
 
 

 

 
 

Supplementary Figure 1 

Gating strategy for FACS  

a. Dot plot of ungated mESCs showing gating strategy to exclude debris in FSC (Forward Scatter) versus SSC (Side Scatter). Percentage 
of events in Gate 1 is indicated.  

b. Dot plot of mESCs passing Gate 1 showing gating strategy to exclude dead cells in Propidium iodide versus FSC. Percentage of events 
in Gate 2 is indicated.   

c. Dot plot of mESCs passing Gate 2 showing gating strategy to exclude duplet cells in Hoechst versus Hoechst area. Percentage of 
events in Gate 3 is indicated.   

d. Dot plot of mESCs passing Gate 3 were gated for DNA content in G1 and G2/M phase of the cell cycle. The gate for the G2/M population 
was defined by doubling the intensity value of the G1 peak maximum.    

e. DNA content histogram events in Gate 3 showing counted events versus Hoechst area. Only cells passing gate G2/M were sorted.    

f. Table indicating gate hierarchy, percentage of events in each gate relative to parent population and total numbers of events within each 
gate. 

g. Table indicating the mean value for the G1 and G2/M populations.   

All measurements were done on the BD FACSJazz and analyzed with the FlowJo software, version 10.1r5.  
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Supplementary Methods 
 
scDamID2  
 

Lysis plate preparation – Timing 45 min for one plate 
CRITICAL It is crucial that the working area is sufficiently clean when working with single cell 

material. DNAZap and RNAseZAP treatment is required in steps 1-5 and 8-25. RNAseZAP 

treatment is sufficient for steps 26-33. Ethanol 80 % (vol/vol) treatment is sufficient for steps 34-

35.   

CRITICAL We recommend preparing lysis plates, adapter plates and master mixes before single-

cell material amplification by IVT in a PCR workstation.   

 
1. Pipet 5 µl of mineral oil in each well of a 384-well plate and seal the plate with an aluminium 

seal.   

2. Prepare the lysis mix according to the table below. Keep the mix on ice at all times.  

 

Reagent Amount for 1 
well (nl) 

Amount for 1 
plate (µl) 

Final concentration in mix  
 

Lysis buffer 1.03 x  290 162.5 1 x 

Proteinase K (20 mg/ml) 10 5.6 0.67 mg/ml 

Total volume 300   

 

3. In an 8-well PCR strip, aliquot 20.7 µl of mix per well of the strip. Spin for 3-5 sec on tabletop 

spinner. Keep on ice at all times. 

4. Dispense 300 nl per well with the Nanodrop II robot (Box 2). The cumulative reaction 

volume is 300 nl. 

5. Seal the plate and centrifuge at 2,000 g for 1 min at 4 °C. 

PAUSE POINT The lysis plates can be kept at 4 °C until sort on the same day or maximum 

overnight.  

 

Dam-POI induction – Timing 45 min performed in a cell culture hood  
6. Induce cells as stated in scDam&T Procedure steps 4-6. 

 

Prepare cells for FACS sorting by Hoechst staining – Timing 1 hr 30 min 
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7. Prepare cells for FACS sorting as stated in scDam&T Procedure steps 7-31. 

PAUSE POINT Proceed with lysis after FACS sorting or store the sorted plates at -20 °C 

for several months.  

 

Lysis – Timing 8 hr 20 min   
8. Thaw the plates on ice if stored at -20 °C. 

9. Put the plate in a thermocycler at 50 °C for 8 hr, then 80 °C for 20 min with the thermocycler 

lid at 100 °C and let the machine go to 4 °C at the end of the program.  

PAUSE POINT The lysed plates can be kept at -20 °C for several months.  

 
DpnI digestion – Timing 8 hr 35 min  

10. Thaw the plates on ice if stored at -20 °C. 
11. Thaw the 10x CutSmart buffer at room temperature and keep on ice. Keep the DpnI 

enzyme on an ice block at all times.   

12. Prepare the DpnI mix according to the table below. Keep the mix on ice at all times.  

 

Reagent Amount for 1 
well (nl) 

Amount for 1 
plate (µl) 

Final concentration in mix  
 

Nuclease-free water 590 272.8  

10x CutSmart buffer 100 46.2 1.6 x 

DpnI (20 U/µl) 10 4.6 0.33 U/µl 

Total volume  700    

 

13. In an 8-well PCR strip, aliquot 39.9 µl of mix per well of the strip. Spin for 3-5 sec on 

tabletop spinner. Keep on ice at all times. 

14. Dispense 700 nl per well with the Nanodrop II robot (Box 2). The cumulative reaction 

volume is 1000 nl. 

15. Seal the plate and centrifuge at 2,000 g for 1 min at 4 °C 

16. Put the plate in a thermocycler at 37 °C for 8 hr, then at 80 °C for 20 min with the lid at 

100 °C and then place on ice for 1-2 min to cool down. 

17. Centrifuge at 2,000 g for 1 min at 4 °C   

 
Adapter dispension – Timing 45 min for 1 plate   
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18. Dispense adapters as stated in scDam&T Procedure steps 67-71 but dispense 400 nl of 

adapter instead of 50 nl. The cumulative reaction volume is 1400 nl.  

 

Adapter ligation – Timing 12 h 45 min overnight reaction  
19. Thaw the 10x Ligase buffer on ice. Keep the T4 ligase on an ice block at all times.   

20. Prepare the ligation mix according to the table below. Keep the mix on ice at all times.  

 

Reagent Amount for 1 
well (nl) 

Amount for 1 
plate (µl) 

Final concentration in mix  
 

Nuclease-free water 375 178.0  

10x Ligase buffer 200 94.9 3.33 x 

T4 Ligase (5 U/µl) 25 11.8 0.20 U/µl 

Total volume  600   

 

21. In an 8-well PCR strip, aliquot 35.1 µl of mix per well of the strip. Spin for 3-5 sec on 

tabletop spinner. Keep on ice at all times. 

22. Dispense 600 nl per well with the Nanodrop II robot (Box 2). The cumulative reaction 

volume is 2000 nl. 

23. Seal the plate and centrifuge at 2,000 g for 1 min at 4 °C 

24. Put the plate in a thermocycler at 16 °C for 12 hr, then 65 °C for 10 min with the lid at 100 

°C. Let the thermocycler go to 4 °C at the end of the program.  

25. Centrifuge at 2,000 g for 1 min at 4 °C   

PAUSE POINT The processed plate can be kept at -20 °C up to a month.  

 

Pool cells – Timing 1 hr for one plate  
26. Pool cells as stated in Procedure steps 79-82.   

 

Purification of barcoded material – Timing 1 hr   
27. Purify the barcoded material as stated in scDam&T Procedure steps 83-91 but use a 

lower dilution of AMPure XP beads (Reagent setup) and 1.0 volume diluted AMPure XP 

beads to purify material instead of 0.8 volume.  

 

Amplification by in vitro transcription – Timing 14 hr 15 min 

28. Amplify the barcoded material as stated in scDam&T Procedure steps 92-96.   



 4 

 

Purification of aRNA – Timing 1 hr   
29. Purify the aRNA as stated in scDam&T Procedure steps 97-108.  

 
aRNA fragmentation – Timing 5 min 

30. Fragment the aRNA as stated in scDam&T Procedure steps 109-113.   

 
Purification and quantification of fragmented aRNA – Timing 1 hr 45 min   

31. Purify the aRNA as stated in scDam&T Procedure steps 114-125.  

 

Reverse transcription – Timing 1 hr 30 min 
32. Reverse transcribe the aRNA for library preparation as stated in scDam&T Procedure 

steps 126-127.  

 
PCR indexing – Timing 30 min 

33. Index PCR the reverse transcribed material as stated in scDam&T Procedure step 128. 

 
Library purification – Timing 1 hr 30 min  

34.  Purify the libraries as stated in scDam&T Procedure steps 129-141. 

 

Library quantification and sequencing – Timing 19 hr  
35. Prepare the libraries for sequencing submission as stated in scDam&T Procedure steps 

142-145. 

PAUSE POINT The finished libraries can be kept at -20 °C indefinitely.    
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DamID2 in bulk  
 

Dam-POI induction – Timing 45 min performed in a cell culture hood  
1. Induce cells as stated in scDam&T Procedure steps 4-6. 

 
Genomic DNA isolation – Timing 3 hr  

2. Harvest cells χ hr after induction and extract gDNA following a standard gDNA extraction 

protocol. We use the Wizard Genomic DNA Purification Kit by Promega.  

 

DpnI digestion – Timing 12 hr 30 min  
3. Prepare the following mix.  

 

Reagent Amount per reaction (µl) Final concentration in reaction 
gDNA (50 ng/µl)  5 25 ng/µl 

10x CutSmart buffer  1  1 x 

DpnI (20 U/µl) 0.25  0.5 (U/µl) 

Nuclease-free water   3.75  

Total volume  10  

 

4. Digest the gDNA at 37 °C for 12 hr, then 80 °C for 20 min with the lid at 100 °C. Let the 

thermocycler go to 4 °C at the end of the program.  

 

Adapter ligation – Timing 16 hr 30 min overnight reaction 
5. Prepare the following mix.  

CRITICAL In case of more than one sample, use a uniquely barcoded DamID adapter per 

sample. 

 

Reagent Amount per reaction (µl) Final concentration 
Digested gDNA (step 4) 10   

DamID adapter (50 µM) 0.5  2 µM 

10x Ligase buffer  1.25 1 x 

Ligase (5 U/µl) 0.25 0.1 U/µl 

Nuclease-free water   0.5  
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Total volume  12.5    

 

6. Ligate the adapters by incubating reaction at 16 °C for 16 hr, then 65 °C for 10 min with 

the lid at 100 °C. Let the thermocycler go to 4 °C at the end of the program.  

 

Pool samples – Timing 10 min 
CRITICAL The pooling weight of each sample depends on the yield estimated from a 

methyl-PCR, and can vary between 0.5 and 10 μl per sample.  

CRITICAL Work on a clean bench free from RNAses. RNAseZAP treatment is sufficient 

for steps 7-25. Ethanol 80 % (vol/vol) treatment is sufficient for steps 26-28.   
7. Pool samples to a maximum total of 2 μg with non-overlapping barcodes in a clean tube.  

 

Purification of barcoded material – Timing 1 hr   
8. Purify the barcoded material as stated in scDam&T Procedure steps 83-91 but use 

undiluted instead of diluted AMPure XP beads, 1.0 volume AMPure XP beads to purify 

material instead of 0.8 volume and elute in 50 µl nuclease-free water instead of 7 µl.    

9. Repeat step 8, but use 0.8 volume AMPure XP beads to purify material instead of 1.0 

volume and elute in 25 µl nuclease-free water instead of 50 µl.    

 

Amplification by in vitro transcription – Timing 2 hr 15 min 
10. Thaw the Megascript T7 10x buffer at room temperature. Vortex thoroughly to dissolve 

precipitates and keep at room temperature.  

11. Thaw the Megascript T7 NTPs on ice and keep on ice. Keep the enzyme mix on an ice 

block at all times.   

12. Prepare the Megascript T7 mix as indicated in the table below 

 

Reagent Amount (µl) Final concentration in reaction 
Cleaned material (step 9)  4  

Nuclease-free water 4  

10x T7 buffer 2 1 x 

ATP (75 mM) 2 7.5 mM 

UTP (75 mM) 2 7.5 mM 

GTP (75 mM) 2 7.5 mM 
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CTP (75 mM) 2 7.5 mM 

T7 enzyme mix  2  

Total volume  20  

 

13. Incubate the mix in a thermocycler at 37 °C for 2 hr with the lid heated to 70 °C. Let the 

thermocycler go to 4 °C at the end of the program. 

