Automated Identification of Putative Methyltransferases

Suppl enent | — Gene Listings

Seven genonic putative ORF transl ated databases were scored using
the SM? net hodol ogy described. The databases are from

ftp. ebi.ac. uk/ pub/dat abases/ SPprot eones/fasta_fil es/ proteones/

The seven databases (including their designator from
ftp.ebi.ac.uk) are:
3702 - Arabidopsis
6239 - C. el egans
7227 - Drosophila
83333 - E. coli
9606 - Human
10090 - Mbouse
4932 - S. cerevisiae

For each genone, only the putative nethyltransferases are shown.
Genes consi dered ‘ known’ were scored as either a

nmet hyl transferase or not, this informati on was used to establi sh,
for each putative, the cunul ative percent nethyltransferases of

t he known genes up to that point.

The Saccharonyces cerevisi ae database used here is different than
the one used earlier in this chapter. Additionally, scoring of
this database was perforned as per the other 6 genones in this
section for consistency.

Ar abi dopsi s
Percenti |l e Genenane
100 Q@ZVMb (QZVMb) T22H22.9 protein
100 QSUC2 (QSUC2) Hypothetical 106.1 kDa protein
100 QSUC1 (QSUCL1) Hypothetical 97.7 kDa protein
100 @SGV5 (@PSGV5) F1IN19. 17
100 ONMATS (QQMATS) F13M7. 14 protein
(At 1g04870/ F13M7_12)
100 MBE5 (®MBE5) F3F9. 21

100 Q@LY74 (QLY74) Putative chloropl ast inner
envel ope protein
100 QLSR5 (PLSR5) Gb| AAF35419.1

100  QOLR22 (QOLR22) F26F24.24

100 Q@LQD5 (QQLQDS) F28C11.1 (Fragnent)

100 LMHL (@LMHL) F16A14.7

100 Q@LDWMI (QQLDW) Genom c DNA, chronmpsone 3, Pl
clone: MIK13 (MJK13.19 protein) (Hypothetical
pr ot ei n)

100 Q@FGZ0 (QFGZ0) Genom c DNA, chrompsone 5, TAC
cl one: K6ML3
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QUC8X9 ( QUC8X9)
QUC786 (QVC786)
054850 ( 064850)
QUSVL4 (QUSVL4)
QULYS6 (QOLY86)
QOFNS5 ( QOFNS5)
23261 (C23261)
QUZW'5 ( QUZWI'5)
QUZPT3 ( QQZPT3)
QOSMZ8 ( SMEZ8)
QUSMZ7 ( QSMZT)
QIMATS ( QOMATS)
QILUBL (QOLUB1)
QOLQL7 (QOLQLT7)
QOLPD3 ( QOLPD3)
QUFZD0 ( QYFZD0)
QUFX78 ( QFX78)
QQQCOME (QBCOMA)
QQCOMB (QBCOMB)
QQCOM2 (QBCOM2)
BS8J5 ((BS8J5)
P93817 (P93817)
080564 ( CB0564)
QUZVC3 (QZVC3)
QIXI 57 (QOXI 57)
Q9SZ01 (QQSZ01)
Q9SS32 ((MSS32)

QS Z3 (S| Z3)

66.8 kDa protein TO7M)7. 16)

QOSHKO ( QOSHKO)
QLZA4 (QOLZA4)

( AT5g04060/ F8F6_270)

QILYN3 ( QOLYN3)
QLYMD ( QOLYMD)
QILYKO (QOLYKO)
QOLFB3 ( QOLFB3)
QFYC4 (QOFYCA)
QUFYC3 ( QOFYC3)

QOFI 20 ( Q9FI 20)
cl one: MFC16

QOCAUS (QBCAUS)
QFM 5 (QOFM 5)

cl one: VH124 (Hypot hetical 42.2 kDa protein)

QZVUA (QQZVUA)

(At 1955450/ T5A14_14)

QFMI2 (QQFMI2)
QLSI 8 (LSl 8)
kDa protein)

QOFX27 (QOFX27)
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Hypot heti cal 42.
Hypot heti cal 87.
Hypot heti cal 63.
Hypot heti cal 27.
Hypot heti cal 72.
Gb| AAB08476. 1
Hypot hetical 29.3 kDa protein
At 2g43200 protein

At 2914060 protein

Hypot hetical 19.6 kDa protein
Hypot hetical 34.3 kDa protein
F13mr. 11

Simlarity to unknown protein
F16P17. 4 protein

F22MB. 1 protein (Fragnent)
T1K7.18 protein

F19K19.6 protein

Hypot hetical 39.3 kDa protei
Hypot hetical 39.8 kDa protei
Hypot hetical 39.9 kDa protei
Hypot hetical 71.0 kDa protei
F19P19. 11 protein

At 2943940 protein

Put ati ve enbryo-abundant protein
FOL1.6

Hypot hetical 22.7 kDa protein
F14P13. 20 protein

Expressed protein (Hypothetical

kDa pr ot ei
kDa protei
kDa pr ot ei
kDa protei
kDa pr ot ei

O © 0 U1 0
5 35 5 5 S

5 35 5 S

F12K11. 10
Hypot hetical 68.4 kDa protein

Hypot hetical 70.0 kDa protein
Hypot hetical 50.6 kDa protein
Hypot hetical 41.7 kDa protein
Cell division-like protein

At PP-1ike protein

At PP-1ike protein

Genom ¢ DNA, chronosone 5, Pl

Hypot hetical 29.6 kDa protein
Genom ¢ DNA, chronobsone 5, P1

T5A14. 14 protein

Ankyrin-like protein
Gb| AACE6597. 1 (Hypot hetical 34.8

Tunor-rel ated protein, putative
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QUFGAD ( QOFGAD)
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Simlarity to glucose inhibited

di vision protein B

QFG39 (PFG39)
065592 (065592)
QSX27 (Q@SX27)
QSWO0 (@SWL0)
(Fragnent)
QSCH4 (PSEHM)
QSD39 ( PSD39)
QS9V3 (@PS9V3)
pr ot ei n)

QS9P4 ( PS9P4)
QMAPO ( BMAPO)
OME3 ( PME3)
QM64 ((PM64)
QLW7 (PLWS7)
QLPUS (PLPUSB)
QLPU6 ( PLPU6)
PLK68 ((PLK68)

Ankyrin-like protein

Hypot hetical 68.3 kDa protein
F24J5.12 protein

Hypot hetical 92.2 kDa protein

T23G18. 12
Hypot hetical 101.4 kDa protein
T19J18.2 protein (AT4(04670

F26GLl6. 17 protein

CDS (At 1933030/ F9L11 18)

Hypot hetical 29.6 kDa protein
Hypot hetical 7.0 kDa protein
Ankyrin-like protein

T22111.4 protein

T22111.6 protein

Cycl opocycl opropane fatty acid

synt hase-1ike protein

QFW4 (QFWA4)
QFJ53 (QFJ53)
QCAX9 ( QQCAX9)
QCBR0 ( QQCBRO)
QC7TA (QC7TQY)
(82251 (082251)
80779 (0B0779)
At 2934300
080562 (0B0562)
023292 (023292)
pr ot ei n)

22847 (022847)

Put at i ve DEAD/ DEAH box hel i case
Tunor-rel ated protein-like
Hypot hetical 37.6 kDa protein
Hypot hetical 6.8 kDa protein
Hypot hetical 87.0 kDa protein
At 2947840 protein

Hypot hetical 86.8 kDa protein

At 2943920 protein
Ankyrin honol og (Ankyrin like

Expressed protein

( At 2943320/ TLCR4. 6)

