
Ray, D. and Chatterjee, N. A powerful method for pleiotropic analysis under composite null hypothesis identifies
novel shared loci between type 2 diabetes and prostate cancer. PLoS Genet.; DOI: 10.1371/journal.pgen.1009218

0

5

10

15

20

−
lo

g 1
0(

p−
va

lu
e)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

●●
●
●●
●●●●

●

●●
●●●
●●●●
●
●●●●●●●
●
●●●●●
●
●●●●●●●●●
●
●●
●●
●●●
●
●●●●●●●
●
●●●●●●●●●●
●●●●●●
●●
●
●●●●●●●
●
●●●
●
●●●●●●●
●●●●●●
●●●●●
●

●
●
●

●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●
●
●●●●
●
●●

●

●●
●
●
●
●
●
●●
●●●
●
●

●●●●●●●●●●●●
●
●●●●●●●●●●●●●●●●●●
●●●●●●●●●●●●●●

●
●●

●

●●●
●●●

●
●
●●●
●
●●●●●
●
●●●●
●●●
●●
●●●
●
●
●●●●●●
●●
●●●●●●
●●●
●●●●●
●
●●●●●●●●●●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●
●
●●●●●●●●●●
●●●●●●
●●●●●●●●
●●●●●●
●●●●●●●●●
●
●●●●
●●
●●●●●●●●●
●●●
●
●●●●
●●●●●●●●●

●

●●
●●●
●
●●●●●●●●●
●●●●●●
●
●
●
●●●●●●●●●
●

●●
●●
●

●●●
●●
●
●●●●
●●●●
●
●●●●●●●●●●●●●●●●
●●●●●●●●●●●●●●●
●
●●●●●●●●●●●●●●
●●
●●●●
●
●●●●
●
●●●●●●●●●●●●●●●●●●●
●
●
●●
●
●●●●●
●●

●
●
●
●●●●●●●●●●●●●●●●●●●●
●
●●●
●●●●●●●●●●●●●●●●●●●
●●●●●●
●
●●●●●●●●●●●
●
●●●●●●●●●●●●●

●

●●●●●●●●●●●●●●●●●●●●
●
●●
●●●●●●●
●●●●●●●●●●●●●●●●●
●
●
●●●●●●
●●●●●
●
●●
●
●
●●
●●●●●●
●●●●●●●
●●
●●
●●●●
●●●●●●●●●●
●
●●
●
●●●●●●●●●●
●●●●●●●●●●●
●
●●
●●
●
●
●●●●●
●●●●●●●
●●●●●●●●●●●●●●●●●●●●●
●●●●●
●●●
●●
●●●●●
●●●●
●●●
●●●●●●●
●
●●●●●●●
●●●
●●
●●
●●●
●●●●●●●●
●●
●●●●●●
●●
●
●●●●●
●●
●
●
●
●●
●●
●
●
●●●
●
●
●●●●●●●●●
●●●●●●●●●
●●●●
●●●
●
●
●●
●
●
●
●●●●
●
●●
●
●●●●
●
●●
●●●●●●
●●
●●●●●
●
●●●●
●●●●

●
●●

●●●●●●●●●●●●●●●●●●● ●●●●●●●●●●
●
●●●●●●
●
●

●

●

●

●

●

●●

●

●

●

●●

●
●

●●

●
●
●●

●

●●
●

●

●●
●

●

●

●

●
●●
●

●
●

●●

●
●
●

●
●

●
●

●●

●

●

●
●●

●

●●●●

●

●
●●●●

●

●

●

●●
●

●

●●
●●

●
●
●
●●●
●
●●
●●●
●
●●●
●●●●
●
●●
●●●

●

●
●
●●●●
●●
●
●
●
●

●●●●
●
●●●●●●
●●●●●
●●
●●
●●
●
●●●●●●●
●●●●
●
● ●

●●●
●●●●●●●●●●
●●●●●●●●
●

●

●●●●●●●
●●●●●●●
●

●

●●●●●●

●

●●

●

●

●

●

●

●●

●

●

●

●
●●

●●

●

●●

●

●

●
●●

●

●

●●

●

●●

●●
●●●
●
●
●●

●

●●●

●

●

●●

●
●●

●

●
●

●

●
●●
●

●●●
●●

●

●

●●

●●●

●

●●●●

●
●●●●●●●●●●

●

●

●●●●

●●●

●

●

●
●●●●●●

●

●●●●●●●●●●

●

●

●

●●●

●

●●●●●●

●

●
●●●●●●●

●

●●●●●●●
●
●
●
●●●
●●
●
●
●
●●●●●●●●
●
●●●●●●●●●●
●●●●●●●●●●●●

●
●●●●●
●
●

●

●●●
●●
●●●
●●
●●●●●●●●●●●●●●●●●●●●

●
●
●●●●●●●●●●
●
●●●
●

●●●
●
●●●
●
●●●●●●●●

●

●●●●●●●
●
●
●
●●●

●●●
●●
●

●
●
●
●●●

●

●●●●●

●

●●●

●

●

●●●
●
●●●●●●●

●

●●●●●●●●●●●●●●●●●

●

●●●●●●
●
●●

●

●●●●●●●●●●●●●●●●●●
●
●●●●●●●●●
●●●●
●●●●●●●●●●●

●

●●●●●●●●●●●●●
●
●●
●
●
●●●
●
●
●
●●●●●●
●
●●●●●●●●●●●●●●●●
●●●●●●●●●●●●●
●●●●●●●●
●
●●●●●●●●
●●●●●●●●●●
●
●
●
●●●
●

●●●●
●
●●
●●
●●●●●
●
●●●●●●●●●

●

●

●

●

●

●●

●

●● ●
●
●●

●

●

●●
●
●●
●

●

●

●

●

●

●●

●

●

●

●
●

●

●

●●
●
●●●●●●

●

●

●

●

●

●

●●●●

●

●

●●

●●

●

●

●

●
●●

●
●

●

●
●

●●

●
●

●
●

●

●

●

●

●●

●
●
●●●
●●●●●●●

●
●

●

●

●

●

●●

●

●●

●

●

●

●

●
●●●

●
●

●●

●

●

●

●
●●●

●

●
●●●●
●
●
●

●

●●

●

●

●

●

●

●

●

●
rs32179920.2

0.4

0.6

0.8

r2

MIR31HG

MIR31

MTAP C9orf53

CDKN2A

CDKN2B−AS1

CDKN2B

DMRTA1

21.6 21.8 22 22.2 22.4
Position on chr9 (Mb)

Plotted SNPs

(a) T2D p-values
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(b) PrCa p-values
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S6 Fig: Locuszoom plots of association p-values for variants in and around gene CDKN2A.