 

Purification of aRNA – Timing 1 hr   
14. Add 40 µl nuclease-free water to the aRNA (step 13).   

15. Purify the aRNA as stated in scDam&T Procedure steps 97-108 but elute in 50 µl instead 

of 23 µl.  

16. Quantify the aRNA by measurement on a Nanodrop spectrophotometer machine and 

dilute aRNA to 50 ng/µl.  

 
aRNA fragmentation – Timing 5 min 

17. Take 20 µl of diluted aRNA (step 16) and fragment as stated in scDam&T Procedure 

steps 109-113.   

 
Purification and quantification of fragmented aRNA – Timing 1 hr 45 min   

18. Purify the aRNA as stated in scDam&T Procedure steps 114-125 but elute in 15 µl 

instead of 13 µl.  

19. Quantify the aRNA by measurement on a Nanodrop spectrophotometer machine and 

dilute to a concentration between 2 and 15 ng/µl for subsequent quantification on a 

Bioanalyzer RNA pico chip. Run chip according to the instructions of the kit.  

 

Reverse transcription – Timing 1 hr 30 min 
20.  Prepare the randomhexRT mix as indicated in the table below. 

 

Reagent Amount (µl) Final concentration in reaction 
aRNA (step 19) 4  

randomhexRT primer (20 µM) 1 3.33 µM 

dNTP mix (10 mM) 1 1.66 mM 

Total volume  6  
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21. Heat mix in thermocycler at 65 °C for 5 min with lid at 100 °C. Immediately put on ice.  

22. Prepare the RT mix as indicated in the table below. Keep mix on ice and enzymes on ice 

block at all times.  

 

Reagent Amount (µl) Final concentration in reaction 
hexRT mix with aRNA (step 21) 6  

5x First strand buffer 2 1 x  

DTT (0.1 M) 1 10 mM 

RNase OUT (40 U/µl) 0.5 2 U/µl 

Superscript II (200 U/µl) 0.5 10 U/µl 

Total volume  10  

 

23. Heat mix in thermocycler at 25 °C for 10 min, then 42 °C for 1 hr with the cycler lid at 50 

°C. Let the thermocycler go to 4 °C at the end of the program.   

 
PCR indexing – Timing 30 min 

CRITICAL PCR amplification must be kept to a minimum to avoid over-amplification. We 

recommend 6-8 PCR cycles.  

24. Prepare the indexing mix as indicated in the table below. Keep mix on ice. Index each 

sample with a unique RPi primer for multiplexing.  

 

Reagent Amount (µl) Final concentration in reaction 
Reverse transcribed material (step 23)  10  

Nuclease-free water  11  

2x NEBNext High-Fidelity PCR Master Mix 25 1x  

RNA PCR primer RP1 (10 µM) 2 0.4 µM 

RNA PCR index primer RPi (10 µM) 2 0.4 µM 

Total volume  50  

 

25. Put mix in thermocycler and run PCR program with the lid heated at 105 °C as indicated 

in the table below.  

 

Cycle number Denature Anneal Extend 
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1 98°C, 30 s   

2-11 98°C, 10 s 60°C, 30 s 72°C, 30 s 

12   72°C, 10 min 

 
Library purification – Timing 1 hr 30 min 

26.  Purify the libraries as stated in scDam&T Procedure steps 129-141. 

27. Quantify the aRNA by measurement on a Nanodrop spectrophotometer machine and 

dilute aRNA to 2 ng/µl for quantification on a Bioanalyzer HS DNA chip. Run chip 

according to the kit manual.  

 

Library quantification and sequencing – Timing 19 hr  
28. Prepare the libraries for sequencing submission as stated in scDam&T Procedure steps 

142-145. 

PAUSE POINT The finished libraries can be kept at -20 °C indefinitely.   
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Supplementary Manual 
 
Molecule after each protocol step – DamID  
 
 
After ligation of ds DamID adapters (example adapter with barcode 1) 5’à 3’ 
 
Fork  T7 promoter        TSS Illumina P5 sequence     UMI barcode UMI barcode 
GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCANNNTATGGA-DNA sequence 
TTCGAGGGCCATTATGCTGAGTGATATCCCCAAGTCTCAAGATGTCAGGCTGCTAGNNNACGTNNNATACCT-DNA sequence 
 
                             
 
After IVT 5’à 3’ 

 TSS Illumina P5 sequence     UMI barcode UMI barcode 
   GGGGUUCAGAGUUCUACAGUCCGACGAUCNNNUGCANNNUAUGGA-DNA sequence 

 
 
 
After hexRT-mediated RT (library prep) 5’ à 3’  
 
By using the random hexRT primer, containing a sequence used as in the RA3 sequence (Illumina 
Truseq Small RNA) and serving as the P7 
 

 TSS Illumina P5 sequence     UMI barcode UMI barcode           hexRT 
containing P7 

   GGGGUUCAGAGUUCUACAGUCCGACGAUCNNNUGCANNNUAUGGA-DNA sequence- 
   CCCCAAGTCTCAAGATGTCAGGCTGCTAGNNNACGTNNNATACCT-DNA sequence-
NNNNNNTGGAATTCTCGGGTGCCAAGGC 

 
 
 
After PCR (library prep; example RPi index primer 1) 5’ à 3’  
 
By using the universal RP1 primer, containing an overlapping sequence with the Illumina P5 
sequence in the adapter (Illumina Truseq Small RNA) 
By using the indexed RPi primer, containing an overlapping sequence with the P7 sequence of the 
hexRT, an index, and a sequence to anneal to the flow cell 
 
 
       universal RP1 primer        Illumina P5 sequence UMI barcode UMI barcode     hexRT containing P7   
universal RP1 overlapping with P7 sequence (index underlined) 
     ATGATACGGCGACCACCGAGATCTACACGTTCAGAGTTCTACAGTCCGATCNNNUGCANNNUAUGGA-DNA sequence-
NNNNNNACCTTAAGAGCCCACGGTTCCTTGAGGTCAGTGTAGTGCTAGAGCATACGGCAGAAGACGAAC 
     TACTATGCCGCTGGTGGCTCTAGATGTGCAAGTCTCAAGATGTCAGGCTAGNNNACGTNNNATACCT-DNA sequence-
NNNNNNTGGAATTCTCGGGTGCCAAGGAACTCCAGTCACATCACGATCTCGTATGCCGTCTTCTGCTTG 
 
 
 
All Illumina Truseq Small RNA sequences can be found at:  
www.nature.com/protocolexchange/system/uploads/6661/original/SupplementaryDocument2-
illumina-adapter-sequences-Feb2018.pdf?1530635414 
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Molecule after each protocol step – CEL-Seq (as in CEL-Seq2 protocol) 
 
 
After annealing of CEL-Seq primer to the mRNA molecule (example primer with barcode 1) 
5’à 3’ 
 
                        polyT   barcode UMI barcode UMI Illumina P5 sequence TSS T7 promoter         
mRNA sequence-AAAAAAAAAAAAAAAAAAAAAAAAA 
             VTTTTTTTTTTTTTTTTTTTTTTTTTTACTNNNGTAGNNNCTAGCAGCCTGACATCTTGAGGGATATCACTCAGCATAATGGCCG 
 
 
 
After RT with the CEL-Seq primer 5’à 3’ 
 
                        polyT   barcode UMI barcode UMI Illumina P5 sequence TSS T7 promoter         
mRNA sequence-AAAAAAAAAAAAAAAAAAAAAAAAA 
mRNA sequence-TTTTTTTTTTTTTTTTTTTTTTTTTTACTNNNGTAGNNNCTAGCAGCCTGACATCTTGAGGGATATCACTCAGCATAATGGCCG 
 
 
 
After second strand synthesis 5’ à 3’ 
 
                        polyT   barcode UMI barcode UMI Illumina P5 sequence TSS T7 promoter         
mRNA sequence-AAAAAAAAAAAAAAAAAAAAAAAAAATGANNNCATCNNNGATCGTCGGACTGTAGAACTCCCTATAGTGAGTCGTATTACCGGC 
mRNA sequence-TTTTTTTTTTTTTTTTTTTTTTTTTTACTNNNGTAGNNNCTAGCAGCCTGACATCTTGAGGGATATCACTCAGCATAATGGCCG 
 
 
 
After IVT 5’à 3’ 
                    TSS Illumina P5 sequence UMI barcode UMI barcode  
                      GGGAGUUCUACAGUCCGACGAUCNNNGAUGNNNUCAU-UUUUUUUUUUUUUUUUUUUUUUUUU-mRNA sequence 
 
 
 
After hexRT-mediated RT (library prep) 5’ à 3’  
 
By using the random hexRT primer, containing a sequence used as in the RA3 sequence (Illumina 
Truseq Small RNA) and serving as the P7 
                 TSS Illumina P5 sequence UMI barcode UMI barcode                                
hexRT containing P7 
                      GGGAGUUCUACAGUCCGACGAUCNNNGAUGNNNUCAU-UUUUUUUUUUUUUUUUUUUUUUUUU 
                      CCCTCAAGATGTCAGGCTGCTAGNNNCTACNNNAGTA-AAAAAAAAAAAAAAAAAAAAAAAAA-mRNA sequence-
NNNNNNTGGAATTCTCGGGTGCCAAGGC 
 
 
 
After PCR (library prep; example RPi index primer 1) 5’ à 3’  
 
By using the universal RP1 primer, containing an overlapping sequence with the Illumina P5 
sequence in the adapter (Illumina Truseq Small RNA) 
By using the indexed RPi primer, containing an overlapping sequence with the P7 sequence of the 
hexRT, an index, and a sequence to anneal to the flow cell 
 
             RP1 primer Illumina P5 sequence UMI barcode UMI barcode                  hexRT containing 
P7 universal RP1 overlapping with P7 sequence (index underlined) 
ATGATACGGCGACCACCGAGATCTACACGTTCAGAGTTCTACAGTCCGACGATCNNNGATGNNNTCAT-TTTTTTTTTTTTTTTTTTTTTTTTT-mRNA sequence-
NNNNNNACCTTAAGAGCCCACGGTTCCTTGAGGTCAGTGTAGTGCTAGAGCATACGGCAGAAGACGAAC 
TACTATGCCGCTGGTGGCTCTAGATGTGCAAGTCTCAAGATGTCAGGCTGCTAGNNNCTACNNNAGTA-AAAAAAAAAAAAAAAAAAAAAAAAA-mRNA sequence-
NNNNNNTGGAATTCTCGGGTGCCAAGGAACTCCAGTCACATCACGATCTCGTATGCCGTCTTCTGCTTG 
                            



6XSSOHPHQWDU\�7DEOH��

1 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATGNNNTCATTTTTTTTTTTTTTTTTTTTTTTTTV

2 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTCNNNCGAGTTTTTTTTTTTTTTTTTTTTTTTTV

3 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCANNNGACATTTTTTTTTTTTTTTTTTTTTTTTV

4 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACGNNNCGGATTTTTTTTTTTTTTTTTTTTTTTTV

5 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCAGNNNTCGTTTTTTTTTTTTTTTTTTTTTTTTTV

6 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCANNNAGTTTTTTTTTTTTTTTTTTTTTTTTTTV