QILUT4 (QOLUT4)
QUFG73 ( OFG73)
048783 (048783)
QUZWB6 ( OZ\\86)

Gb| AAF34859. 1

Nucl eol ar protein-like

At 2926680 protein

At 2943080 protein (Hypothetical

31.5 kDa protein)

QZPI 0 (QZPI 0)

F15P23. 2 protein (PRED CTED

protein of unknown function)

QUSRZ0 ( QYSRZ0)

QOM389 (QPOM389)
protein
QOMLY1 (QPMLY1)

QMV2 (QOMV2)
QILXE5 ( QOLXE5)

@QLV25 (@LV25)
cl one: MRC8
QLU (@LUU0)

F22D16. 2 protein
Put ati ve enbryoni ¢ abundant

46.0 kDa protein
13.0 kDa protein
43.0 kDa protein
chronmosone 3, P1

Hypot het i cal
Hypot het i cal
Hypot het i cal
Genomi ¢ DNA,

CGenom ¢ DNA, chronosone 3, P1

clone: M8 (EC 2.1.1.73) (Mdification
nmet hyl ase) (Cytosine-specific nethyltransferase)
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OLNS9 (QQLNS9) T20H2.20 protein

QLMZ5 (@LMZ5) TeD22. 22

Q@LK81 (QOLK81) Regul ator of chronpbsone
condensation (Cell cycle regulatory protein)
Q@LDL2 (QQLDL2) Hypothetical 70.6 kDa protein
OFM4 (PFMA4) Simlarity to unknown protein
Q@FFH2 (QFFH2) Genom ¢ DNA, chronmpsone 5, Pl
clone: MLN1 (Hypothetical 26.1 kDa protein)
Q@CI9R8 (QCIORB) Hypothetical 34.8 kDa protein
OMAA9 ((OMAAY9) T12H1.6 protein (Hypothetical

li ke

37.7 kDa protein)

PFZ86 ((PFZ86)
pr ot ei n)
023595 ((23595)

QFI K9 ( QAFI K9)
protein P1

QOLFN2 ( QOLFN2)
QFKW  ( QOFKW)
QCOIN4 (PCON4)
QZT99 (@ZT99)
QSMU0 ( BSMU0)
@SJz4 ((PSIZ4)
QSD84 ((OSD34)
OMF2 ( OMBF2)
Q@M372 ((PMB72)
QOLUBO (OLUBO0)
065368 (065368)
OME8 ( (OMRES)

QOLK54 (QQLK54)
pr ot ei ns
(81026 (081026)

(OFEF8 ( (OFEF8)

F25116. 1 protein (Hypothetical

Hypot hetical 23.1 kDa protein
Put ati ve 60S acidic ribosonal

Hypot hetical 65.9 kDa protein
Simlarity to nucleolar protein
Hypot hetical protein

Put ati ve WD-repeat protein
Hypot hetical 50.8 kDa protein
At 2922400 protein

Hypot hetical 19.9 kDa protein
F3F9. 13

Hypot het i cal
Gb| AAF35409. 1
F12F1.2 protein

Put ati ve honmeobox protein
Simlarity to SUN and FMJ

14.5 kDa protein

At 2926810 protein
Fibrillarin-like (Fibrillarin 1)

(AT5952470/ K24M7_22)

@@Szz71 (@Szz1)
(Fibrillarin 2)
QOSZP4 ( PSZP4)
(82166 ((0B2166)
protein

80723 (CB0723)
factor

Q@MA14 (QPMAL4)
ALNF3 ( @BLNF3)
QSVX0 (Q@SVX0)
2

QLMC1 (@LMC1)
QOFI 29 (QOFI 29)
cl one: MDN11
QFGE.2 (QPFGE.2)

aquaporin (Tonopl ast

Q43352 (Q43352)

delta-TIP (Putative nenbrane channel

Fibrillarin-like protein

(At Fi b2)

Putative thaumatin-li ke protein
Put ati ve AT-hook DNA- bi ndi ng

Put ati ve peptide chain rel ease

F20B17. 4
F21D18. 28
Ankyrin repeat-containing protein

F14D16. 22
CGenom ¢ DNA, chronosone 5, P1

Menbrane channel protein-like,
intrinsic protein)-like
Delta tonoplast integral protein

protein root
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specific) (Delta tonoplast intrinsic protein)

RLA1_ARATH ((O23095) 60S acidic ribosomal protein
P1
Q@SUY4 (QASUY4) Hypothetical 41.8 kDa protein

QSUW6 (QQSUWS) Hypothetical 29.1 kDa protein
QLI 87 (@@LI87) Enb| CAB12631.1

QFI C3 (QFIC3) Genom c DNA, chronmpsone 5, Pl
cl one: MYH9 (Hypot hetical protein)

65687 (065687) Hypothetical protein

064489 ((64489) F20D22.5 protein

23577 (R3577) Menbrane channel protein
(AT4GL7340/ DL4705W

TBGL_ARATH (P38557) Tubulin gamma-1 chain (Gama-
1 tubulin)

Q@LVX0 (QLVX0) RING zinc finger protein-like
(Hypot heti cal protein)

Q@ZVvB9 (QQZVBY9) Putative DNA-directed RNA

pol ynerase 23kD subunit (At29g41340/F13H10. 11)
@LZ18 (QLzZ18) Hypothetical 6.0 kDa protein
(Genom ¢ DNA, chronosone 5, P1 cl one: MJK11)
QFVS7 (QQFVS7) Hypothetical 62.1 kDa protein
Q@FVR9 (QFVR9) Hypothetical protein

Q@FHB3 (QFHB3) Fibrillarin-Ilike

64750 (064750) At 2934860 protein (Hypothetical
pr ot ei n)
QOSYZ6 (QSYZ6) Hypothetical 116.6 kDa protein

QOSKE5 (QSKE5) Putative phot onor phogenesi s
repressor protein
Q@SJ47 (QSJ47) At 2936030 protein

Q@LI® (QPLI®) Seed maturation protein-like
QLE79 (@LE79) T12C24.4 (F5011. 24)

Q@FL03 (QQFL03) SCARECROW gene regul ator
B0659 (OB0659) T14N5.11 protein

04655 (004655) A TMD21B04.4 protein

(OSR84 ((QQSR84) T16011. 23 protein

Q@ML33 (QPML33) Hypothetical 126.0 kDa protein
23277 (R23277) Hypothetical 142.3 kDa protein
QSZW (QSZW') Hypothetical 37.5 kDa protein
Q@SR17 (QSR17) F7018.4 protein (Putative DNA-
bi ndi ng protein)

QOFX61 (QQFX61) T6J4.11 protein

QZAUAO0 (QQPZA40) Putative SET-domain protein
Q@LRV6 (QLRV6E) Salt-stress induced tonopl ast
intrinsic protein (AT3926520/ MFE16_3)

23393 (23393) Hypothetical protein (HSR201 Iike
pr ot ei n)

OLINA (LI N4) Hypothetical 54.6 kDa protein
80829 (0B0829) At2g45900 protein

QOSX97 (QOSX97) F16N3.5 protein

QOSTY6 (QOSTY6) 40S ribosomal protein S20-1ike
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protein

51 @dMBU2 (@MBU2) F13E7.4 protein

51 2453 (Q42453) Zinc finger protein (Zinc finger
protein ZAT7)

