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Supplemental Figure S1. Additional representative TLS"? RNAs conform to predicted secondary
structure models. Chemical probing using the SHAPE reagent NMIA of the TLS representatives from
turnip yellow mosaic virus (TYMV) (A), Japanese soil-borne wheat mosaic virus (JSWMV) (B), and
Nudaurelia capensis beta virus (NCBV) (C). To enable direct comparison, reactivity data were plotted on
two alternate secondary structure models for Nudaurelia capensis beta virus (panel C) and the structure
and data presented on the right (3’ pseudoknot model) are the same as presented in Figure 2B.
Additional details and annotations can be found in the legend to Figure 2.