7 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTCNNNGATGTTTTTTTTTTTTTTTTTTTTTTTTV

8 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCACNNNATGATTTTTTTTTTTTTTTTTTTTTTTTV

9 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTCNNNGCGTTTTTTTTTTTTTTTTTTTTTTTTTV

10 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACANNNCGTGTTTTTTTTTTTTTTTTTTTTTTTTV

11 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCANNNGAACTTTTTTTTTTTTTTTTTTTTTTTTV

12 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCTNNNCTCTTTTTTTTTTTTTTTTTTTTTTTTTV

13 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTANNNAGTCTTTTTTTTTTTTTTTTTTTTTTTTV

14 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGANNNTACATTTTTTTTTTTTTTTTTTTTTTTTV

15 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTCNNNCTGTTTTTTTTTTTTTTTTTTTTTTTTTV

16 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCANNNCGTTTTTTTTTTTTTTTTTTTTTTTTTTV

17 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTACNNNATCTTTTTTTTTTTTTTTTTTTTTTTTTV

18 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACTNNNTACTTTTTTTTTTTTTTTTTTTTTTTTTV

19 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTATNNNGCGCTTTTTTTTTTTTTTTTTTTTTTTTV

20 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGANNNCTAGTTTTTTTTTTTTTTTTTTTTTTTTV

21 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACTNNNACCTTTTTTTTTTTTTTTTTTTTTTTTTV

22 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCATNNNGTGTTTTTTTTTTTTTTTTTTTTTTTTTV

23 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGANNNAGAGTTTTTTTTTTTTTTTTTTTTTTTTV

24 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGTNNNTAGTTTTTTTTTTTTTTTTTTTTTTTTTV

25 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGAGNNNGTCTTTTTTTTTTTTTTTTTTTTTTTTTV

26 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACTNNNCTTCTTTTTTTTTTTTTTTTTTTTTTTTV

27 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACANNNCTCTTTTTTTTTTTTTTTTTTTTTTTTTV

28 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCATNNNGCTGTTTTTTTTTTTTTTTTTTTTTTTTV

29 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACGNNNATAGTTTTTTTTTTTTTTTTTTTTTTTTV

30 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCGNNNGCTGTTTTTTTTTTTTTTTTTTTTTTTTV

31 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGANNNTGGATTTTTTTTTTTTTTTTTTTTTTTTV

32 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCTNNNGTAGTTTTTTTTTTTTTTTTTTTTTTTTV

33 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCANNNCAACTTTTTTTTTTTTTTTTTTTTTTTTV

34 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGACNNNCAACTTTTTTTTTTTTTTTTTTTTTTTTV

35 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCANNNGAGATTTTTTTTTTTTTTTTTTTTTTTTV

36 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCAGNNNAGCTTTTTTTTTTTTTTTTTTTTTTTTTV

37 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGTNNNCATGTTTTTTTTTTTTTTTTTTTTTTTTV

38 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATCNNNCTGCTTTTTTTTTTTTTTTTTTTTTTTTV

39 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTGNNNTAGATTTTTTTTTTTTTTTTTTTTTTTTV

40 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGATNNNTCTCTTTTTTTTTTTTTTTTTTTTTTTTV

41 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCTNNNTGCATTTTTTTTTTTTTTTTTTTTTTTTV

42 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCGNNNCAAGTTTTTTTTTTTTTTTTTTTTTTTTV

43 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCGNNNACCATTTTTTTTTTTTTTTTTTTTTTTTV

44 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGACNNNCTGATTTTTTTTTTTTTTTTTTTTTTTTV

45 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGANNNGATGTTTTTTTTTTTTTTTTTTTTTTTTV

46 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCGNNNCTTATTTTTTTTTTTTTTTTTTTTTTTTV



47 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGANNNATGCTTTTTTTTTTTTTTTTTTTTTTTTV

48 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATAGNNNTAGCTTTTTTTTTTTTTTTTTTTTTTTTV

49 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGANNNGATTTTTTTTTTTTTTTTTTTTTTTTTTV

50 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAACNNNCTATTTTTTTTTTTTTTTTTTTTTTTTTV

51 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAAGNNNGCGTTTTTTTTTTTTTTTTTTTTTTTTTV

52 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAATNNNCTCATTTTTTTTTTTTTTTTTTTTTTTTV

53 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGTNNNGTGATTTTTTTTTTTTTTTTTTTTTTTTV

54 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACANNNTAACTTTTTTTTTTTTTTTTTTTTTTTTV

55 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATGNNNGCCATTTTTTTTTTTTTTTTTTTTTTTTV

56 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCTNNNCGCTTTTTTTTTTTTTTTTTTTTTTTTTV

57 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTGNNNGTCATTTTTTTTTTTTTTTTTTTTTTTTV

58 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTCNNNCTAATTTTTTTTTTTTTTTTTTTTTTTTV

59 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTGNNNTCTATTTTTTTTTTTTTTTTTTTTTTTTV

60 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACTNNNAGGTTTTTTTTTTTTTTTTTTTTTTTTTV

61 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACAGNNNCATTTTTTTTTTTTTTTTTTTTTTTTTTV

62 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGCNNNCAATTTTTTTTTTTTTTTTTTTTTTTTTV

63 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAATNNNTGGATTTTTTTTTTTTTTTTTTTTTTTTV

64 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATANNNGCAGTTTTTTTTTTTTTTTTTTTTTTTTV

65 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATCNNNACGTTTTTTTTTTTTTTTTTTTTTTTTTV

66 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCATNNNATAGTTTTTTTTTTTTTTTTTTTTTTTTV

67 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGANNNGTAGTTTTTTTTTTTTTTTTTTTTTTTTV

68 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCTNNNTGTGTTTTTTTTTTTTTTTTTTTTTTTTV

69 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAATNNNCAGTTTTTTTTTTTTTTTTTTTTTTTTTV

70 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGACNNNAGAGTTTTTTTTTTTTTTTTTTTTTTTTV

71 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACANNNAGATTTTTTTTTTTTTTTTTTTTTTTTTV

72 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTGNNNTCTTTTTTTTTTTTTTTTTTTTTTTTTTV

73 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGTNNNCGTGTTTTTTTTTTTTTTTTTTTTTTTTV

74 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAACNNNCTTATTTTTTTTTTTTTTTTTTTTTTTTV

75 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCTNNNTGCTTTTTTTTTTTTTTTTTTTTTTTTTV

76 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACGNNNGAGCTTTTTTTTTTTTTTTTTTTTTTTTV

77 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCANNNCACCTTTTTTTTTTTTTTTTTTTTTTTTV

78 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCGNNNTAACTTTTTTTTTTTTTTTTTTTTTTTTV

79 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGTNNNCGTATTTTTTTTTTTTTTTTTTTTTTTTV

80 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATCNNNTGCGTTTTTTTTTTTTTTTTTTTTTTTTV

81 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACGNNNGATTTTTTTTTTTTTTTTTTTTTTTTTTV

82 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGCNNNCTCATTTTTTTTTTTTTTTTTTTTTTTTV

83 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTCNNNTCCTTTTTTTTTTTTTTTTTTTTTTTTTV

84 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCGNNNTGGTTTTTTTTTTTTTTTTTTTTTTTTTV

85 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATAGNNNGCATTTTTTTTTTTTTTTTTTTTTTTTTV

86 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGANNNGTTCTTTTTTTTTTTTTTTTTTTTTTTTV

87 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGGTNNNACAGTTTTTTTTTTTTTTTTTTTTTTTTV

88 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCACNNNACATTTTTTTTTTTTTTTTTTTTTTTTTV

89 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTCNNNTCAATTTTTTTTTTTTTTTTTTTTTTTTV

90 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTCNNNCTCTTTTTTTTTTTTTTTTTTTTTTTTTV

91 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGANNNGTGCTTTTTTTTTTTTTTTTTTTTTTTTV

92 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGTNNNCTATTTTTTTTTTTTTTTTTTTTTTTTTV

93 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCANNNACTATTTTTTTTTTTTTTTTTTTTTTTTV

94 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACTNNNTGAGTTTTTTTTTTTTTTTTTTTTTTTTV



95 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGTNNNGTTGTTTTTTTTTTTTTTTTTTTTTTTTV

96 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACTNNNAGCGTTTTTTTTTTTTTTTTTTTTTTTTV

97 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATANNNGTCATTTTTTTTTTTTTTTTTTTTTTTTV

98 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGTNNNGTTATTTTTTTTTTTTTTTTTTTTTTTTV

99 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGANNNGTCGTTTTTTTTTTTTTTTTTTTTTTTTV

100 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGTNNNACCTTTTTTTTTTTTTTTTTTTTTTTTTV

101 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTGNNNGTTATTTTTTTTTTTTTTTTTTTTTTTTV

102 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCTNNNGTCTTTTTTTTTTTTTTTTTTTTTTTTTV

103 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGGANNNCTGATTTTTTTTTTTTTTTTTTTTTTTTV

104 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTCNNNTATCTTTTTTTTTTTTTTTTTTTTTTTTV

105 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCANNNTACCTTTTTTTTTTTTTTTTTTTTTTTTV

106 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTAGNNNCTACTTTTTTTTTTTTTTTTTTTTTTTTV

107 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCTNNNACGTTTTTTTTTTTTTTTTTTTTTTTTTV

108 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTANNNGCCGTTTTTTTTTTTTTTTTTTTTTTTTV

109 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCGNNNATCGTTTTTTTTTTTTTTTTTTTTTTTTV

110 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTANNNTAGCTTTTTTTTTTTTTTTTTTTTTTTTV

111 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCTNNNCGAGTTTTTTTTTTTTTTTTTTTTTTTTV

112 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCANNNTCTCTTTTTTTTTTTTTTTTTTTTTTTTV

113 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTANNNAGATTTTTTTTTTTTTTTTTTTTTTTTTV

114 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAACNNNTCTTTTTTTTTTTTTTTTTTTTTTTTTTV

115 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTATNNNTCACTTTTTTTTTTTTTTTTTTTTTTTTV

116 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTGNNNTGGCTTTTTTTTTTTTTTTTTTTTTTTTV

117 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTANNNACATTTTTTTTTTTTTTTTTTTTTTTTTV

118 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGCGNNNACGTTTTTTTTTTTTTTTTTTTTTTTTTV

119 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATGNNNGATGTTTTTTTTTTTTTTTTTTTTTTTTV

120 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCGNNNTATCTTTTTTTTTTTTTTTTTTTTTTTTV

121 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGANNNAGACTTTTTTTTTTTTTTTTTTTTTTTTV

122 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGCNNNCTAGTTTTTTTTTTTTTTTTTTTTTTTTV

123 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGCNNNCGAATTTTTTTTTTTTTTTTTTTTTTTTV

124 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTGNNNGAAGTTTTTTTTTTTTTTTTTTTTTTTTV

125 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTAGNNNTCCGTTTTTTTTTTTTTTTTTTTTTTTTV

126 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTATNNNGTCTTTTTTTTTTTTTTTTTTTTTTTTTV

127 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGTNNNCACATTTTTTTTTTTTTTTTTTTTTTTTV

128 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGCNNNATAATTTTTTTTTTTTTTTTTTTTTTTTV

129 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCANNNCAGATTTTTTTTTTTTTTTTTTTTTTTTV

130 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACTNNNGTATTTTTTTTTTTTTTTTTTTTTTTTTV

