Artificial intelligence predicts the immunogenic landscape of SARS-CoV-2 leading to
universal blueprints for vaccine designs
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Supplementary Table 2: The number of total observed individuals (complete haplotypes) and the
number of unique haplotypes observed in each region.

Region Number of individuals | Number of unique haplotypes
Europe 1393 1308
North America 1075 1010
North-East Asia 104 100
Oceania 197 117
South Asia 3035 2946
South and Central America 2904 2791
South-East Asia 13071 9592
Sub-Saharan Africa 401 398
Western Asia 157 157