50 RS20 _ARATH (P49200) 40S ri bosomal protein S20

50 QOXH28 (QQXH28) F10A2.10 protein (Putative
pepti dase)
50 @TOF9 (QTOF9) Hypothetical 72.2 kDa protein

50 QSYI 6 (QQSYI6) PREDI CTED protein of unknown
function
50 Q@OM2S3 (QPMS3) Hypothetical protein

50 Q@MV1 (QPMV1) D123-1ike protein

50 Q@LZWB (QQLZW8) Hypothetical 50.3 kDa protein
50 Q@LZ02 (QLZ02) Hypothetical 88.9 kDa protein
50 MLRV7 (@LRV7) Gb| AAF04880. 1

50 (PLN86 (PLN86) T12C24. 14

50 Q@LFMb (QQLFMB) Hypothetical 45.4 kDa protein
50 Q@FVWR8 (QPQFWR8) F14P1.3 protein

50 Q@FMP6 (QQFWMPE) Genom ¢ DNA, chronmpsone 5, Pl
cl one: MXC9

50 QFF16 (QQFF16) DNA repair protein RAD23 honol og
(Hypothetical protein) (At5g38470/At5g38470)

50 P93823 (P93823) F19P19.21

50 23471 (R3471) SIMLARITY to glycine-rich
protein 1 - ARABIDOPSIS (A ycine-rich protein
honol og)

C. el egans
100 YNE4_CAEEL (P30643) Hypothetical protein RO8D7. 4
in chronpsone 11|
100 QOXXH6 (QAXXH6) Y17GrB. 18b protein

100 Q@XXHO (QXXHO) Y32B12A.3 protein

100 Q@XWI2 (QPXWI2) W6D4.4 protein

100 Q@XVS1 (QXVS1) C25A1.3 protein

100 QU2X0 (QQU2X0) Y113G/B. 17 protein

100 Q@U2R0 (QPU2R0) Y17GrB. 18a protein

100 Q@TYP1 (QTYP1) Hypothetical 37.8 kDa protein
100 ONAP7 (QONAP7) KO9E4. 3 protein

100 (ONAA8 ( QONAAB) Y53F4B. 4a protein

100 ON5LO (QON5L0) H24K24.4 protein

100 QO&EF8 (QPGZF8) Hypothetical 17.0 kDa protein
100 Q@GYH9 (QQGYH9) Hypothetical 26.0 kDa protein
100 Q@65W (QQ65W) Hypot hetical protein Y40B10A. 6
100 QO5X52 (QP5X52) Hypothetical 32.1 kDa protein
100 QO5PW (QQ5PW) Hypothetical 56.4 kDa protein
100 @BMD1 (BMIPDL) Hypot hetical protein C23GL0. 7a
100 @BMDO (BMIPO) Hypot hetical protein C23GlL0. 7b
100 @3552 (@R3552) Hypothetical 57.3 kDa protein
100 Q3126 (@3126) W2B12.10 protein

100 @2993 (QR2993) Hypothetical 49.8 kDa protein
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100 @2123 (@QR2123) Hypothetical 33.7 kDa protein
100 Q18511 (Q18511) C38D4.9 protein

100 P91862 (P91862) F32A7.4 protein

100 P91387 (P91387) Hypothetical 43.8 kDa protein
100 (61833 (061833) Hypothetical 41.4 kDa protein
100 018235 (018235) Y57GL1C. 11 protein

100 016582 (016582) Hypothetical 26.0 kDa protein
100 002325 (002325) T23B5.1 protein

100 001889 (001889) RO8F11.4 protein

100 001594 ((01594) Hypothetical protein RO8E5.1
100 01593 (001593) RO8ES5.3 protein

100 001503 (01503) Hypothetical 29.9 kDa protein

83 YKA2 CAEEL (P34254) Hypothetical protein B0303.2
in chronpsone 11|
83 QOXX11 (QXX11) Y39AlA 21 protein

83 OXTEL ((POXTEl) F13D12.9 protein
83 Q@U3P9 (QQU3P9) C14B1.10 protein
83 Q@TYV5 (QTYV5) Hypothetical 73.9 kDa protein
83 ONAHL (QQN4H1) Hypothetical 49.2 kDa protein
83 ONAD9 (QPN4DO) Hypothetical 26.6 kDa protein
83 @4013 (Q4013) TO8GL1l.4 protein
83 Q@3574 (Q3574) F25H2.12 protein
83 @BWIMB (BWIMB) Hypothetical 24.9 kDa protein
83 3383 ((@3383) ZK1058.5 protein
83 Q0856 (QR0856) F55Gr7.2 protein
83 Q0308 (QR0308) Hypothetical 30.9 kDa protein
83 QL8489 (QL8489) Hypothetical 40.7 kDa protein
83 (062483 ((062483) YAB8ELC.2 protein
83 062266 (062266) F57(.1 protein
83 4410 (0O44410) Hypothetical 39.4 kDa protein
83 017735 (0O17735) D2023.6 protein
83 OL7704 (0OL7704) C53A5.2 protein
80 Q1069 (QR1069) KO1A1ll.2 protein

75 YOTO_CAEEL (P34655) Hypothetical 8.7 kDa protein
ZK632.10 in chromosone |11
75 QOXVX3 (QQXVX3) CO6AL1.6 protein

75 Q@XUJ4 (QOXUJ4) W9OD6.1 protein

75 QONAK2 (QPQN4K2) Hypothetical 81.7 kDa protein
75 QO5XQD (QP5XQ) Hypothetical 111.3 kDa protein
75 Q5QY1 (QP5QY1) Hypothetical 17.0 kDa protein
75 @BMY’r8 (BMY78) Hypothetical protein F11C7.7
75 @3375 (@QR3375) ZC53.6 protein

75 @2392 (@QR2392) T11F9.11 protein

75 @2279 (Q2279) TO7Cl12.9 protein

75 Q1096 (QR1096) KO01D12.6 protein

75 Q0794 (QR0794) F54F7.7 protein

75 Q0587 (QR0587) F49C12.10 protein

75 QL9647 (QL9647) Hypothetical protein
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QL9176 (QL9176) FO7H5.6 protein

Q18883 (QL8883) Hypothetical 24.2 kDa protein
QL8464 (QL8464) Hypothetical 25.5 kDa protein
Q18238 (Q18238) Hypothetical 18.9 kDa protein
QL7596 (QL7596) CO3A3.3 protein

62365 (062365) WI2A1l1.1 protein

(62133 (062133) FO2H6.5 protein

017997 (0O17997) R10D12.11 protein

(01985 (001985) F30F8.8 protein

Q@BL15 (@BL15) Hypothetical 73.8 kDa protein
Q65Y2 (QP65Y2) Hypothetical protein Y32@B. 1
Q@65WB ((QP65WB) Hypot hetical protein Y40B10A. 2
Q2048 (QR2048) TO01B7.8 protein

P91424 (P91424) Hypothetical 41.9 kDa protein
61706 (061706) Hypothetical 76.4 kDa protein
(02290 (002290) TO2ELl.4 protein

YPL1 CAEEL (QQU3GE) Yippee-like protein F37A8.5

YDEM CAEEL (Q19124) Hypothetical 65.5 kDa Trp-Asp
repeats containing protein FO2E8.5 in chronosone
X

Q@NA70 (QPN470) Hypothetical 41.5 kDa protein

ON2S1 (QPON2S1) Y9C9A. 16 protein

QO5XR2 (QP5XR2) Hypothetical 51.5 kDa protein
QO5XP7 (QA5XP7) Hypothetical 7.2 kDa protein
Q@569 (QP5Q69) Hypothetical 61.0 kDa protein
@BWEW2 (BWSW2) Hypot hetical 40.9 kDa protein
@3200 (QR3200) W6D11.4 protein