131 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCTNNNTACGTTTTTTTTTTTTTTTTTTTTTTTTV

132 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGTNNNTCACTTTTTTTTTTTTTTTTTTTTTTTTV

133 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCTNNNTCGATTTTTTTTTTTTTTTTTTTTTTTTV

134 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGTNNNATTCTTTTTTTTTTTTTTTTTTTTTTTTV

135 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTGNNNGTAGTTTTTTTTTTTTTTTTTTTTTTTTV

136 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGANNNACCATTTTTTTTTTTTTTTTTTTTTTTTV

137 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCGNNNACCTTTTTTTTTTTTTTTTTTTTTTTTTV

138 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTGNNNATGATTTTTTTTTTTTTTTTTTTTTTTTV

139 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTATNNNTCCTTTTTTTTTTTTTTTTTTTTTTTTTV

140 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTANNNCACTTTTTTTTTTTTTTTTTTTTTTTTTV

141 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGACNNNTCCATTTTTTTTTTTTTTTTTTTTTTTTV

142 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTCNNNGCAGTTTTTTTTTTTTTTTTTTTTTTTTV



143 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGCNNNTGCTTTTTTTTTTTTTTTTTTTTTTTTTV

144 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATANNNGACCTTTTTTTTTTTTTTTTTTTTTTTTV

145 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGTNNNTCTTTTTTTTTTTTTTTTTTTTTTTTTTV

146 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGATNNNAGGATTTTTTTTTTTTTTTTTTTTTTTTV

147 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCGNNNGAGTTTTTTTTTTTTTTTTTTTTTTTTTV

148 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTCNNNATAGTTTTTTTTTTTTTTTTTTTTTTTTV

149 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGCNNNACTCTTTTTTTTTTTTTTTTTTTTTTTTV

150 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGACNNNATTCTTTTTTTTTTTTTTTTTTTTTTTTV

151 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAATNNNGCATTTTTTTTTTTTTTTTTTTTTTTTTV

152 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATGNNNTGGTTTTTTTTTTTTTTTTTTTTTTTTTV

153 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCGNNNCATCTTTTTTTTTTTTTTTTTTTTTTTTV

154 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTGNNNAGCATTTTTTTTTTTTTTTTTTTTTTTTV

155 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCAGNNNGATATTTTTTTTTTTTTTTTTTTTTTTTV

156 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACACNNNGTAATTTTTTTTTTTTTTTTTTTTTTTTV

157 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACGNNNTCCATTTTTTTTTTTTTTTTTTTTTTTTV

158 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTAGNNNTGAATTTTTTTTTTTTTTTTTTTTTTTTV

159 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCANNNTCAATTTTTTTTTTTTTTTTTTTTTTTTV

160 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGTNNNCAATTTTTTTTTTTTTTTTTTTTTTTTTV

161 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTANNNGTCTTTTTTTTTTTTTTTTTTTTTTTTTV

162 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCAGNNNTAAGTTTTTTTTTTTTTTTTTTTTTTTTV

163 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGANNNTATGTTTTTTTTTTTTTTTTTTTTTTTTV

164 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGAGNNNTACCTTTTTTTTTTTTTTTTTTTTTTTTV

165 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATAGNNNACTCTTTTTTTTTTTTTTTTTTTTTTTTV

166 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGTNNNCACGTTTTTTTTTTTTTTTTTTTTTTTTV

167 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTCNNNGCAATTTTTTTTTTTTTTTTTTTTTTTTV

168 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACGNNNTCGTTTTTTTTTTTTTTTTTTTTTTTTTV

169 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATTCNNNACCGTTTTTTTTTTTTTTTTTTTTTTTTV

170 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTCNNNGTTATTTTTTTTTTTTTTTTTTTTTTTTV

171 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCTNNNTCTTTTTTTTTTTTTTTTTTTTTTTTTTV

172 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCATNNNGCAATTTTTTTTTTTTTTTTTTTTTTTTV

173 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTGNNNTACATTTTTTTTTTTTTTTTTTTTTTTTV

174 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTGNNNACACTTTTTTTTTTTTTTTTTTTTTTTTV

175 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGACNNNGCTTTTTTTTTTTTTTTTTTTTTTTTTTV

176 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCATNNNCGGCTTTTTTTTTTTTTTTTTTTTTTTTV

177 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGATNNNCATATTTTTTTTTTTTTTTTTTTTTTTTV

178 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCGNNNCGTATTTTTTTTTTTTTTTTTTTTTTTTV

179 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGGCNNNTAAGTTTTTTTTTTTTTTTTTTTTTTTTV

180 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCANNNTGTATTTTTTTTTTTTTTTTTTTTTTTTV

181 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATGNNNCACGTTTTTTTTTTTTTTTTTTTTTTTTV

182 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGANNNAGCCTTTTTTTTTTTTTTTTTTTTTTTTV

183 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCTNNNCATGTTTTTTTTTTTTTTTTTTTTTTTTV

184 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATCNNNTGGATTTTTTTTTTTTTTTTTTTTTTTTV

185 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCGNNNCTAATTTTTTTTTTTTTTTTTTTTTTTTV

186 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGCNNNATTATTTTTTTTTTTTTTTTTTTTTTTTV

187 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGANNNGTATTTTTTTTTTTTTTTTTTTTTTTTTV

188 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTCNNNCTCGTTTTTTTTTTTTTTTTTTTTTTTTV

189 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGCNNNTATATTTTTTTTTTTTTTTTTTTTTTTTV

190 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGGANNNCAACTTTTTTTTTTTTTTTTTTTTTTTTV



191 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATANNNTCTGTTTTTTTTTTTTTTTTTTTTTTTTV

192 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGCNNNATCCTTTTTTTTTTTTTTTTTTTTTTTTV

193 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGATNNNGAAGTTTTTTTTTTTTTTTTTTTTTTTTV

194 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAATNNNGTCGTTTTTTTTTTTTTTTTTTTTTTTTV

195 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCTNNNATGATTTTTTTTTTTTTTTTTTTTTTTTV

196 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAATNNNGTTCTTTTTTTTTTTTTTTTTTTTTTTTV

197 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACATNNNGAGATTTTTTTTTTTTTTTTTTTTTTTTV

198 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACGNNNTATGTTTTTTTTTTTTTTTTTTTTTTTTV

199 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATCNNNCAACTTTTTTTTTTTTTTTTTTTTTTTTV

200 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGCNNNGTTGTTTTTTTTTTTTTTTTTTTTTTTTV

201 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGTNNNAGATTTTTTTTTTTTTTTTTTTTTTTTTV

202 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGAGNNNCTAGTTTTTTTTTTTTTTTTTTTTTTTTV

203 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGAGNNNACTGTTTTTTTTTTTTTTTTTTTTTTTTV

204 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAACNNNGAGTTTTTTTTTTTTTTTTTTTTTTTTTV

205 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCTNNNCGGATTTTTTTTTTTTTTTTTTTTTTTTV

206 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACANNNGCACTTTTTTTTTTTTTTTTTTTTTTTTV

207 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGANNNCATCTTTTTTTTTTTTTTTTTTTTTTTTV

208 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACTNNNTCGCTTTTTTTTTTTTTTTTTTTTTTTTV

209 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCAGNNNCTCGTTTTTTTTTTTTTTTTTTTTTTTTV

210 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTCNNNACCATTTTTTTTTTTTTTTTTTTTTTTTV

211 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGCNNNTCAGTTTTTTTTTTTTTTTTTTTTTTTTV

212 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCGNNNTATATTTTTTTTTTTTTTTTTTTTTTTTV

213 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTANNNCATGTTTTTTTTTTTTTTTTTTTTTTTTV

214 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGTNNNTCTGTTTTTTTTTTTTTTTTTTTTTTTTV

215 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGTNNNGAGCTTTTTTTTTTTTTTTTTTTTTTTTV

216 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGCGNNNGACTTTTTTTTTTTTTTTTTTTTTTTTTV

217 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGATNNNTGGCTTTTTTTTTTTTTTTTTTTTTTTTV

218 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGTNNNCTGATTTTTTTTTTTTTTTTTTTTTTTTV

219 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTGNNNACAGTTTTTTTTTTTTTTTTTTTTTTTTV

220 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAACNNNGAAGTTTTTTTTTTTTTTTTTTTTTTTTV

221 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGAGNNNCGCATTTTTTTTTTTTTTTTTTTTTTTTV

222 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTCNNNCAGTTTTTTTTTTTTTTTTTTTTTTTTTV

223 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAAGNNNTGTCTTTTTTTTTTTTTTTTTTTTTTTTV

224 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTCNNNCATATTTTTTTTTTTTTTTTTTTTTTTTV

225 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGAGNNNCTTCTTTTTTTTTTTTTTTTTTTTTTTTV

226 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTCNNNGATCTTTTTTTTTTTTTTTTTTTTTTTTV

227 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCANNNTGGATTTTTTTTTTTTTTTTTTTTTTTTV

228 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACAGNNNGACGTTTTTTTTTTTTTTTTTTTTTTTTV

229 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCGNNNGTTATTTTTTTTTTTTTTTTTTTTTTTTV

230 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGCNNNCGATTTTTTTTTTTTTTTTTTTTTTTTTV

231 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCGNNNCACATTTTTTTTTTTTTTTTTTTTTTTTV

232 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGCNNNCACATTTTTTTTTTTTTTTTTTTTTTTTV

233 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGCNNNGACTTTTTTTTTTTTTTTTTTTTTTTTTV

234 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCANNNCGCGTTTTTTTTTTTTTTTTTTTTTTTTV

235 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCTNNNCTGCTTTTTTTTTTTTTTTTTTTTTTTTV

236 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACTNNNTAGATTTTTTTTTTTTTTTTTTTTTTTTV

237 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTCNNNCGTTTTTTTTTTTTTTTTTTTTTTTTTTV

238 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAAGNNNTGATTTTTTTTTTTTTTTTTTTTTTTTTV



239 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTACNNNCACGTTTTTTTTTTTTTTTTTTTTTTTTV

240 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTANNNGTACTTTTTTTTTTTTTTTTTTTTTTTTV

241 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGAGNNNAGTTTTTTTTTTTTTTTTTTTTTTTTTTV

242 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTAGNNNTATGTTTTTTTTTTTTTTTTTTTTTTTTV

243 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGGTNNNGTGTTTTTTTTTTTTTTTTTTTTTTTTTV

244 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTGNNNATTCTTTTTTTTTTTTTTTTTTTTTTTTV

245 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTANNNCTTCTTTTTTTTTTTTTTTTTTTTTTTTV

246 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGTNNNGCGTTTTTTTTTTTTTTTTTTTTTTTTTV

247 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACAGNNNAGGCTTTTTTTTTTTTTTTTTTTTTTTTV

248 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCTNNNGCCATTTTTTTTTTTTTTTTTTTTTTTTV

249 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACACNNNCGTCTTTTTTTTTTTTTTTTTTTTTTTTV

250 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACATNNNTCAGTTTTTTTTTTTTTTTTTTTTTTTTV

251 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTGNNNCACTTTTTTTTTTTTTTTTTTTTTTTTTV

252 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAACNNNGCTCTTTTTTTTTTTTTTTTTTTTTTTTV

253 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGAGNNNGTACTTTTTTTTTTTTTTTTTTTTTTTTV

