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Supplementary Information

Supplementary Figures 1-5 show lower magnification images for CM proliferation and apoptosis.
Supplementary Figures 6-9 show source data for Western blots.
Supplementary Figure 10 shows gating strategy for flow cytometry.



Supplementary Figure 1. Lower magnification images for Figure 2. The representative regions of
images in Fig 2c, d, e and h are shown in yellow boxes.

Supplementary Figure 2. Lower magnification images for Figure 3. The representative regions of
images in Fig 3d, e, f and i are shown in yellow boxes.

Supplementary Figure 3. Lower magnification images for Extended Data Figure 11. The
representative regions of images in Extended Data Fig 11a, b, ¢, e and g are shown in yellow boxes.

Supplementary Figure 4. Lower magnification images for Extended Data Figure 3. The
representative regions of images in Extended Data Figure 3c, d, e and h are shown in yellow boxes.

Supplementary Figure 5. Lower magnification images for Extended Data Figure 9. The
representative regions of images in Extended Data Figure 9a and b are shown in yellow boxes.

Supplementary Figure 6. Original western blots for Figure 3a. The uncut blot images of Fig 3a
are shown in a. Representative images are from two separate blots together with the loading control
Gapdh. Two more independent experimental repeats are shown in b.

Supplementary Figure 7. Original western blots for Figure 3b. The uncut blot images of Fig 3b
are shown in a. Two more independent experimental repeats are shown in b and images are from
three different blots with loading control on each blot.

Supplementary Figure 8. Original western blots for Extended Data Figure 8b. The uncut blot
images are shown in a. Representative images are from three separate blots together with loading
control Gapdh. Two more independent experimental repeats are shown in b and ¢. Each experiment
was run on three separate blots with Gapdh or B-Actin as loading controls.

Supplementary Figure 9. Original western blots for Extended Data Figure 8e. The uncut blot
images are shown in a, representative images are from three different blots with Gapdh as loading
control. Two more independent experimental repeats are shown in b and ¢ with Gapdh as loading
controls.

Supplementary Figure 10. Gating strategy for Extended Data Figure 1c, d. Representative flow
plots from E17.5 ventricular hearts stained with PE-labeled cardiac Troponin C and Hoechst 33342.
Total cell population was gated in a, PE-positive CMs were gated in b and polyploidy was gated in c.
Gating strategy a-b were applied to all the experiments used to quantify the percentage of CMs in
Extended Data Figure 1c; gating strategy from a-c were applied to all the experiments used to quantify
percentages of CM polyploidy in Extended Data Figure 1d.