Q2577 (QR2577) Hypothetical 19.7 kDa protein
P91137 (P91137) Hypothetical 57.6 kDa protein
P91125 (P91125) Hypothetical 35.8 kDa protein
5602 (045602) HO2112.4 protein

018030 (0O18030) TO5F1.10 protein

016995 (016995) Hypothetical 29.3 kDa protein

YLN2_ CAEEL (Q18964) Hypothetical 46.2 kDa Trp-Asp
repeats containing protein D2013.2 in chronosone
Il

SOX_CAEEL (Ql8006) Potential sarcosine oxidase
(EC 1.5.3.1)

QL9864 (QL9864) F28C6.3 protein

Q19843 (Q19843) Hypothetical 48.0 kDa protein
YWE6_CAEEL (QL0942) Hypothetical protein B0310.6
in chronpbsonme X

YW1 CAEEL (@@2712) Hypothetical 105.4 kDa
protein T24A11.1 in chronosone |11

YS02_ CAEEL (Q9357) Hypothetical 55.5 kDa protein
ZK1128.2 in chromosone |11

YLWY_ CAEEL (P34412) Hypothetical protein F22B7.9
in chronpsone 11|

YKQ@_CAEEL (P34300) Hypothetical protein CO6ElLl.5
in chronpsone 11|
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55 QX3 (QPXWD3) Y49A3A. 3 protein

55 QXVX5 ((QPXVX5) ZK1128.8 protein

55 Q@XVU6 (QXVUB) TO7F10.6 protein

55 Q@XUV3 (PXUV3) KO2E2.4 protein

55 QUAQR (QUAR) Hypothetical 184.6 kDa protein

55 Q@U322 (QQU322) Y105C5A. 16 protein

55 Q@TXS1 (QTXS1) Hypothetical 26.1 kDa protein

55 @TVS9 (@TVS9) T21B6.5 protein

55 Q@&D0 (QPGZDO) Hypothetical 32.0 kDa protein

55 Q@GYS4 ((QPGYS4) Hypothetical 20.3 kDa protein

55 Q@BHK8 (QQBHK8) Y39@&3C. 2 protein

55 @BWsML ( BWEML) Hypot hetical 175.6 kDa protein

55 @BWB3 (BWXB3) Y105EBA. 9 protein

55 @BMYN7 (@BMYN7) Y39B6A. 22 protein

55 BMYN6 (BMYNE) Y39B6A. 23 protein

55 @BMXV7 (BMXV7) GLR-6 protein (correspondi ng
sequence F41B4. 4b)

55 BMXE3 (@BMXE3) Hypothetical protein Y39D8A. la

55 @BMPS8 (BMPS8) Hypot hetical protein W5H7. 4¢
55 @3195 (@QR3195) Hypothetical 57.9 kDa protein
55 @1503 (QR1503) M4B2.2 protein

55 @1321 (@Q1321) Hypothetical 67.4 kDa protein
55 Q0998 (QR0998) Hypothetical 26.3 kDa protein
55 QL9059 (QL9059) Hypothetical 48.8 kDa protein
55 QL9030 (Q19030) Hypothetical 46.3 kDa protein
55 QL8663 (QL8663) Hypothetical protein C46H3. 3
55 QL8256 (QL8256) C27D9.2 protein

55 Q9590 (Q09590) Hypothetical 75.2 kDa protein

55 PWP2 CAEEL (P91341) Periodic tryptophan protein 2
honol og
55 P91215 (P91215) Hypothetical 27.2 kDa protein

55 P91143 (P91143) Hypothetical protein

55 62450 (062450) Y44A6B.2 protein

55 062339 (062339) RO6CL.1 protein

55 62107 (062107) CA7B2.6 protein

55 (61832 (061832) Hypothetical 16.3 kDa protein
55 M5178 (045178) Hypothetical 44.6 kDa protein
55 4897 (044897) ZK484.2 protein

55 018198 (018198) Y48EL1B. 4 protein

55 017034 (0O17034) Hypothetical 41.6 kDa protein

Dr osophi | a
100 Q@XZ11 (QXZ11) BCDNA: LD21293 protein

100 QWM (QQWIMB) CG6133 protein (LD45754P)
100 QOVBW2 (QQWBW2) CGl4436 protein
100 QOWBE7 (QQWBE7) CGL5351 protein
100 Q@WB24 ((QQWB24) CG3101 protein
100 QW232 (@We32) CGL7807 protein
100 Q@WLV1 (QQWLV1) CEX882 protein
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100 QOWLHL (QQWLH1) CGb339 protein (GHL7155p)

100 QPWY5 (PWY5) CG30427 protein (LD36843p)

100 QPWJ9 (PWJ9) CX119 protein (GH07301P)

100 QWA (@PWQC0) CGL3929 protein

100 QOVZF6 (QVZF6) CGL4997 protein

100 Q@VzZD2 (QVzZD2) CGL1342 protein

100 Q@VYF8 (QVYF8) C&X453 protein

100 QVXKS5 (QVXK5) CG8939 protein (LD23718p)

100 QW9 (@PVW9) CGr889 protein (GW8857P)

100 Q@WX7 (QWX7) CE666 protein

100 Q@VW7 (QVW7) CG3808 protein

100 QVUX8 ((QVUX8) CG13075 protein

100 Q@VUI6 (QQVUI6) CGL3462 protein

100 QVTV1 (QVTV1) CGb632 protein (LDA47568P)

100 Q@VTMb (QVTMB) CGr319 protein (LD40326p)

100 Q@VRI1 (QVRI91) HERC2 protein

100 QVOX9 (QVQX9) CG3675 protein

100 VK8 (QQVQK8) CGL7219 protein

100 Q@VQI8 (QPVQI8) CEX643 protein (AT11165p)

100 QVQF8 (QQVQF8) C@X960 protein (GHL3185p)

100 QVPX3 (@VPX3) CGA749 protein (LD40271P)

100 Q@VP86 (QQVP86) CGL0O584 protein

100 Q@VNQL (QVNQL) CGL1109 protein (GW5221P)

100 Q@VNH1L (QVNH1) CGL239 protein (LP01332p)

100 Q@VN26 (QVN26) CGLO74 protein

100 Q@VND3 (QQVMD3) CE®@531 protein

100 Q@VLF6 (QQVLF6) CGL8661 protein

100 Q@VL60 (QVL60) CGL3126 protein (RE01590p)

100 Q@VIY (QVIQ) CG3688 protein (L(2)35Bd protein)
( RE49394p)

100 Q@VJIK8 (QVIK8) CGL7330 protein

100 Q@VJI34 (QVJI34) CGL0428 protein (LD29806p)
100 Q@VIF3 (QVI F3) CX®249 protein

100 Q@VI 22 (QVI 22) CGL0272 protein

100 Q@VHW (QQVHWS) CGL0903 protein (RE22146p)
100 Q@VHA2 (QQVHA2) CGB327 protein (GH08387p)
100 Q@VHAL (QVHALl) CGB327 protein

100 Q@VH48 (QQVH48) CGb358 protei
100 QVGW (QVGW) CG6554 protei
100 Q@VA2 (PVEHA2) CE188 protei
100 Q@VFP9 ( QQVFPY9) C&X929 protei
100 Q@VFP8 (QQVFP8) C@X927 protein