254 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAATNNNTACGTTTTTTTTTTTTTTTTTTTTTTTTV

255 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAACNNNGCCATTTTTTTTTTTTTTTTTTTTTTTTV

256 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTATNNNGTTGTTTTTTTTTTTTTTTTTTTTTTTTV

257 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCTNNNACTCTTTTTTTTTTTTTTTTTTTTTTTTV

258 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATCNNNACTATTTTTTTTTTTTTTTTTTTTTTTTV

259 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCANNNTCAGTTTTTTTTTTTTTTTTTTTTTTTTV

260 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTCNNNATTCTTTTTTTTTTTTTTTTTTTTTTTTV

261 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTGNNNGACCTTTTTTTTTTTTTTTTTTTTTTTTV

262 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCATNNNCACCTTTTTTTTTTTTTTTTTTTTTTTTV

263 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTGNNNTACGTTTTTTTTTTTTTTTTTTTTTTTTV

264 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATGNNNATCGTTTTTTTTTTTTTTTTTTTTTTTTV

265 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACANNNTGAATTTTTTTTTTTTTTTTTTTTTTTTV

266 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCANNNGTCGTTTTTTTTTTTTTTTTTTTTTTTTV

267 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGCANNNTGGTTTTTTTTTTTTTTTTTTTTTTTTTV

268 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATGNNNGTTCTTTTTTTTTTTTTTTTTTTTTTTTV

269 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTCNNNTGGCTTTTTTTTTTTTTTTTTTTTTTTTV

270 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTAGNNNGATTTTTTTTTTTTTTTTTTTTTTTTTTV

271 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTANNNGCTATTTTTTTTTTTTTTTTTTTTTTTTV

272 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGANNNATCTTTTTTTTTTTTTTTTTTTTTTTTTV

273 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGACNNNCACTTTTTTTTTTTTTTTTTTTTTTTTTV

274 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGACGNNNACTCTTTTTTTTTTTTTTTTTTTTTTTTV

275 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGTNNNTGTCTTTTTTTTTTTTTTTTTTTTTTTTV

276 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTGNNNCGGTTTTTTTTTTTTTTTTTTTTTTTTTV

277 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGCNNNTCCATTTTTTTTTTTTTTTTTTTTTTTTV

278 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCTNNNGTACTTTTTTTTTTTTTTTTTTTTTTTTV

279 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGCNNNCTATTTTTTTTTTTTTTTTTTTTTTTTTV

280 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTGNNNGCACTTTTTTTTTTTTTTTTTTTTTTTTV

281 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCTNNNCGTCTTTTTTTTTTTTTTTTTTTTTTTTV

282 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGANNNGCTCTTTTTTTTTTTTTTTTTTTTTTTTV

283 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTCNNNGAGATTTTTTTTTTTTTTTTTTTTTTTTV

284 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGANNNAGGATTTTTTTTTTTTTTTTTTTTTTTTV

285 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGCNNNGAACTTTTTTTTTTTTTTTTTTTTTTTTV

286 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGCNNNCTCCTTTTTTTTTTTTTTTTTTTTTTTTV



287 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGTNNNGCCATTTTTTTTTTTTTTTTTTTTTTTTV

288 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGCNNNGATATTTTTTTTTTTTTTTTTTTTTTTTV

289 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCANNNTCCATTTTTTTTTTTTTTTTTTTTTTTTV

290 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGANNNCGGATTTTTTTTTTTTTTTTTTTTTTTTV

291 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGCGNNNGCAATTTTTTTTTTTTTTTTTTTTTTTTV

292 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGANNNGCAATTTTTTTTTTTTTTTTTTTTTTTTV

293 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTANNNGTGTTTTTTTTTTTTTTTTTTTTTTTTTV

294 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCTNNNGTCCTTTTTTTTTTTTTTTTTTTTTTTTV

295 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCTNNNAGAATTTTTTTTTTTTTTTTTTTTTTTTV

296 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGTNNNCGAATTTTTTTTTTTTTTTTTTTTTTTTV

297 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTGANNNCGTCTTTTTTTTTTTTTTTTTTTTTTTTV

298 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGCNNNTAACTTTTTTTTTTTTTTTTTTTTTTTTV

299 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCANNNATACTTTTTTTTTTTTTTTTTTTTTTTTV

300 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGGCNNNAGGTTTTTTTTTTTTTTTTTTTTTTTTTV

301 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATATNNNCGCTTTTTTTTTTTTTTTTTTTTTTTTTV

302 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTANNNGAAGTTTTTTTTTTTTTTTTTTTTTTTTV

303 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGCTNNNGTGCTTTTTTTTTTTTTTTTTTTTTTTTV

304 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGANNNACGCTTTTTTTTTTTTTTTTTTTTTTTTV

305 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATCGNNNAGATTTTTTTTTTTTTTTTTTTTTTTTTV

306 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGANNNTGCGTTTTTTTTTTTTTTTTTTTTTTTTV

307 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTANNNTCGCTTTTTTTTTTTTTTTTTTTTTTTTV

308 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTGTNNNCGGTTTTTTTTTTTTTTTTTTTTTTTTTV

309 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGATNNNACCGTTTTTTTTTTTTTTTTTTTTTTTTV

310 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCGNNNTGAGTTTTTTTTTTTTTTTTTTTTTTTTV

311 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGCNNNATGTTTTTTTTTTTTTTTTTTTTTTTTTV

312 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGCNNNCAGATTTTTTTTTTTTTTTTTTTTTTTTV

313 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGCNNNGTAATTTTTTTTTTTTTTTTTTTTTTTTV

314 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCANNNGCCTTTTTTTTTTTTTTTTTTTTTTTTTV

315 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAACNNNTACCTTTTTTTTTTTTTTTTTTTTTTTTV

316 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGACNNNTATGTTTTTTTTTTTTTTTTTTTTTTTTV

317 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGCNNNTACGTTTTTTTTTTTTTTTTTTTTTTTTV

318 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCACNNNGAGCTTTTTTTTTTTTTTTTTTTTTTTTV

319 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTANNNCTTGTTTTTTTTTTTTTTTTTTTTTTTTV

320 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCTNNNGATCTTTTTTTTTTTTTTTTTTTTTTTTV

321 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGTNNNTAAGTTTTTTTTTTTTTTTTTTTTTTTTV

322 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTACNNNACTGTTTTTTTTTTTTTTTTTTTTTTTTV

323 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTACNNNCGGATTTTTTTTTTTTTTTTTTTTTTTTV

324 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGAGNNNTGTATTTTTTTTTTTTTTTTTTTTTTTTV

325 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTGNNNATTGTTTTTTTTTTTTTTTTTTTTTTTTV

326 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCTNNNCTAATTTTTTTTTTTTTTTTTTTTTTTTV

327 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCTCNNNTGTTTTTTTTTTTTTTTTTTTTTTTTTTV

328 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTANNNAGGTTTTTTTTTTTTTTTTTTTTTTTTTV

329 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCGNNNGTTCTTTTTTTTTTTTTTTTTTTTTTTTV

330 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTANNNCGGATTTTTTTTTTTTTTTTTTTTTTTTV

331 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTACANNNTGCCTTTTTTTTTTTTTTTTTTTTTTTTV

332 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCTNNNATTATTTTTTTTTTTTTTTTTTTTTTTTV

333 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATTGNNNACGTTTTTTTTTTTTTTTTTTTTTTTTTV

334 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTAGTNNNACGCTTTTTTTTTTTTTTTTTTTTTTTTV



335 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTACNNNTGCCTTTTTTTTTTTTTTTTTTTTTTTTV

336 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGANNNCACTTTTTTTTTTTTTTTTTTTTTTTTTV

337 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCCANNNATCTTTTTTTTTTTTTTTTTTTTTTTTTV

338 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGANNNGCTGTTTTTTTTTTTTTTTTTTTTTTTTV

339 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTCNNNAGGCTTTTTTTTTTTTTTTTTTTTTTTTV

340 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCACANNNATTCTTTTTTTTTTTTTTTTTTTTTTTTV

341 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATTCNNNAGGATTTTTTTTTTTTTTTTTTTTTTTTV

342 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGTANNNTCGTTTTTTTTTTTTTTTTTTTTTTTTTV

343 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTANNNTCCTTTTTTTTTTTTTTTTTTTTTTTTTV

344 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTTANNNCGGCTTTTTTTTTTTTTTTTTTTTTTTTV

345 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTGNNNACCTTTTTTTTTTTTTTTTTTTTTTTTTV

346 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAACNNNAGGCTTTTTTTTTTTTTTTTTTTTTTTTV

347 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGTCTNNNAGGCTTTTTTTTTTTTTTTTTTTTTTTTV

348 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGTGNNNTCTGTTTTTTTTTTTTTTTTTTTTTTTTV

349 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCCTNNNTCATTTTTTTTTTTTTTTTTTTTTTTTTV

350 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCACNNNTCCGTTTTTTTTTTTTTTTTTTTTTTTTV

351 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTATNNNCAACTTTTTTTTTTTTTTTTTTTTTTTTV

352 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACCGNNNATGTTTTTTTTTTTTTTTTTTTTTTTTTV

353 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACTCNNNCTTGTTTTTTTTTTTTTTTTTTTTTTTTV

354 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTANNNGCGATTTTTTTTTTTTTTTTTTTTTTTTV

355 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGANNNTGGCTTTTTTTTTTTTTTTTTTTTTTTTV

356 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGTNNNGACTTTTTTTTTTTTTTTTTTTTTTTTTV

357 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGTGNNNTCACTTTTTTTTTTTTTTTTTTTTTTTTV

358 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATGNNNCTTATTTTTTTTTTTTTTTTTTTTTTTTV

359 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGCGANNNTCAATTTTTTTTTTTTTTTTTTTTTTTTV

360 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGTNNNTCTATTTTTTTTTTTTTTTTTTTTTTTTV

361 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTCGNNNTAATTTTTTTTTTTTTTTTTTTTTTTTTV

362 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGANNNAGTATTTTTTTTTTTTTTTTTTTTTTTTV

363 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCTANNNCACATTTTTTTTTTTTTTTTTTTTTTTTV

364 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGATCNNNTAGTTTTTTTTTTTTTTTTTTTTTTTTTV

365 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAAGNNNGTGATTTTTTTTTTTTTTTTTTTTTTTTV

366 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCACNNNCGCATTTTTTTTTTTTTTTTTTTTTTTTV

367 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCGATNNNCGGTTTTTTTTTTTTTTTTTTTTTTTTTV

368 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGCANNNATCCTTTTTTTTTTTTTTTTTTTTTTTTV

369 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTGNNNCGAATTTTTTTTTTTTTTTTTTTTTTTTV

370 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNAGCTNNNGATTTTTTTTTTTTTTTTTTTTTTTTTTV

371 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATTGNNNTGCTTTTTTTTTTTTTTTTTTTTTTTTTV

372 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNACGCNNNTGTATTTTTTTTTTTTTTTTTTTTTTTTV

373 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGACNNNTGGTTTTTTTTTTTTTTTTTTTTTTTTTV

374 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATCNNNCGATTTTTTTTTTTTTTTTTTTTTTTTTV

375 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTATANNNAGCGTTTTTTTTTTTTTTTTTTTTTTTTV

376 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGTNNNTGGTTTTTTTTTTTTTTTTTTTTTTTTTV

