S2 Fig.

The proportion of pfgch1 amplifications by the number pfd-

hfr and pfdhps mutations*. A. Africa, B. South(east) Asia
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* based on pfdhfr (N511, C59R, S108N and I164L) and pfdhps (S436A, A437G, K540E/K540N, A581G and S613A)