100 QVFB3 (@VFB3) C36563 protein (LD34544P)
100 Q@VF83 (QQVF83) CGL2258 protein

100 Q@VEZ4 (QVEZ4) CG013 protein (RE16487p)
100 QOVEA4 (QQVEA4) CG31241 protein

100 Q@VDZ5 (QQVDZ5) CGb558 protein

100 Q@VDzZ4 (QQVDZ4) CGb558 protein (LD16340p)

(LD28808p)

5 5 5 S
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VDP9 (QQVDPY9) CA390 protein (GH03475p)
QVDC8 ((PVDC8) CG3337 protein

Q@VD35 (QQVD35) CGr080 protein (LD18835P)
Q@VBJ4 ((QVBJ4) CGl4541 protein

Q@VBH7 (QVBH7) CGL4544 protein (SD21096p)
QV8R7 (@V8BR7) CGr137 protein (LD11455P)
Q@V790 (QV790) CGr544 protein (LD39460p)
@V6eCA (QPV6C4) CEB545 protein

Q@V631 (QQV631) CGB8280 protei
@V5C9 (PV5C9) CGL675 protei
Q@V341 (QV341) CQKX906 protei
@I 7P7 (@1 7P7) BcDNA: LD21293 protein

@BSX32 (@BSX32) RE49877p (CGL6840 protein)
@BMKN5 ( BMKN5) CG2906- PB

Or7263 (0Or7263) EG 22E5.4 protein (GW1339p)
016868 (016868) FY gene product (AT05453p)
AAN13657 (AAN13657) CG31392- PA

AAN13635 (AAN13635) CG6563- PB

AAN13380 (AAN13380) CGl0272-PC

AAN12208 ( AAN12208) CG11109- PB

AAN11763 (AAN11763) CG32152- PA

AAN11538 (AAN11538) CG32281- PA

AAND9627 ( AAND9627) CG32691- PA

AAND9611 ( AAN09611) CG32697- PD

AAMB8350 ( AAMB8350) CGB276- PA

Y105 DROVE (QV719) Hypot hetical protein CGL0105
Q@VHB9 (QQVHBY9) C@386 protein (RE33302p)

Q@V505 (QV505) CGEB232 protein

@BM.S2 (@BM.S2) CG30410- PA

AAN10384 ( AAN10384) CG31698- PA

QOWF6 (QQWAF6) EG 171D11.2 protein

QWB23 ((@PWB23) CG32697 protein (LD27988p)
QVYT1 (QVYT1l) CGL1802 protein (LD30509p)
Q@WL7 (QWL7) CGr430 protein (LP04889P)

Q@VVB4 (QQVMB4) CGL1319 protein (RE27507p)
Q@VIRS (QQVIR5) CGL3959 protein

QVEB9 (QPVGEB9) CGL7793 protein

QVR1 (VA1) CGL0909 protein

Q@VFT8 (QQVFT8) CGL4368 protein

@VEI 4 (QQVEI 4) CGr606 protein

Q@VAZ5 (QVAZ5) CGL2873 protein

Q@VIC9 (QPVIC9) CG3174 protein (GHL2207P)

Q@V8Gr (QV8G7) CGL7523 protein (RE69679p)
Q@V759 (QV759) CGL2856 protein

@I 7X6 (I 7X6) EG 39E1.1 protein (LD42227p)
@BM.S0 (@BM.S0) CGl3551-PC

6078 (046078) EG 39E1.1 protein

AAN11098 (AAN11098) C39266- PB

> 5 S
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62 AAND9610 ( AAN09610) CG32697- PC

62 AAF54576 (AAF54576) CG6608- PA

62 AAF46513 (AAF46513) CG32697- PB

56 RLA1 DROME (P08570) 60S acidic ribosomal protein
P1 (RP21C) (Acidic ribosomal protein RPA2)

56 QPWI59 ((QWI59) CE4020 protein

56 OWR2 (PWR2) CGL3551 protein

56 @VYV4 (QPBVYV4) CR2446 protein

56 Q@WU78 (QQVUr8) CGL0116 protein

56 QVTY8 (QAVTY8) CGL0522 protein

56 Q@VI@B (QVI@B) CGLO664 protein (GVL4452P)

56 VI K9 (@VIK9) C&2614 protein (LD12777P)

56 Q@VIEB (VI B) CEXP266 protein

56 Q@VHI8 ((@VHI8) CG11963 protein

56 Q@VEX7 (QVEX7) C6889 protein (Tara 1A isoform

56 Q@VDA (QPVDHA) CG10827 protein (LP09756P)

56 QVC39 (QVC39) CGL3634 protein

56 QVBS8 (QQVBS8) CG31370 protein

56 @BSXV9 (@BSXVI9) RH61745p (CGL2998 protein)

56 @BMWC5 (BMMC5) CG30427- PA

56 @BMKVI9 ( BMKVI9) CG30006- PA

56 JI P1_ DROVE (Q@WKO) JNK-interacting protein 1
(JIP-1) (Eye devel opnental protein SP512) (APP-
like interacting protein 1) (APLIP1)

56 AAN13701 (AAN13701) CG6889-PB

56 AAN11462 (AAN11462) CG1200-PB

56 AAN10729 (AAN10729) CG31717-PA

56 AAN10397 (AAN10397) CG3059- PC

56 AAF53761 (AAF53761) CGL0561- PA

56 AAF45513 (AAF45513) CG32818- PA

56 AAF45509 ( AAF45509) CG3156- PA

56 A37C DROVE (P18487) Anon-37Cs protein
50 Q@VUI2 (QVUI2) CGb392 protein

50 AAF54308 (AAF54308) CGLl1963- PA

E. coli

100 YJHP_ECCOLI (P39367) Hypothetical protein yjhP

100 YFI C_ECOLI (P31825) Hypothetical protein yfiC

100 YECP_ECOLI (P76291) Hypothetical protein yecP

100 TEHB_ECOLI (P25397) Tellurite resistance protein
t ehB

100 CFA ECOLI (P30010) Cycl opropane-fatty-acyl -
phosphol i pid synthase (EC 2.1.1.79) (Cycl opropane
fatty acid synthase) (CFA synthase)

100 Bl OC_ ECOLI (P12999) Biotin synthesis protein bioC

94 YNBC_ECCLI (P76092) Hypothetical protein ynbC

94 SUN _ECOLI (P36929) SUN protein (FMJ protein)

93 SMIA ECOLI (P36566) Protein sntA

89 YEGD ECOLI (P36928) Hypothetical chaperone
protein yegD
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89 YECO ECCOLI (P76290) Protein yecO
89 YEBU_ECOLI (P76273) Hypothetical protein yebU

89 MREB_ECOLI (P13519) Rod shape-deternining protein
nr eB
89 FTSZ ECOLI (P06138) Cell division protein ftsz

84 YDBA ECCOLI (P33666) Hypothetical protein ydbA
77 YDCM ECOLI (P76102) Hypothetical protein ydcM
72 YBI N_ECOLI (P75782) Hypothetical protein ybiN
72 UVRA ECOLI (P07671) Excinucl ease ABC subunit A
72 RPI A ECOLI (P27252) Ri bose 5-phosphate isonerase
A (EC 5.3.1.6) (Phosphoriboi sonerase A)
72 CRCB_ECOLI (P37002) Protein crcB
71 YQGA ECOLI (Q46831) Hypothetical protein yqgA
66 YGAZ_ECOLI (P76630) Hypothetical protein ygaZ
66 YBHK_ECCLI (P75767) Hypothetical protein ybhK
59 YFCE_ECOLI (P76495) Hypothetical protein yfcE
59 YCEG ECOLI (P28306) Hypothetical protein yceG

