>

cluster

single cell

O

cluster

single cell

Time lapse of PyMT single cell vs. cluster growth in 3D culture

Time lapse of PyMT single cell vs. cluster apoptosis in 3D culture
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Proliferation depends on cluster size and # of directly contacting neighbor cells
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Time lapse of human breast cancer single cell vs. cluster apoptosis in 3D culture
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Apoptosis time lapse monitoring of single tumor cells or clusters from individual patients
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# single cells| 53 39 22 9 21
# clusters 37 34 8 22 5
p-value p<0.0001 p=0.0031 p=0.0119 p=0.0011 p=0.0005
Breast cancer TNBC primary TNBC bone Her2+ primary Metaplastic
primary (NOS) metastasis
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# single cells| 34 22 17 56 66
# clusters 39 11 25 73 16
p-value p<0.0001 p=0.0049 p<0.0001 p=0.0031 p>0.05




