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Table S1: Taqman Assay details 
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Figure S1. Synthetic procedure used to derive (substituted)imidazo[1,2-a]pyridine derivatives 3a-d 
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Figure S2. qPCR analysis of ALDH expression in basal epithelial cells after subpopulation selection. 

 

 

Gene expression of (A) ALDH1A1, (B) ALDH1A2 and (C) ALDH1A3, (D) ALDH1B1, (E) ALDH2, 

(F) ALDH3A1 and (G) ALDH7A1 using 2-dCT. RPLP0 was used as the control gene. SC- stem cell, 

TA- transit amplifying cell, and CB- committed basal cells. For ALDH1A1, 1A2, -2, and -3A1 

statistical significance was assessed using the Mann Whitney U test for comparing unpaired groups 

for TA compared with CB, herein SC (n=1), TA (n=3) and CB (n=4). Due to only one sample for SC, 
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statistical test for this population was unobtainable. For ALDH1A3, -1B1 and -7A1 statistical 

significance was assessed using the one-way ANOVA for multiple comparisons of unpaired groups, 

TA (n=8) and CB (n=8) compared to SC (n=3), and no statistical significance was found. *Note 

difference in scale. 
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Figure S3. Western Blot analysis of ALDH1A1 and ALDH1A3 expression in prostate cell lines and 

primary prostate epithelial cells. 

 

 

 

Analyses were carried out using ALDH1A1 and 1A3 specific antibodies in a panel of immortalised 

PCa cell lines (P4E6, PC-3, LNCaP), primary malignant lines (H796/19 and H-798/19) obtained from 

radical prostatectomies, a normal prostate epithelial cell line (PNT2-C2) and a benign hypertrophy 

cell line (BPH) obtained from transurethral resection of the prostate. 
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Figure S4: ImageJ analysis of fluorescence intensity profile of ALDH1A1 and ALDH1A3 staining. 
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 ALDH1A3 ALDH1A1 

LOCATION NUCLEUS CYTOPLASM NUCLEUS CYTOPLASM 

PNT2-C2 + +++ + + 

BPH-1 ++ ++++ + + 

P4E6 ++ +++++ ++++ ++ 

PC3 ++ +++++ + + 

LNCAP + + + + 

H796 + ++++ + + 

H798 + ++ ++ + 

 

Images represent only the red channel (ALDH1A1 or ALDH1A3 staining). Images were imported 

into ImageJ and the yellow lines represent the area of analysis. The graphs represent fluorescent 

intensity on the y-axis and distance on the x-axis. Table shows summary of expression.  
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Figure S5. ALDH gene expression analysis of primary prostatic epithelial cells after atRA treatment. 

 

Fold change of ALDH1A1 and ALDH1A3 expression relative to untreated control. RPLP0 was used 

as the housekeeping gene.  Analysis was performed by qPCR using 2-ddCT. Retinoic acid treatment 

was for 72 hours at 100nM. Samples studied were BPH, BPH-PIN (BPH sample but with signs of 

PIN) and cancer primary cells. Due to the requirement of a minimal of 3 repeats (n=3) to compare 

means of the groups, it was not possible to do apply a statistical test. Herein, BPH (n=1), BPH-PIN 

(n=1) and cancer (n=2) samples.  