59 EUTN ECOLI (P77633) Ethanol am ne utilization
protein eutN
51 Yl I D ECOLlI (P32148) Hypothetical protein yiiD

51 YFCK_ECCLI (P77182) Hypothetical protein yfcK
44 P75999 (P75999) ORF 243#4

37 Yl GE_ECOLI (P27840) Hypothetical protein yigE
37 YH V_ECOLI (P37637) Hypothetical protein yhiV
37 YGCB_ECOLI (P38036) Hypothetical protein ygcB

37 EUTJ_ECOLI (P77277) Ethanolam ne utilization
protein eutJ

37 ACRF_ECOLI (P24181) Acriflavine resistance
protein F (Protein envD)

34 YAJF_ECCOLI (P23917) Hypothetical protein yajF

32 YUAR ECCOLI (P34211) Hypothetical protein yuaR
pr ecur sor

Human

100 QVY3W2 (QQY3W2) Hypothetical protein (Fragnent)
100 QU 28 (QUI 28) Adrenal gl and protein AD 003
100 QQ@POB5 (QQP0OB5) HSPC266 (Fragment)
100 ONSC9 (QANSC9) dfactory receptor
100 (ONRN9 (QONRN9) DC3 (Sinmilar to HSPC133 protein)
100 QHBK9 (Q@HBK9) Cyt 19
100 Q@H8H3 (QQHBH3) Hypothetical protein FLJ13631
(From cl one DKFZp586A0522) (DKFZP586A0522
pr ot ei n)
100 Q@H867 (QQHB67) Hypothetical protein FLJ13920
100 Q@H825 (QHB25) Hypothetical protein FLJ13984
100 Q@H/R3 (QQH7/R3) Hypothetical protein FLJ14347
100 Q@H7HO (QH7HO) Hypothetical protein FLJ20859

100 Q@H732 (QH732) Hypothetical protein FLJ21453
(Hpall tiny fragments | ocus 9QC)

100 Q@HY3 (QQH5Y3) Hypothetical protein FLJ22789
(Fragnent)
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100 Q@H5R7 (QQH5R7) Hypothetical protein FLJ23133

100 Q@H2C6 (QPH2C6) Cdorant receptor HOR3' beta3

100 Q@BZH3 (QQBZH3) Fal se p73 target protein

100 Q@BWI3 ((PBW3) Nucl eolar protein 1 (120kD)

100 Q@BVS5 (QQBVS5) Hypothetical protein

100 Q@6S85 (QP6S85) Hypothetical protein

100 QQ6RS0 (QQ6RS0O) Hepatocel | ul ar carci nona-
associ ated antigen 137

100 (QO6ME6 (QQ6IME6) Hypothetical protein FLI32467

100 QQ6NMD6 (QQ6NMDE) Hypothetical protein FLI32515

100 Q6LV1 (Q6LV1) Hypothetical protein FLJ25048

100 Q@6LU4 (QQ6LW) Hypothetical protein FLJ25062

100 Q6IW (@6IW) Simlar to RIKEN cDNA 0610011F06

ene

100 ?}BGI HO (Q6IH9) Similar to hypothetical protein
FLJ12687

100 Q@6GI1 (QQ6GI1) Hypothetical protein

100 Q6Q04 (P6QV4) Similar to RIKEN cDNA 5730409Gl5

ene

100 ?}36A21 (Q6AZ1) Hypothetical protein
(Hepat ocel | ul ar carci noma- associ ated anti gen
HCA557a)

100 @BWKB1 (@BWKB1) Hepatocel | ul ar carci nona-
associ ated anti gen HCA557b

100 @BWMb ( BWIMB) Hypot hetical protein

100 @BWINV3 (@BWIV3) Hypot hetical protein (Fragnent)

100 @BWI1 (BWI1) Similar to RIKEN cDNA 0610006F02

ene

100 ?BTEAl (@BTEAL) Hypot hetical protein FLJ23743

100 @BTDX® (PBTDX) CLL-associated antigen KwW2

100 @BTCB7 (BTCB7) Hypothetical protein

100 @BTC28 (@BTC28) Similar to R KEN cDNA 2010208K18

ene

100 ?BNG@ (BN6@) Simlar to hypothetical protein
FLJ22789

100 BN6F8 (BN6F8) Sinilar to hypothetical protein,
M3C: 8159, hypothetical protein M3C8159

100 @BN320 (@BN320) Hypothetical protein

100 QL4105 (QL4105) D1075-1ike protein (Fragnment)

100 5714 (95714) HERC2 protein

100 5568 (95568) Hypothetical protein

100 3148 (043148) Hypothetical protein Kl AA0398
(RNA (Quani ne-7-) nethyltransferase)

100 NOL1_HUMAN ( P46087) Proliferating-cell nucleol ar
antigen pl20 (Proliferation-associated nucl eol ar
protein pl20)

95 U183 _HUMAN ( QBSUl) UPF0183 protein

95 Q@H649 (QH649) Hypothetical protein FLJ22609

95 Q@6FB5 (QQ6FB5) Hypothetical protein

95 QQ6EJ7 (QQ6EJ7) Hypothetical protein

95 Q6008 (QP6CO8) Hypothetical protein
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5668 ((P5668) 1Cr7d
YPL4_HUVMAN ( Q@6NS1) Yippee-like protein 4

YPL3_HUVAN ( QBSJ4) Yippee-like protein 3
(Di George syndrone-rel ated protei n FKSGb)
Q@HAK2 (QQHAK2) DJ1022E24.4 (continues in
bA4761 15 (AL137028)) (Hypothetical protein)
QH342 ((@PH342) HOR5' Bet a8

PBSP8 (@BSP8) Similar to RIKEN cDNA 1810014Q04
gene
Q6M=B (QP6M=B) Hypothetical protein FLI32390

Q6CBY (P6CB9) Similar to RIKEN cDNA 2810405F18
gene
@BW/35 (@BW/35) Hypothetical protein

@BTE79 (BTE79) Hypothetical protein FLJ23841
@BNG19 (@BNGL9) Multi-functional protein MP
5669 ((M5669) 1C7f

5667 ((O5667) 1Cre

014932 (014932) 1C7 precursor (Natural killer
cell receptor)

014931 (014931) 1C7 precursor

014930 (014930) 1C7 precursor (1C7 protein)
YPL2_ _HUVAN ( QQ6QA6) Yippee-like protein 2

(Di George syndrone-rel ated protein FKS&4)

YPL1 HUVAN (0O60688) Yippee-like protein 1

(Di George syndrone-rel ated protein FKSG3)
QQUKAO (QUKAQ) F-box protein FBL9 (Fragnent)
QHC13 (@HC13) MDS024

(O®BRZ8 (QQBRZ8) Hypothetical protein

5333 (™I5333) Hypothetical protein (Fragnent)
T9S1 HUVAN (015321) Transnenbrane 9 superfamly
protein menber 1 precursor (hMP70)

Q@YATO (QY4TO) Hypothetical protein (Fragnent)
Q@Y3M6 (QQY3MB) Hypothetical protein

QY384 (QQY384) CA-75 protein

QQUCK9 (QQUGK9) Deafness | ocus associ ated

put ative guani ne nucl eoti de exchange factor
QNZY6 (PNZY6) HSPC049

QONWO (QONWO0) Hypothetical protein

(ONSP4 (QONSP4) Hypothetical protein

Q@HOB6 (QQHOB6) Hypothetical protein FLJ12873
Q@HSEB (QPHS5EB) Hypothetical protein FLI23451
Q@BV44 (QQBV44) Simlar to gene trap ROSA 26
anti sense, Philippe Soriano (DKFZP434F091

pr ot ei n)

