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Supplementary Figure 1. Volcano map showing genes that were differential expressed between the high and low risk score
groups. Red dots represent genes that are up-regulated in the high risk group, and blue dots represent genes that are down-
regulated in the high risk group.
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Supplementary Figure 2. (A) Immune scores and (B) matrix scores in the high and low risk groups.
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Supplementary Figure 3. 28 immunomodulatory factors differentially expressed between the high and low risk score groups.

GO Biological Process

‘GO Cellular Component

muscle system process | [ ) contractile fiber )|
muscle contraction | [} contractile fiber part
muscle cell differentiation 1 collagen-containing extracellular matrix
muscle tissue development + Count myofibril [ )
muscle organ development . a0 sarcomere 1 Count
striated muscle tissue development . &0 cell-substrate junction ® 20
striated muscle cell differentiation < [ ] . s cell-substrate adherens junction @ «
heart contraction | [ J focal adhesion LX)
heart process | o @ cell-cell junction
regulation of muscle system process ) endoplasmic reticulum lumen o adost
muscle cell development | ) p.adiust cytoplasmic vesicle lumen ® padg
striated muscle cell development [ ] vesicle lumen [])
striated muscle contraction [ ] Te09 I band @ 1605
regulation of muscle contraction 1 [ ] 2000 Z disc [ ]
actin filament-based movement 1 [ ] 2000 sarcolemma [ 2005
actin-mediated cell contraction { L] 4009 sarcoplasm L
myofibril assembly + [ ] e 09 sarcoplasmic reticulum [ ]
muscle filament sliding 1 ® myosin complex{ @
actin-myosin filament sliding striated muscle thin filament{ ®
sarcomere organization; ® myofilament{ ®
0.02 0.04 0.06 0.08 0.01 0,02 0,03 0,04 0.05
GeneRatio GeneRatio
GO Molecular Function
actin binding | []
cell adhesion molecule binding 1 .
amide binding- .
sulfur compound binding 1 . p.adjust
peptide binding | [ ]
glycosaminoglycan binding 1 . 0.002
extracellular matrix structural constituent [ ] 0.004
actin filament binding - [ ] 00
heparin binding- [ ] h
. 0.008
structural constituent of muscle { (]
collagen binding: @ Count
oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as acceptor- [ ] ®
extracellular matrix binding @ @ «
actinin binding+ @ . 60
alpha-actinin binding{ ®
proteoglycan binding ®
laminin binding- @
muscle alpha-actinin binding ®
0.02 0.04 0.06
GeneRatio

Supplementary Figure 4. GO enrich analysis was performed for differentially expressed genes.
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