SUPPLEMENTAL MATERIAL



Table S1. Human specimen information.

Number | Age | Sex | QLT | (i) SURA | (RIN) SIRA | US®
1 29 M sooad | 100.60/231.90 | 6.1/7.6 gPCR
2 22 M aooad | 30.98/301.40 | 8.0/7.7 gPCR
3 66 | M Suicide | 47.48/285.70 |  5.2/4.7 gPCR
4 19 | M Suicide | 114.11/389.00 |  6.4/7.2 gPCR
5 60 M Sydden 25.4/123.25 7.2/6.5 gPCR
6 54 M | habracrhage | 164.67/400.00 | 8.3/8.8 gPCR
7 42 M | e o | 173.65/423.00 |  85/9.1 gPCR
8 19 [ M Suicide | 114.11/389.00 - NGS
9 21 M Suicide 35.3/59.66 : NGS
10 54 M | haoaorimae | 45.35/91.77 : NGS

- data not available but total RNA isolated from samples 8-10 passed their quality for

NGS experiments




Table S2. Summary of primary antibodies.

Protein Company Catalogue # Source Dilution
Cx43 Millipore MAB3068 Mono - Ms 1:50
HCN4 Alomone APC-052 Poly - Rbt 1:50

Caveolin3 Transduction 310421 Poly-Ms 1.50




Table S3. Significantly up- or down- regulated miRs in the SN vs. RA. Mean
relative miR expression and SEM in SN and RA, fold change and log fold

change, and P values shown.

Log fold

change P vdue

miR 5M mean 5N SEM RA mean R SEM Fold change

hsa-ma B-1-3p E.0DE-D2 3 DMOE-D2 Z.ME-01 E.DDE-02 -1L.40E-01 -5.0DE-01 3.0E-02

heea-mi B-103- 5p 1L00ED4 2 DOE-D5 3. ME-O5 L.0DE-O5 3 .S0E-05 3.60E-01 S.0E-02

h=a-miR-10b-5p 5.00E-DZ 2 DDE-0F 1.00E-D2 1.0DE-03 4,00E-D02 B.S0E-D1 1.00E-03

h=a-miR-10b-3p 1o0EDZ L.OE-D2 2.DDE-DF 2.D0E-D3F SHE-D3 5.J0E-DL 1.D0OE-DZ

hea-miR-126-3p 3AL1EHDD B SDE-D1 7.65E+DD 1.31E+DD -1, 24E+D0 -3.50E-01 4.00E-D2

h=a-mi B- 130b-3p 200 E-D3 L.DE-D3 1.0pE-02 L.0DE-03 -3.DE-03 -1, BOE-D01 S.0ME-02
hsa-ma B- 130b-5p 3.0 E-D3 4 DDE-D4 1.00E-02 1.0DE-03 -3.E-03 -3, 20E-01 2. ME-02
hsa-miR-133a-3p 9.25E+00 1.77E+DD 5.05E+D1 1.13E+01 -1, 1ZE+01 -7.40E-01 1.00E-03

