
B

59159 257

HOXA3

1690 4529631

HOXA2

C

ED

F
HOXA3HOXA2

9%

38%
53% 60%

36%

4%

no TGATNNAT

TGATNNAT

TGATNNAT 1 mismatch

G

Number of top HOX peaks 

%
 H

O
X 

pe
ak

s 
w

ith
 m

ot
if

H
12
p < e-14

38

8
p < e-9

30

Embryonic skeletal 
system development

Abnormal middle ear 
morphology

HOXA2 
regulated genes

A Hoxa1 HOXB1 Hoxa2 HOXB2 HOXA3 HOXC4  GFP     NT 

α-FLAG

α-β-ACTIN

α-Hoxa3

Hoxa1 HOXB1 Hoxa2 HOXB2 HOXA3 HOXC4  GFP     NT 

α-FLAG

α-β-ACTIN

α-Hoxa3


