Figure S8
Peptide SEQUEST
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Peptide MASCOT
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Protein coverage

Protein Identification Details

a X
Coverage ProteinCard
i phagy-related protein 32 0 rain ATCC 204508/ S288c) OX=559292 GN-ATG32 PE=1 SV=1 ‘
[ Annotate PTMs reported in Uniprot 1 51 101 151 201 251 301 351 401 451 501 529

[ Show only PTMs
[ Include PSMs that are Filtered Out

Coverage: 55.58%

Found Modifications:
Sequence Modification List

c Carbamidomethyl (C) 1 1 21 31 a 51 61 L 81 91 101 1

g gad tion (M) Modificatior i o c c

idation (M) 240458 DSSSTTIHTC LLDPHLSVLE LLSKTGHSES PMGQNLVTSI DISGNHNVND SISGSWQAIQ PLDLGASFIP ERCSSQTTNG SILSSSDTSE

Modificatior 121 o
P40458 EEQELLQAPA ADITNITKQG QEGANVVSPS HPFKQLQKIT SLPLPGKEKT NSFVMPKLSL TQK LT
Modificatior 241 6 ¢
P40458 TFPQYTGIVI I GKEVIPICQR
Modificatior 361 o
240458 RIKQKFETSW ¥ KSLSLRPSTL ASLLSLDSSS
Modificatior 481
P40458 IIKETWGKMN TFVLHALSKP LKFLENLNKS SEFSIDESNR ILALGYILL




Figure S8: Mass spectrometry analysis. (A) SEQUEST spectra, (B) MASCOT spectra, and

(C) Protein coverage.



