
Supplementary Table 1. MiRNA sequences 

MiRNA TaqMan ID Sekvens Reference 

hsa-miR-29a-3p 002112 uagcaccaucugaaaucgguua (1–8) 

hsa-miR-122-5p 002245 uggagugugacaaugguguuug (9–13) 

hsa-miR-145-5p 002278 guccaguuuucccaggaaucccu (13–15) *  

hsa-miR-151-3p 002254 cuagacugaagcuccuugagg (6,13,16) 

hsa-miR-151-5p 002642 ucgaggagcucacagucuagu (13)* 

hsa-miR-223-3p 002295 ugucaguuugucaaauacccca (13,17–20)  

hsa-miR-331-3p 000545 gccccugggccuauccuagaa (21,22)* 

hsa-miR-342-3p 002260 ucucacacagaaaucgcacccgu (13,23)* 

hsa-miR-433-3p 001028 aucaugaugggcuccucggugu (24)*  

hsa-miR-518b 001156 caaagcgcuccccuuuagaggu * 

hsa-miR-518f-3p 002388 gaaagcgcuucucuuuagagg (6) 

hsa-miR-520c-3p 002400 aaagugcuuccuuuuagagggu (25)* 

hsa-miR-572 001614 guccgcucggcgguggccca * 

hsa-miR-574-3p 002349 cacgcucaugcacacacccaca (6,13,26,27) 

hsa-miR-636 002088 ugugcuugcucgucccgcccgca * 

has-miR-664a-3p 002897 uauucauuuauccccagccuaca (13)* 

hsa-miR-720 002895 ucucgcuggggccucca (6,22) * 

hsa-miR-769-5p 001998 ugagaccucuggguucugagcu (13,28)* 

hsa-miR-1225-3p 002766 ugagccccugugccgcccccag * 

hsa-miR-1267 002885 ccuguugaaguguaaucccca * 

hsa-miR-1305 002867 uuuucaacucuaaugggagaga * 

hsa-miR-484 001821 ucaggcucaguccccucccgau control 

ath-miR-159a 000338 uuuggauugaagggagcucua Spike in 

cel-miR-39-3p 000200 ucaccggguguaaaucagcuug Spike In 

*In house pilot study of 43 women with PCOS and 20 controls (Sørensen AE et al., unpublished) 
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