Q@6HT9 ((Q6HT9) Hypothetical protein (WIIians-
Beuren syndronme critical region protein 20 copy
A

(})BBFX7 (QQ6FX7) Simlar to CGl4544 gene product
QO6FI 8 (QQ6FI 8) Hypothetical protein

(Q6AE5 (QQ6AE5) HSPC049 protein

@BWKX1 (@BWKX1) Hypothetical protein

66




76
76
76
76
76
76
76

76

76

76

76

76

76

76
75

75

75
74

74
74
74
74
72

71

71

71
71
71

71
71
71

71

Automated Identification of Putative Methyltransferases

@BWM (@BWNM) Hypothetical protein

BTDR6 ((BTDR6) Cytoplasnic protein Ndrl
@BN7U7 (@BN7U7) Hypothetical protein FLJ40321
@BN7/@® (@BN7@) Hypothetical protein FLI40452
@BN2N9 ( BN2N9) Hypot hetical protein FLI90089
BN1T9 (@BNLT9) Hypothetical protein FLI37562
PCO1L_HUMAN (Q15113) Procol | agen C protei nase
enhancer protein precursor (PCPE) (Type |
procol | agen COOHtermi nal proteinase enhancer)
(Type 1 procol |l agen C protei nase enhancer

pr ot ei n)

PCL1 _HUMAN ( QUHG3) Prenyl cysteine |yase
precursor (EC 4.4.1.18)

4940 (094940) Hypothetical protein Kl AA0859
(Fragnent)

015032 (015032) Hypothetical protein Kl AA0316
(Fragnent)

NF3L_HUMAN (@GZT8) NI F3-1like protein 1
(Anyotrophic lateral sclerosis 2 chronosonal
regi on candi date gene protein 1) (M/018 protein)
( MDS015)

NDR2_HUMAN ( @QUN36) NDRG2 protein (Syld709613
pr ot ei n)

FBRL_HUMAN (P22087) Fibrillarin (34 kDa nucl eol ar
scl erodernma anti gen)

CV03_HUMAN (@Y3P4) Protein C22orf3

Q@P2F4 (QQP2F4) Hypothetical protein Kl AA1393
(Fragnent)

@BWP3 (@BW/P3) Similar to R KEN cDNA 2410075D05
gene

@BNF25 (@BNF25) FLJ00377 protein (Fragnent)
Q@C0CA (QQCOCA) Hypothetical protein KlIAA1739
(Fragnent)

Q@BQD7 (QBQD7) Simlar to FBan0003337

Q@6SZ0 (QP6SZ0) Hypothetical protein FLJ14557
QO6NMD (QQ6NMD) Hypot hetical protein FLJ30596
5671 (095671) ASMIL protein

FSL1 HUVAN (QL2841) Follistatin-related protein 1
precursor (Follistatin-like 1)

VP16 _HUMAN ( @QH269) Vacuol ar protein sorting 16
(hVPS16)

TRBP_HUVMAN (Q15633) TAR RNA- bi nding protein 2
(Trans-activation responsive RNA-bi ndi ng protein)
SMUB_HUMAN ( @®NPR2) Semaphorin 4B (Fragnent)

QY6Z3 (@PY6Z3)
ONZ80 ( PNZ80)
protei n BMD42
QH1B7 ( QHLB7)
QOBRY2 ( ®BRY2)
QBR1 (QUBQRL)
(Fragnent)
P6RL8 ( P6RLS8)

HGC6. 1.2 protein
Unchar act eri zed bone narrow

Pol ygl ut anmi ne-cont ai ni ng protein
Hypot hetical protein
Transcription factor SP3

NOGO- i nteracting mtochondri al
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protein

Q6PI 7 (QO6PI 7)
Q6M/0 (QP6M70)
Q6BT2 (P6BT2)
3-beta

@BWW3 ( BWW3I)

Automated Identification of Putative Methyltransferases

Apopt osi s-inhibitor-1like protein
Hypot hetical protein FLJ32785
Simlar to actin-related protein

NOGO- i nteracting mtochondri al

protein

@BTAD8 ((BTAD8) Smad nucl ear interacting protein
(Smad nucl ear-interacting protein 1)

@BNBCA ((BNBC4) Hypothetical protein FLI33706
@BNADA ((BNAD4) Hypothetical protein FLI35527
@BN5C2 (BN5C2) Simlar to elongator protein 2
BN3BO ((BN3B0) Hypothetical protein (Fragment)
060486 (060486) VESPR

43339 (M3339) R28830_1

NDR1_HUMAN ( @@2597) NDRGL protein (N-nyc
downstream regul at ed gene 1 protein)
(Differentiation-related gene 1 protein) (DRGL)
(Reduci ng agents and tuni canyci n-responsi ve
protein) (RTP) (Nickel-specific induction protein
Cap43) (Rit42)

NCO4 HUMAN (QL3772) Nucl ear receptor coactivator
4 (NCoA-4) (70 kDa androgen receptor coactivator)
(70 kDa AR-activator) (Ret-activating protein
ELE1)

DADR_HUMAN (P21728) D(1A) dopam ne receptor

CO4_HUMAN (P01028) Conpl enent C4 precursor
[ Cont ai ns: C4A anaphyl at oxi n]
QUWK2 (QQUWMK2) Fibronectin (Fragnent)

Q@UJJ5 (QUIJ5) C321D2.3 (Novel protein)
(Fragnent)

(ONYR8 ( QPQNYR8) Photoreceptor outer segnent all-
trans retinol dehydrogenase

ONV81 (QNV81) Hypothetical protein FLJ10879

n
ONT49 ((QNT49) Hypothetical protein (Fragnent)
Q@QHONO (QQHONO) Hypothetical protein FLJ12647
Q@COB8 (QQCOB8) Hypothetical protein KlAAL745
(Fragnent)

QPB6RZ0 (Q6RZ0O) Hypothetical protein

QQ6FF7 (QQ6FF7) Hypothetical protein (Fragnent)
@BWX0 (@BWIX0) Hypothetical protein

BTEO01 (BTEO01) DERP12 (Dermal papilla derived
protein 12)
(BN9A8 ((BN9A8) Hypothetical protein FLI38101

@BN7C5 (@BN7C5) Hypothetical protein FLJ25795
@BN244 ((@BN244) Hypothetical protein FLI33962
NDR3_HUMAN ( QQUGV2) NDRG3 protein

Q@P1UL (QP1ULl) Actin-related protein 3-beta

Q@BPY3 (QBPY3) Simlar to hypothetical protein
FLJ20635
@BWZ83 (BWz83) A factory receptor-like protein
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(Fragnent)
@BTCP4 (BTCP4)
QHOGL (QQHOGL)

QBzQL (QBBZQL)
FLJ90512)

QU6T53 (Q6T53)
QBNEO6 ( GBNEO6)

NRTR_HUMAN (Q00451) Neurturin receptor alpha
precursor (NTNR-al pha) (NRTNR-al pha) (TGF-beta
rel ated neurotrophic factor receptor 2) (GDNF
receptor beta) (GDNFR-beta) (RET ligand 2) (GFR-

al pha 2)

CBX6_HUMAN ( ®5503) Chronpbox protein honmol og 6
ARP3_HUMAN (P32391) Actin-like protein 3 (Actin-
related protein 3) (Actin-2)