377 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCTTCNNNAGTGTTTTTTTTTTTTTTTTTTTTTTTTV

378 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNGAGTNNNTGATTTTTTTTTTTTTTTTTTTTTTTTTV

379 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGANNNCGCTTTTTTTTTTTTTTTTTTTTTTTTTV

380 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTCGTNNNTCCATTTTTTTTTTTTTTTTTTTTTTTTV

381 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNATGCNNNTCATTTTTTTTTTTTTTTTTTTTTTTTTV

382 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNTGGTNNNATTGTTTTTTTTTTTTTTTTTTTTTTTTV



383 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCAGANNNGCGTTTTTTTTTTTTTTTTTTTTTTTTTV

384 GCCGGTAATACGACTCACTATAGGGAGTTCTACAGTCCGACGATCNNNCATGNNNACAATTTTTTTTTTTTTTTTTTTTTTTTV



6XSSOHPHQWDU\�7DEOH��

Top Sequence
1 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCANNNTATGGA
2 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGCNNNTGAAGA
3 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTGNNNTCTCGA
4 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTAGNNNATCGGA
5 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCTNNNGACTGA
6 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNAGCCGA
7 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCACNNNATCCGA
8 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAATNNNGACTGA
9 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTANNNGCCAGA

10 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGAGNNNCTAAGA
11 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCGNNNTCAGGA
12 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGACNNNGTAAGA
13 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATACNNNACGTGA
14 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTANNNGTCTGA
15 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGANNNGATGGA
16 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGANNNCAATGA
17 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGANNNTGGAGA
18 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTCNNNGCACGA
19 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTATGNNNGACGGA
20 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGTNNNTATCGA
21 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATCNNNGAAGGA
22 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTANNNGCGTGA
23 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGANNNACTTGA
24 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTANNNTAGCGA
25 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCANNNTGATGA
26 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGTNNNCGGTGA
27 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGATNNNGCATGA
28 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGTNNNGAGAGA
29 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACGNNNCAATGA
30 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGCNNNCTGTGA
31 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTANNNACGAGA
32 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCGNNNGCAAGA
33 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGCNNNGTATGA
34 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAAGNNNCATCGA
35 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTGNNNGATAGA
36 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGANNNAGTGGA
37 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATGNNNGTAAGA
38 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTANNNCTGAGA
39 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAACNNNTGTAGA
40 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCANNNCTCAGA
41 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGANNNCGACGA
42 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTACNNNTAGTGA
43 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGTNNNGTCGGA
44 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAATNNNTCGTGA
45 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATGNNNACTCGA
46 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGTNNNGTATGA
47 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGTNNNAGGCGA
48 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAACNNNCGTCGA
49 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGCNNNTCTCGA
50 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTCNNNTCTGGA
51 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATGNNNTCCGGA
52 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNGACGGA
53 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTACNNNCTGTGA
54 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACGNNNTCTTGA
55 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATCNNNGCTGGA
56 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGANNNTGGCGA
57 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAACNNNAGCTGA
58 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGTNNNTCAAGA
59 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTANNNTGCAGA
60 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATCNNNAGGAGA
61 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCANNNATTGGA
62 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCTNNNAGCGGA
63 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCTNNNTCCGGA
64 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGANNNAGCAGA
65 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTCNNNGTCCGA
66 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACGNNNGAACGA
67 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGCNNNATCTGA
68 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACATNNNTGGTGA
69 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTGNNNCGCGGA



70 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGCNNNTGGTGA
71 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCGNNNAGAGGA
72 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNTGGCGA
73 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGTNNNGCTTGA
74 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCAGNNNGTAGGA
75 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCACNNNAGAGGA
76 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCTNNNTACCGA
77 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCANNNGATCGA
78 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACAGNNNACACGA
79 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCGNNNTCTGGA
80 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTCNNNACCTGA
81 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGCNNNAGTAGA
82 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTGNNNCGATGA
83 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCTNNNACTAGA
84 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGAGNNNGATGGA
85 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGCNNNCAGAGA
86 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACTNNNGATAGA
87 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGCNNNCGTAGA
88 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTGNNNTGATGA
89 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCACNNNCTAAGA
90 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTANNNGCTGGA
91 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAAGNNNATCTGA
92 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCANNNCTAAGA
93 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNGCATGA
94 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGCGNNNTGTAGA
95 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTGNNNTGAGGA
96 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTANNNGAGAGA
97 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGACNNNGCGAGA
98 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCANNNGTAGGA
99 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAATNNNCGGAGA

100 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGANNNCTGCGA
101 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCTNNNCTACGA
102 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGANNNCTTGGA
103 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTGNNNTCAGGA
104 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNGTGCGA
105 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACTNNNGCACGA
106 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATANNNGTTGGA
107 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGACNNNCTCTGA
108 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTANNNGATTGA
109 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGANNNATGAGA
110 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGACNNNTCCTGA
111 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCAGNNNGTTCGA
112 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGCNNNATGCGA
113 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGCNNNTGTCGA
114 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCCTNNNGAAGGA
115 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGANNNGCTTGA
116 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCTNNNAGCAGA
117 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCATNNNCTCTGA
118 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAACNNNTATGGA
119 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGTNNNTCTGGA
120 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATGNNNCGTCGA
121 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGANNNTCTAGA
122 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNAGGAGA
123 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCGNNNGATGGA
124 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTANNNCTCAGA
125 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATGNNNTGCCGA
126 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGCANNNACTAGA
127 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTANNNTGTGGA
128 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTGNNNGCTAGA
129 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCTNNNGTAAGA
130 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGCNNNAGTGGA
131 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNTACAGA
132 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTGNNNGTCGGA
133 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCANNNAGCCGA
134 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCTNNNTGTGGA
135 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACANNNGTCCGA
136 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTAGNNNGACCGA
137 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCACGNNNCTTCGA
138 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCANNNATTCGA
139 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGCGNNNGACAGA
140 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNCGGTGA
141 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTATNNNCGATGA
142 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGATNNNAGGCGA



143 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNCAGTGA
144 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTATNNNTAGCGA
145 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGACNNNATTGGA
146 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTACNNNGCTCGA
147 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGCNNNGTCTGA
148 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCACNNNAGGTGA
149 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGCNNNTACAGA
150 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCANNNGCTTGA
151 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCANNNAGAGGA
152 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGANNNGTGAGA
153 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCAGNNNACCGGA
154 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCAGNNNTAGAGA
155 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGACNNNCGAGGA
156 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCANNNCTGTGA
157 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTACNNNCGTTGA
158 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTANNNGTACGA
159 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACGNNNGTGTGA
160 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGAGNNNCAACGA
161 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTGNNNACAAGA
162 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGANNNTAACGA
163 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGANNNTGCCGA
164 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTANNNCGTGGA
165 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTAGNNNGTGTGA
166 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTANNNGCGCGA
167 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCACGNNNTCAAGA
168 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTCTNNNCGCTGA
169 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTANNNGTTCGA
170 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTATCNNNTCCAGA
171 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTCNNNGATGGA
172 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCANNNACGTGA
173 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGANNNAGTCGA
174 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCTNNNTGACGA
175 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCTNNNTCAAGA
176 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAAGNNNTACAGA
177 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGTNNNCTTCGA
178 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCGNNNTATCGA
179 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTCNNNGCTCGA
180 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGTNNNCTAGGA
181 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTANNNCATCGA
182 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACACNNNTACTGA
183 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATGNNNCGAGGA
184 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCGNNNATGTGA
185 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGANNNAGCTGA
186 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTANNNACAGGA
187 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCTNNNGCAAGA
188 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGCNNNCTAAGA
189 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTATNNNGAAGGA
190 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTCNNNGTAGGA
191 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTCNNNGCAAGA
192 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTGNNNCGTAGA
193 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGTNNNTGCGGA
194 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGCNNNCTACGA
195 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCTNNNGCGTGA
196 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTANNNCACCGA
197 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAATNNNCGCGGA
198 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGCNNNTAACGA
199 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGTNNNGTCAGA
200 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGANNNCTAGGA
201 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGTNNNATGTGA
202 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGTNNNGCTGGA
203 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATANNNTACGGA
204 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGTNNNTCCGGA
205 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGCNNNAGAAGA
206 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACANNNCTTAGA
207 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATANNNATCCGA
208 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGTNNNCTTAGA
209 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGAGNNNTCTCGA
210 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNCATGGA
211 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTCNNNTCAGGA
212 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTANNNGACAGA
213 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTGNNNCTCTGA
214 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGATNNNTGTTGA
215 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGACNNNATCAGA



216 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTCNNNCAACGA
217 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCAGNNNTCTTGA
218 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCTNNNCGTTGA
219 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTCNNNCGTCGA
220 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACTNNNTGCTGA
221 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAATNNNTGAGGA
222 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGCNNNTGATGA
223 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGCNNNCTTCGA
224 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTGNNNAGTCGA
225 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCATNNNGACGGA
226 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTCNNNCTTCGA
227 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCGNNNATTCGA
228 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCACANNNACGCGA
229 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTANNNCAAGGA
230 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGANNNGCATGA
231 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTCNNNGCGTGA
232 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGTNNNGAATGA
233 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATANNNTCACGA
234 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAAGNNNGAGCGA
235 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCAGNNNTGATGA
236 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTACANNNCACGGA
237 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNGCCTGA
238 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCAGNNNCAGTGA
239 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCTNNNAGTTGA
240 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTANNNATGAGA
241 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGANNNCGCAGA
242 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAATNNNCTCCGA
243 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCACNNNGCCAGA
244 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTCNNNCACAGA
245 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCGNNNATAAGA
246 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGANNNTCCGGA
247 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNGAGAGA
248 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTGNNNGAACGA
249 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTGNNNCGGAGA
250 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTGNNNATACGA
251 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTATCNNNCTGAGA
252 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCTANNNACTTGA
253 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTAGNNNCACTGA
254 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGCNNNACATGA
255 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTAGNNNACTTGA
256 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGANNNGAAGGA
257 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGANNNTGATGA
258 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNTGACGA
259 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTCNNNTAACGA
260 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCGNNNTCCAGA
261 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACTNNNACAGGA
262 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGTNNNGCGTGA
263 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATCNNNATCAGA
264 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATTCNNNATGCGA
265 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCANNNCAACGA
266 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNATTGGA
267 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGAGNNNGTCGGA
268 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGGTNNNTGAAGA
269 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATATNNNGCCGGA
270 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGTNNNATACGA
271 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGANNNGACCGA
272 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCANNNAGGCGA
273 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACANNNACCAGA
274 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTGNNNAGGCGA
275 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACAGNNNGTCTGA
276 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTCNNNTCATGA
277 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNTCGCGA
278 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTATGNNNATGCGA
279 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACGTNNNTAGAGA
280 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTAGNNNAGTCGA
281 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNACCAGA
282 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGTNNNATTAGA
283 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGTNNNGTGAGA
284 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGCNNNTCGTGA
285 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACACNNNCATAGA
286 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTANNNTGACGA
287 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCANNNACAAGA
288 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAACNNNGCTTGA



289 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGATNNNTCACGA
290 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAAGNNNTGTGGA
291 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTGNNNGTGCGA
292 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNACCAGA
293 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTANNNTCCAGA
294 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTATANNNCGGCGA
295 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAAGNNNAGACGA
296 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNTCTTGA
297 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTCNNNCTATGA
298 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCTNNNGCCTGA
299 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAAGNNNAGCAGA
300 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACTGNNNCTTAGA
301 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGANNNGTAAGA
302 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNGTATGA
303 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGANNNATCGGA
304 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCGNNNTACGGA
305 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTCNNNAGAAGA
306 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTANNNGACTGA
307 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAAGNNNGCATGA
308 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCANNNTCCTGA
309 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTGNNNCTGCGA
310 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCTNNNGTTGGA
311 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNACAGGA
312 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNGTGAGA
313 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCATCNNNTCGCGA
314 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCTNNNCACCGA
315 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATAGNNNGCGCGA
316 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCTNNNATGCGA
317 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGCNNNGTTCGA
318 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCGNNNACATGA
319 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGANNNGCGAGA
320 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNTCGAGA
321 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGTNNNCGCTGA
322 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACTNNNGTGCGA
323 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTANNNTCCGGA
324 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGCNNNTGCTGA
325 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTATNNNTGCCGA
326 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTCNNNCATTGA
327 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGCNNNTACGGA
328 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCANNNGTGTGA
329 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNCTCAGA
330 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNTACTGA
331 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGACGNNNGTCAGA
332 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCCTNNNCTGAGA
333 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGTNNNAGCCGA
334 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATGCNNNGCCAGA
335 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCGCNNNATTAGA
336 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGTCNNNTAGTGA
337 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTATNNNACTGGA
338 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNCTCGGA
339 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGCTNNNCTTAGA
340 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCGTNNNGCTAGA
341 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATCGNNNGTCCGA
342 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATCNNNGTATGA
343 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTCGNNNGTGAGA
344 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGATNNNGTGCGA
345 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTANNNTGCCGA
346 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAATNNNGTGTGA
347 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCGNNNTAGAGA
348 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGTGNNNTAAGGA
349 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNGATCGA
350 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGTNNNTACTGA
351 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGANNNATCAGA
352 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNACCANNNTGCTGA
353 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCGANNNGTTGGA
354 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCAGNNNAGGAGA
355 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGCNNNCTCTGA
356 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCCTNNNCTTCGA
357 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGAGTNNNTAAGGA
358 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTGCNNNGACTGA
359 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTANNNCTAGGA
360 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGTNNNTCGCGA
361 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCTNNNCGAAGA



362 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGCNNNACACGA
363 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTGNNNGTTCGA
364 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTCNNNTGCTGA
365 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTGNNNGAGTGA
366 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGTGNNNCGACGA
367 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNATAGNNNGTTGGA
368 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTATNNNCATGGA
369 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTAGCNNNGCAGGA
370 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTCTGNNNGTATGA
371 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGCNNNTATGGA
372 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGATCNNNCTCGGA
373 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGGCNNNGAGTGA
374 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGGANNNCGTTGA
375 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCAGTNNNTGTAGA
376 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCTTCNNNTGTAGA
377 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGAGNNNGCACGA
378 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTTCNNNCTACGA
379 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCGANNNTGAGGA
380 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGTGTNNNTACAGA
381 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNAGAGNNNGAGTGA
382 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNGCGTNNNTCATGA
383 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNTGCGNNNAGGAGA
384 GGTGATCCGGTAATACGACTCACTATAGGGGTTCAGAGTTCTACAGTCCGACGATCNNNCGCTNNNGTTCGA

Bottom Sequence
1 /5Phos/TCCATANNNTGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
2 /5Phos/TCTTCANNNGCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
3 /5Phos/TCGAGANNNCAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
4 /5Phos/TCCGATNNNCTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
5 /5Phos/TCAGTCNNNAGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
6 /5Phos/TCGGCTNNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
7 /5Phos/TCGGATNNNGTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
8 /5Phos/TCAGTCNNNATTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
9 /5Phos/TCTGGCNNNTAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT

10 /5Phos/TCTTAGNNNCTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
11 /5Phos/TCCTGANNNCGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
12 /5Phos/TCTTACNNNGTCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
13 /5Phos/TCACGTNNNGTATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
14 /5Phos/TCAGACNNNTAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
15 /5Phos/TCCATCNNNTCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
16 /5Phos/TCATTGNNNTCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
17 /5Phos/TCTCCANNNTCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
18 /5Phos/TCGTGCNNNGAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
19 /5Phos/TCCGTCNNNCATANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
20 /5Phos/TCGATANNNACCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
21 /5Phos/TCCTTCNNNGATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
22 /5Phos/TCACGCNNNTACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
23 /5Phos/TCAAGTNNNTCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
24 /5Phos/TCGCTANNNTAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
25 /5Phos/TCATCANNNTGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
26 /5Phos/TCACCGNNNACCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
27 /5Phos/TCATGCNNNATCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
28 /5Phos/TCTCTCNNNACTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
29 /5Phos/TCATTGNNNCGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
30 /5Phos/TCACAGNNNGCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
31 /5Phos/TCTCGTNNNTAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
32 /5Phos/TCTTGCNNNCGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
33 /5Phos/TCATACNNNGCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
34 /5Phos/TCGATGNNNCTTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
35 /5Phos/TCTATCNNNCAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
36 /5Phos/TCCACTNNNTCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
37 /5Phos/TCTTACNNNCATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
38 /5Phos/TCTCAGNNNTAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
39 /5Phos/TCTACANNNGTTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
40 /5Phos/TCTGAGNNNTGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
41 /5Phos/TCGTCGNNNTCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
42 /5Phos/TCACTANNNGTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
43 /5Phos/TCCGACNNNACTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
44 /5Phos/TCACGANNNATTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
45 /5Phos/TCGAGTNNNCATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
46 /5Phos/TCATACNNNACAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
47 /5Phos/TCGCCTNNNACATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
48 /5Phos/TCGACGNNNGTTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT



49 /5Phos/TCGAGANNNGCTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
50 /5Phos/TCCAGANNNGACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
51 /5Phos/TCCGGANNNCATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
52 /5Phos/TCCGTCNNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
53 /5Phos/TCACAGNNNGTAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
54 /5Phos/TCAAGANNNCGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
55 /5Phos/TCCAGCNNNGATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
56 /5Phos/TCGCCANNNTCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
57 /5Phos/TCAGCTNNNGTTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
58 /5Phos/TCTTGANNNACAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
59 /5Phos/TCTGCANNNTAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
60 /5Phos/TCTCCTNNNGATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
61 /5Phos/TCCAATNNNTGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
62 /5Phos/TCCGCTNNNAGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
63 /5Phos/TCCGGANNNAGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
64 /5Phos/TCTGCTNNNTCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
65 /5Phos/TCGGACNNNGACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
66 /5Phos/TCGTTCNNNCGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
67 /5Phos/TCAGATNNNGCCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
68 /5Phos/TCACCANNNATGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
69 /5Phos/TCCGCGNNNCAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
70 /5Phos/TCACCANNNGCTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
71 /5Phos/TCCTCTNNNCGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
72 /5Phos/TCGCCANNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
73 /5Phos/TCAAGCNNNACCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
74 /5Phos/TCCTACNNNCTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
75 /5Phos/TCCTCTNNNGTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
76 /5Phos/TCGGTANNNAGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
77 /5Phos/TCGATCNNNTGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
78 /5Phos/TCGTGTNNNCTGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
79 /5Phos/TCCAGANNNCGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
80 /5Phos/TCAGGTNNNGACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
81 /5Phos/TCTACTNNNGCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
82 /5Phos/TCATCGNNNCAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
83 /5Phos/TCTAGTNNNAGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
84 /5Phos/TCCATCNNNCTCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
85 /5Phos/TCTCTGNNNGCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
86 /5Phos/TCTATCNNNAGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
87 /5Phos/TCTACGNNNGCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
88 /5Phos/TCATCANNNCAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
89 /5Phos/TCTTAGNNNGTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
90 /5Phos/TCCAGCNNNTAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
91 /5Phos/TCAGATNNNCTTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
92 /5Phos/TCTTAGNNNTGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
93 /5Phos/TCATGCNNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
94 /5Phos/TCTACANNNCGCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
95 /5Phos/TCCTCANNNCAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
96 /5Phos/TCTCTCNNNTAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
97 /5Phos/TCTCGCNNNGTCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
98 /5Phos/TCCTACNNNTGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
99 /5Phos/TCTCCGNNNATTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT

100 /5Phos/TCGCAGNNNTCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
101 /5Phos/TCGTAGNNNAGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
102 /5Phos/TCCAAGNNNTCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
103 /5Phos/TCCTGANNNCAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
104 /5Phos/TCGCACNNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
105 /5Phos/TCGTGCNNNAGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
106 /5Phos/TCCAACNNNTATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
107 /5Phos/TCAGAGNNNGTCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
108 /5Phos/TCAATCNNNTACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
109 /5Phos/TCTCATNNNTCGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
110 /5Phos/TCAGGANNNGTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
111 /5Phos/TCGAACNNNCTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
112 /5Phos/TCGCATNNNGCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
113 /5Phos/TCGACANNNGCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
114 /5Phos/TCCTTCNNNAGGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
115 /5Phos/TCAAGCNNNTCGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
116 /5Phos/TCTGCTNNNAGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
117 /5Phos/TCAGAGNNNATGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
118 /5Phos/TCCATANNNGTTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
119 /5Phos/TCCAGANNNACGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
120 /5Phos/TCGACGNNNCATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
121 /5Phos/TCTAGANNNTCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT



122 /5Phos/TCTCCTNNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
123 /5Phos/TCCATCNNNCGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
124 /5Phos/TCTGAGNNNTACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
125 /5Phos/TCGGCANNNCATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
126 /5Phos/TCTAGTNNNTGCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
127 /5Phos/TCCACANNNTACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
128 /5Phos/TCTAGCNNNCAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
129 /5Phos/TCTTACNNNAGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
130 /5Phos/TCCACTNNNGCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
131 /5Phos/TCTGTANNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
132 /5Phos/TCCGACNNNCAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
133 /5Phos/TCGGCTNNNTGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
134 /5Phos/TCCACANNNAGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
135 /5Phos/TCGGACNNNTGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
136 /5Phos/TCGGTCNNNCTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
137 /5Phos/TCGAAGNNNCGTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
138 /5Phos/TCGAATNNNTGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
139 /5Phos/TCTGTCNNNCGCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
140 /5Phos/TCACCGNNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
141 /5Phos/TCATCGNNNATAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
142 /5Phos/TCGCCTNNNATCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
143 /5Phos/TCACTGNNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
144 /5Phos/TCGCTANNNATAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
145 /5Phos/TCCAATNNNGTCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
146 /5Phos/TCGAGCNNNGTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
147 /5Phos/TCAGACNNNGCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
148 /5Phos/TCACCTNNNGTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
149 /5Phos/TCTGTANNNGCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
150 /5Phos/TCAAGCNNNTGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
151 /5Phos/TCCTCTNNNTGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
152 /5Phos/TCTCACNNNTCTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
153 /5Phos/TCCGGTNNNCTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
154 /5Phos/TCTCTANNNCTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
155 /5Phos/TCCTCGNNNGTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
156 /5Phos/TCACAGNNNTGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
157 /5Phos/TCAACGNNNGTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
158 /5Phos/TCGTACNNNTAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
159 /5Phos/TCACACNNNCGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
160 /5Phos/TCGTTGNNNCTCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
161 /5Phos/TCTTGTNNNCAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
162 /5Phos/TCGTTANNNTCCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
163 /5Phos/TCGGCANNNTCTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
164 /5Phos/TCCACGNNNTAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
165 /5Phos/TCACACNNNCTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
166 /5Phos/TCGCGCNNNTAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
167 /5Phos/TCTTGANNNCGTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
168 /5Phos/TCAGCGNNNAGACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
169 /5Phos/TCGAACNNNTACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
170 /5Phos/TCTGGANNNGATANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
171 /5Phos/TCCATCNNNGACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
172 /5Phos/TCACGTNNNTGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
173 /5Phos/TCGACTNNNTCTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
174 /5Phos/TCGTCANNNAGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
175 /5Phos/TCTTGANNNAGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
176 /5Phos/TCTGTANNNCTTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
177 /5Phos/TCGAAGNNNACCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
178 /5Phos/TCGATANNNCGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
179 /5Phos/TCGAGCNNNGAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
180 /5Phos/TCCTAGNNNACCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
181 /5Phos/TCGATGNNNTAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
182 /5Phos/TCAGTANNNGTGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
183 /5Phos/TCCTCGNNNCATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
184 /5Phos/TCACATNNNCGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
185 /5Phos/TCAGCTNNNTCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
186 /5Phos/TCCTGTNNNTAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
187 /5Phos/TCTTGCNNNAGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
188 /5Phos/TCTTAGNNNGCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
189 /5Phos/TCCTTCNNNATAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
190 /5Phos/TCCTACNNNGAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
191 /5Phos/TCTTGCNNNGACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
192 /5Phos/TCTACGNNNCACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
193 /5Phos/TCCGCANNNACAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
194 /5Phos/TCGTAGNNNGCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT



