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Ca. Haloredivivus
Ca. Nanosalinarum
Haloquadratum walsbyi (YP_658762)
Halobacterium sp. (093741)
Halobacterium salinarum R1 (YP_001689625) Sensory
Halorubrum lacusprofundi (BOLQT9) Rhodopsins
Halobacterium halobium (P33972)|Bacteriorhodopsins
Nonlabens marinus (W8VZW3)|CI'rhodopsins

Nonlabens marinus (W8VZ79)|Na+ rhodopsins

freshwater actinobacterium acAcidi (ACT3)

Ca. Aquiluna rubra (FJ545220)

Ca. Rhodoluna lacicola (FJ545221) Acidirhodopsins
freshwater actinobacterium aclB1 (EJX36523)

freshwater actinobacterium acAMD (ACT5)
Exiguobacterium sp. AT1b (YP_002885111)

Ca. Puniceispirillum marinum IMCC1322 (YP_003552453)
Gammaproteobacterium IMCC3088 (ZP_08271926)

Ca. Pelagibacter sp. IMCC9063 (YP_004358107)

Ca. Pelagibacter sp. HTCC7211 (ZP_05069347)
AG-410-G07

AG-404-B23 | G4

AG-430-018

AG-461-C10

AG-422-C10

Ca. Actinomarina minuta (AGQ19369.1)
AH-287-K22 G
AG-915-F11

AG-919-F05

AG-903-D11

AG-918-B15

AH-287-A16

uncultured bacterium EIL26B11 (ALS56155.1)
AG-470-E13

AG-333-M17

AG-313-C08

AG-313-122 G3

Xenorhodopsins

Halorhodopsins

Proteorhodopsins
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