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Supplementary Figure S1. Analysis of ROC curve for TB diagnosis markers. A. Differences in 

gene expression levels between TB and OPD donors. B. ROC analysis to identify discriminatory 

gene between TB and OPD patients. Scatter dot plots represent the gene expression for each 

individual donor. Analysis of ROC curve and comparisons by Mann–Whitney U test were 

performed using GraphPad Prism version 5.02 for windows, GraphPad software, San Diego, CA, 

USA, www.graphpad.com. The median and 95% confidence interval are indicated. ** indicates a p-

value < 0.01; *** indicates a p-value < 0.001. AUC values (with 95% confidence interval). AUC, 

area under curve; CI, confidence interval; TB, tuberculosis patients; OPD, patients with other 

pulmonary disease than TB (asthma). 

 

 



 

Supplementary Figure S2. Analysis of ROC curve for TB progression markers. A. Differences 

in gene expression levels between TB and LTBI donors. B. ROC analysis to identify discriminatory 

gene between TB and LTBI donors. Scatter dot plots represent the gene expression for each 



individual donor. The median and 95% confidence interval are indicated. ** indicates a p-value < 

0.01; *** indicates a p-value < 0.001. AUC values (with 95% confidence interval). AUC, area 

under curve; CI, confidence interval; TB, tuberculosis patients; LTBI, healthy donors latently 

infected with M. tuberculosis.	