195 /5Phos/TCACGCNNNAGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
196 /5Phos/TCGGTGNNNTACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
197 /5Phos/TCCGCGNNNATTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
198 /5Phos/TCGTTANNNGCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
199 /5Phos/TCTGACNNNACCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
200 /5Phos/TCCTAGNNNTCTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
201 /5Phos/TCACATNNNACCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
202 /5Phos/TCCAGCNNNACACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
203 /5Phos/TCCGTANNNTATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
204 /5Phos/TCCGGANNNACTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
205 /5Phos/TCTTCTNNNGCCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
206 /5Phos/TCTAAGNNNTGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
207 /5Phos/TCGGATNNNTATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
208 /5Phos/TCTAAGNNNACACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
209 /5Phos/TCGAGANNNCTCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
210 /5Phos/TCCATGNNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
211 /5Phos/TCCTGANNNGAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
212 /5Phos/TCTGTCNNNTAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
213 /5Phos/TCAGAGNNNCACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
214 /5Phos/TCAACANNNATCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
215 /5Phos/TCTGATNNNGTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
216 /5Phos/TCGTTGNNNGAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
217 /5Phos/TCAAGANNNCTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
218 /5Phos/TCAACGNNNAGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
219 /5Phos/TCGACGNNNGAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
220 /5Phos/TCAGCANNNAGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
221 /5Phos/TCCTCANNNATTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
222 /5Phos/TCATCANNNGCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
223 /5Phos/TCGAAGNNNGCGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
224 /5Phos/TCGACTNNNCAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
225 /5Phos/TCCGTCNNNATGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
226 /5Phos/TCGAAGNNNGACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
227 /5Phos/TCGAATNNNCGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
228 /5Phos/TCGCGTNNNTGTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
229 /5Phos/TCCTTGNNNTACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
230 /5Phos/TCATGCNNNTCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
231 /5Phos/TCACGCNNNGAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
232 /5Phos/TCATTCNNNACGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
233 /5Phos/TCGTGANNNTATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
234 /5Phos/TCGCTCNNNCTTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
235 /5Phos/TCATCANNNCTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
236 /5Phos/TCCGTGNNNTGTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
237 /5Phos/TCAGGCNNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
238 /5Phos/TCACTGNNNCTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
239 /5Phos/TCAACTNNNAGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
240 /5Phos/TCTCATNNNTACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
241 /5Phos/TCTGCGNNNTCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
242 /5Phos/TCGGAGNNNATTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
243 /5Phos/TCTGGCNNNGTGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
244 /5Phos/TCTGTGNNNGAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
245 /5Phos/TCTTATNNNCGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
246 /5Phos/TCCGGANNNTCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
247 /5Phos/TCTCTCNNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
248 /5Phos/TCGTTCNNNCAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
249 /5Phos/TCTCCGNNNCAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
250 /5Phos/TCGTATNNNCACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
251 /5Phos/TCTCAGNNNGATANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
252 /5Phos/TCAAGTNNNTAGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
253 /5Phos/TCAGTGNNNCTAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
254 /5Phos/TCATGTNNNGCTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
255 /5Phos/TCAAGTNNNCTACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
256 /5Phos/TCCTTCNNNTCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
257 /5Phos/TCATCANNNTCTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
258 /5Phos/TCGTCANNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
259 /5Phos/TCGTTANNNGACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
260 /5Phos/TCTGGANNNCGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
261 /5Phos/TCCTGTNNNAGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
262 /5Phos/TCACGCNNNACTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
263 /5Phos/TCTGATNNNGATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
264 /5Phos/TCGCATNNNGAATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
265 /5Phos/TCGTTGNNNTGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
266 /5Phos/TCCAATNNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
267 /5Phos/TCCGACNNNCTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT



268 /5Phos/TCTTCANNNACCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
269 /5Phos/TCCGGCNNNATATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
270 /5Phos/TCGTATNNNACGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
271 /5Phos/TCGGTCNNNTCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
272 /5Phos/TCGCCTNNNTGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
273 /5Phos/TCTGGTNNNTGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
274 /5Phos/TCGCCTNNNCACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
275 /5Phos/TCAGACNNNCTGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
276 /5Phos/TCATGANNNGACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
277 /5Phos/TCGCGANNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
278 /5Phos/TCGCATNNNCATANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
279 /5Phos/TCTCTANNNACGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
280 /5Phos/TCGACTNNNCTAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
281 /5Phos/TCTGGTNNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
282 /5Phos/TCTAATNNNACCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
283 /5Phos/TCTCACNNNACATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
284 /5Phos/TCACGANNNGCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
285 /5Phos/TCTATGNNNGTGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
286 /5Phos/TCGTCANNNTAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
287 /5Phos/TCTTGTNNNTGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
288 /5Phos/TCAAGCNNNGTTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
289 /5Phos/TCGTGANNNATCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
290 /5Phos/TCCACANNNCTTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
291 /5Phos/TCGCACNNNCAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
292 /5Phos/TCTGGTNNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
293 /5Phos/TCTGGANNNTACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
294 /5Phos/TCGCCGNNNTATANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
295 /5Phos/TCGTCTNNNCTTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
296 /5Phos/TCAAGANNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
297 /5Phos/TCATAGNNNGACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
298 /5Phos/TCAGGCNNNAGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
299 /5Phos/TCTGCTNNNCTTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
300 /5Phos/TCTAAGNNNCAGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
301 /5Phos/TCTTACNNNTCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
302 /5Phos/TCATACNNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
303 /5Phos/TCCGATNNNTCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
304 /5Phos/TCCGTANNNCGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
305 /5Phos/TCTTCTNNNGAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
306 /5Phos/TCAGTCNNNTAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
307 /5Phos/TCATGCNNNCTTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
308 /5Phos/TCAGGANNNTGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
309 /5Phos/TCGCAGNNNCAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
310 /5Phos/TCCAACNNNAGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
311 /5Phos/TCCTGTNNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
312 /5Phos/TCTCACNNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
313 /5Phos/TCGCGANNNGATGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
314 /5Phos/TCGGTGNNNAGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
315 /5Phos/TCGCGCNNNCTATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
316 /5Phos/TCGCATNNNAGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
317 /5Phos/TCGAACNNNGCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
318 /5Phos/TCATGTNNNCGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
319 /5Phos/TCTCGCNNNTCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
320 /5Phos/TCTCGANNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
321 /5Phos/TCAGCGNNNACTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
322 /5Phos/TCGCACNNNAGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
323 /5Phos/TCCGGANNNTAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
324 /5Phos/TCAGCANNNGCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
325 /5Phos/TCGGCANNNATACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
326 /5Phos/TCAATGNNNGAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
327 /5Phos/TCCGTANNNGCGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
328 /5Phos/TCACACNNNTGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
329 /5Phos/TCTGAGNNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
330 /5Phos/TCAGTANNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
331 /5Phos/TCTGACNNNCGTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
332 /5Phos/TCTCAGNNNAGGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
333 /5Phos/TCGGCTNNNACCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
334 /5Phos/TCTGGCNNNGCATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
335 /5Phos/TCTAATNNNGCGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
336 /5Phos/TCACTANNNGACTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
337 /5Phos/TCCAGTNNNATAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
338 /5Phos/TCCGAGNNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
339 /5Phos/TCTAAGNNNAGCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
340 /5Phos/TCTAGCNNNACGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT



341 /5Phos/TCGGACNNNCGATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
342 /5Phos/TCATACNNNGATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
343 /5Phos/TCTCACNNNCGAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
344 /5Phos/TCGCACNNNATCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
345 /5Phos/TCGGCANNNTACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
346 /5Phos/TCACACNNNATTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
347 /5Phos/TCTCTANNNCGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
348 /5Phos/TCCTTANNNCACGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
349 /5Phos/TCGATCNNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
350 /5Phos/TCAGTANNNACCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
351 /5Phos/TCTGATNNNTCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
352 /5Phos/TCAGCANNNTGGTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
353 /5Phos/TCCAACNNNTCGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
354 /5Phos/TCTCCTNNNCTGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
355 /5Phos/TCAGAGNNNGCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
356 /5Phos/TCGAAGNNNAGGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
357 /5Phos/TCCTTANNNACTCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
358 /5Phos/TCAGTCNNNGCAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
359 /5Phos/TCCTAGNNNTAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
360 /5Phos/TCGCGANNNACACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
361 /5Phos/TCTTCGNNNAGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
362 /5Phos/TCGTGTNNNGCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
363 /5Phos/TCGAACNNNCAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
364 /5Phos/TCAGCANNNGAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
365 /5Phos/TCACTCNNNCAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
366 /5Phos/TCGTCGNNNCACANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
367 /5Phos/TCCAACNNNCTATNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
368 /5Phos/TCCATGNNNATACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
369 /5Phos/TCCTGCNNNGCTANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
370 /5Phos/TCATACNNNCAGANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
371 /5Phos/TCCATANNNGCACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
372 /5Phos/TCCGAGNNNGATCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
373 /5Phos/TCACTCNNNGCCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
374 /5Phos/TCAACGNNNTCCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
375 /5Phos/TCTACANNNACTGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
376 /5Phos/TCTACANNNGAAGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
377 /5Phos/TCGTGCNNNCTCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
378 /5Phos/TCGTAGNNNGAACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
379 /5Phos/TCCTCANNNTCGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
380 /5Phos/TCTGTANNNACACNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
381 /5Phos/TCACTCNNNCTCTNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
382 /5Phos/TCATGANNNACGCNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
383 /5Phos/TCTCCTNNNCGCANNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
384 /5Phos/TCGAACNNNAGCGNNNGATCGTCGGACTGTAGAACTCTGAACCCCTATAGTGAGTCGTATTACCGGGAGCTT
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