J.00EDZ B IE-03 1.62E-01 6.20E-02 -1.30E-01 -7. 10E-01 3.36E-02

1T0EDL 3 E-D2 4.40E-01 E.DDE-D2 -2. TDE-01 -1, 10E-01 9.0ME-D3

3.00E-D3 L.DE-D3 Z.ME-02 L.0DE-02 -2, DE-02 -8, 90E-01 4.0E-02

Z.00E-DS 1.0DE-D5 4, ME-DE 3.0DE-DE 1.0DE-D5 5.50E-01 5.0E-02

Z.00E-D2 1.OE-D2 4.D0E-02 6.00E-D3 -2.0E-02 -3. 10E-01 5.DME-D2

3.00ED3 1.E-D03 4.DOE-02 1.00E-D2 -4, ME-02 - 1. 'GE+DD 1.00E-D3

hea-mi B- 153b-3p Z00EDT 4,00E-D4 1.E-DF 2, 00E-04 L.DE-D3 3 ADE-01 2. 0ME-02

h=3-miR-1%8 1LMEDS 3 DDE-D4 4,E-D4 3.00E-04 3 00E-04 Z2.70E-01 4,00E-D02

he=a-miR-204-5p BIDEDL 2. 10E-D1 1.60E-D1 3.0DE-02 6.50E-01 7.00E-D1 2. 0ME-03

nE3-miR-210-3p 4.00E-D2 1.OE-D2 1.30E-01 3.D00E-D2 -0, ME-02 -5, 10E-01 1.D0E-D2

3.00ED3 1.OE-D3 2.DDE-D4 1.00E-04 3 OE-D3 123E+DD 1.D00E-D3

200 E-D4 4 DOE-D5 1.00E-03 2, 00E-04 -3, 40E-01 S.0ME-02

1.00E-D2 3 DDE-D3 2. ME-02 2. 0DE-03 -3, TOE-01 5.0ME-03
1.00E-D2 1.0DE-03 1.00E-02 1.0DE-03 -3.30E-01 6. ME-03

-03 3 IE-04 2. DDE-D3 2.D0E-04

-0l 3.D0E-D2

-0l 6 JIE-D2 5.20E-01 7.D0E-D2 -0l 3.D0E-D2

01 & DOE-D2 S.40E-01 7.00E-02 -3, 50E-01 2. 0ME-02

5.10E-D1 2 JOE-01 2, 35E+DD 5.30E-01

-3, 10E-01 3.0E-02

L69E+DD 4. F0E-01 4. TEE+DD 1. 14E+0D -3.0FE+DD -1, S0E-01 4.00E-02

EDDEDZ 2 JMIE-D2 1.90E-01 3.D00E-D2 -1. 10E-01 -3. BDE-D1 1.D0E-D2

EOEDL & DDE-D2 S.20E-01 7.00E-02 -2, 60E-01 -3, 0DE-01 . 0ME-02

4.00E-04 2 DOE-D4 Z.ME-03 L.0DE-03 -1.D00E-03 -5.B0E-01 2. 0ME-02

-5p 3.00E-DT 1.0DE-O7 1.0DE-D5 7.0DE-DE -1.DE-05 -1. 56E+00 4.0E-02

3.00E-DS 1 IE-D5 2. DDE-D4 B.DDE-D5 - 1. MME-Du -T.G0E-01 4.00E-02

100ED3 3 IE-04 1.pOE-D2 3.00E-D3 -5.E-03 -9, G0E-01 2.DE-D2

3.00E-DS 2 DOE-D5 1.00E-04 2. 0DE-05 -1, DOE-04 -1, 60E-01 3.0E-03

6.50E-D1 1.0DE-D5 LATE+DD 4,00E-DE -7.BDE-01 -3.30E-01 4,00E-02

3.D0E-D5 5.20E-01 5.DME-DE 5.40E-01 2 JDDE-D5 7 60E-01 4.00E-02

J.00EDZ 1.OE-D2 6.DDE-D2 1.D00E-D2 -3. ME-02 -3.40E-01 2.DE-D2

h=a-miR-37E3-5p 4.00E-D4 1.00E-D 1.pDE-D3 1.00E-04 -3.0DE-D4 -2.60E-0L 5.00E-D2

mi R-4223 3.00E-D3 L.DE-D3 1.0pE-02 2. 00E-03 -5.DDE-03 -3, 40E-01 2. 0ME-02

hsa-miR-424-5p 1.00E-D3 3 DDE-D4 3.ME-03 1.0DE-03 -2.DE-03 -3, 90E-01 3.0E-02

hs3-miR-429 200 E-D4 2 IE-04 2. DDE-D3 1.00E-D3 -2.0DE-03 -9, 10E-01 4.00E-02
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miRs with significant higher expression in SN highlighted in bold.




