SRR7821066 -
SRR7821064 -
SRR7821063 -
SRR7821062 -
SRR7821061 -
SRR7821060 -
SRR7821059 -
SRR7821058 -
SRR7821057 -
SRR7821056 -
SRR7821055 -
SRR7821054 -
SRR7821053 -
SRR7821052 -
SRR7821051 -
SRR7821050 -
SRR7821049 -
SRR7403491 -
SRR7403490 -
SRR7370247 -
SRR7370246 -
SRR7176790 -
SRR7176789 -
SRR7176788 - I
SRR7176787 -
SRR7014934 -
SRR7014933 -
SRR7014931 -
SRR6826835 -
SRR6436008 -
SRR6436007 -
SRR6436006 -
SRR6436005 -
SRR6436004 -
SRR6436003 -
SRR6436001 - [INNNEG_
SRR6436000 -
SRR6435999 -
SRR6435998 -
SRR6435994 -
SRR6296251 -
SRR6189412 -
SRR5891500 -
SRR5891497 -
SRR5891488 -
SRR5891485 -
SRR5891484 -
SRR5891483 -
SRR5891482 -
SRR5891479 -
SRR5070516 -
SRR5070513 -
SRR5070508 -
SRR4176250 -
SRR4176249 -
SRR4176248 -
SRR4176247 -
SRR3170258 -
SRR3170231 -
SRR3131130 -
SRR2047581 - NG
SRR2047567 -
SRR2047562 -
SRR2047561 -
SRR2047560 -
SRR2047558 -
SRR2047557 -
SRR2047556 -
SRR2047554 -
SRR2047553 -
SRR2047551 -
SRR2047550 -
SRR2047546 -
SRR2047545 -
SRR2047544 -
SRR2047522 -
SRR2047521 -
SRR2047519 -
SRR2047513 -
SRR2047507 -
SRR2047506 -
SRR2047505 -
SRR2047504 -
SRR2047503 -
SRR2047502 -
SRR2047501 -
SRR2047499 -
SRR2047498 -
SRR2047497 -
SRR2047476 -
SRR2047454 -
SRR2047453 -
SRR2047452 -
SRR2047451 -
SRR2047450 -
SRR1819787 -
SRR1640765 -

SRR10321508 -

SRR10321507 -

SRR10321506 -

SRR10321505 -

SRR10321504 -

SRR10321503 -

SRR10321502 -

SRR10321501 -

ERR662807 -
ERR628398 -
ERR564200 -
ERR564196 -
ERR3642346 -
ERR3585360 -
ERR3585280 -
ERR3585151 -
ERR3567586 -
ERR3567332 -
ERR3458856 -
ERR3458850 -
ERR3458070 -
ERR3194782 -
ERR3194778 -
ERR2688143 -
ERR2688142 -
ERR2688140 -
ERR2688139 -
ERR2688138 -
ERR2688137 -
ERR2688136 -
ERR2688135 -
ERR2688133 -
ERR2688132 -
ERR263715 -
ERR263704 -
ERR119678 -
ERR119672 -
DRR039829 -

fIIIII

hll IIJII-
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!

DU202

phage

EC LAC4

MDR-UNC

XHé59

percentage
0.96

0.92
0.88
0.84