6PG._HUMAN ( 5336) 6-phosphogl uconol act onase (EC
3.1.1.31) (6PQ)

YG9 HUVAN ( QBY77) Hypothetical protein Kl AA1649
SM5_HUMAN (P01166) Sommatostatin precursor

[ Contai ns: Somatostatin-28; Somatostatin-14]

QNUP7 ( QONUP7)
QHOM2 ( QOHOMRZ)
QUBXP6 ( QOBXP6)
QUBU76 ( QOBUT76)
Q6DI 7 (Q6DI 7)
QBTEO6 ( QBTEOD6)
QBTB37 (QBTB37)

BN4J0 (QBN4JO)
gene

BN2MA ( BBN2MA)
BNIW ( QBN1WM)

PSD1_HUMAN ( @9460) 26S proteasonme non- ATPase
regul atory subunit 1 (26S proteasone regul atory
subunit S1) (26S proteasonme subunit pl1l2)
PGC2_HUMAN (015173) Menbrane associ at ed

progest erone receptor conponent 2 (Progesterone
menbr ane binding protein) (Steroid receptor

protei n D)
(95320 (095320)

CLS2 _HUMAN (@HADO) Cal syntenin-2 precursor
C24B_HUMAN (P04839) Cytochrome B-245 heavy chain
(P22 phagocyte B-cytochrone) (Neutrophil
cytochronme B, 91 kDa pol ypeptide) (CGD91- PHOX)
(GP91- PHOX) (Heme bindi ng menbrane gl ycoprotein
GP91PHOX) (Cytochrone B(558) beta chain)

( Super oxi de- gener ati ng NADPH oxi dase heavy chain

subuni t)

ANGT_HUMAN (P01019) Angi ot ensi nogen precursor
[Contains: Angiotensin | (Ang |); Angiotensin Il
(Ang I1); Angiotensin Il (Ang I11) (Des-Asp[1]-
angiotensin I1)]

Automated Identification of Putative Methyltransferases

Hypot heti cal protein (Fragnent)
Hypot hetical protein
Clorf25 (Hypothetical protein

FKSGB9
Hypot hetical protein

Hypot hetical protein FLJ11219
Hypot hetical protein FLJ12660
Hypot hetical protein

Hypot hetical protein

Hypot hetical protein

SLTP004

Hypot hetical protein

Simlar to RIKEN cDNA 2410127L17

Hypot hetical protein FLJ90119
Hypot hetical protein FLJ37387

U5 snRNP-specific 40 kDa protein
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57 TFAM HUVAN ( Q0059) Transcription factor A,

m t ochondri al precursor (ntTFA) (M tochondri al
transcription factor 1) (MTF1) (Transcription
factor 6-1ike 2)

57 QQULPY9 (QQULPY) Hypothetical protein KlAA1171
(Fragnent)

57 QUI K5 (QUI K5) TMEFF2 protein precursor
(Transnenbrane protein TENB2) (TPEF)
(Transnenbrane protein with EG-1ike and TWD
follistatin-like domains 2)

57 QPB6R29 (QQ6R29) A factory receptor (Fragnent)

57 QP6R28 (QQ6R28) A factory receptor (Fragnent)

57 QQ6QR8 (QP6QR8) Pur-beta

57 QPB6AQR (QQPB6AQRR) Hypothetical protein
57 @BWM4 (BWM4) Hypothetical protein

57 @BTC94 (BTC94) Hypothetical protein
57 BN2R5 (BN2R5) Hypot hetical protein FLJ90026

57 BMP6_HUMAN ( P22004) Bone norphogenetic protein 6
precursor (BMP-6)

56 Q@BU27 (QBU27) Simlar to predicted osteobl ast
protein

56 (O6DN2 (QQ6DN2) Hypothetical protein FLJ32009

56 @BTF28 (@BTF28) Hypothetical protein KlAA1974
(Fragnent)

55 QUDC7 (QUDC7) P600 honol og

54 QONVK6 ( PNWK6) Hypot hetical protein FLJ20772

54 BNFK1 (@BNFK1) Connexin 31.3

54 @BNOU2 (@BNOW2) Hypothetical gene LOCL27421

53 Q@P1C9 (QQPLCI9) PRM561 (Hypothetical protein)

53 Q6158 (Q6158) Hypothetical protein

53 @BN9Z7 (@BN9Z7) Hypothetical protein FLJ36014

53 @BN7B9 (@BN7B9) Hypothetical protein FLJ25818

53 00634 (0O00634) Netrin-2 |like protein

53 FI G1_HUVAN (@6RQ) Interleukin-4 induced protein
1 precursor (Fig-1 protein)

53 BCLW HUMAN ((@2843) Apoptosis regulator Bcl-W
(BCL2-1ike 2 protein)

53 AS12 HUVAN ( @BWKK4) Ankyrin repeat and SOCS box
containing protein 12 (ASB-12)

52 SNXQ HUMAN (0O14559) Sorting nexin 26

52 QO6LL8 (QQ6LL8) Hypothetical protein FLJ25390

51 @BN2V9 (@BN2V9) Hypot hetical protein (Fragnent)

51 @BN1&R (@BNLEXR) Hypothetical protein Kl AA0082

Mbuse

100 QDD20 ((P®DD20) 0610006F02Ri k protein (Rl KEN cDNA
0610006F02 gene)

100 ODCT4 ((PDCT4) 1110003N24Ri k protein

100 PDCS2 ((PDCS2) 0610011F06Ri k protein

100 (ODAX6 ((PDAX6) 1600013P15Ri k protein (Rl KEN cDNA
1600013P15 gene)

100 QDI (PDOQ) 2310045HO8Ri k protein
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100 D853 ((PDB53) 2010208K18Ri k protein
100 @D7S5 (@D7S5) 2210414H16Ri k protein
100 Q@D5F1 (QQD5F1) 2610002P10Ri k protein
100 @®D1L3 ((PD1L3) 1110003N24Ri k protein

n

100 DOL8 ((PDOL8) 2610002P10Ri k protein (Rl KEN cDNA
2610002P10 gene)

100 @CZ25 (@PCZ25) 2810410A08Ri k protein

100 @CZ09 (@PCZ09) 2810422CR0Ri k protein

100 QACX58 ((PCX58) 6720434D09Ri k protein

100 Q@CST4 ((QACST4) 5830445C04Ri k protein (Fragment)
100 Q@CS89 (QACS89) 5730409G15Ri k protein (Fragment)
100 QCPY0 (@CPY0D) 2310037Bl18Ri k protein

100 QQILP4 (Q9LP4) Hypothetical 25.8 kDa protein

100 QIKI7 (Q9KI7) Simlar to hypothetical protein
FLJ13984
100 QQIKC3 (QI9KC3) Hypothetical 46.8 kDa protein

100 Q22K7 (Q22K7) Simlar to nucleolar protein 1
(120kD)
100 @BR1C6 (BRLCE) Hypothetical 43.6 kDa protein

100 BK1A0 (BKLA0) Simlar to HSPC133 protein

100 P70222 (P70222) Protein HTF9C ( ORF2 product)

95 YPL3_MOUSE (QDOU3) Yippee-like protein 3

95 YPL2 _MOUSE (QQCQB6) Yippee-like protein 2

95 U183 MOUSE (@22R1) UPF0183 protein

95 Q@QY68 (QQY68) Henmtopoietic zinc finger protein
95 Q@D8V1 (Q@D8V1) 1810030MI8Ri k protein

95 Q@DAUs (QPD4AUS) 4930556P03Ri k protein

95 QD445 ((@D445) 4933414E04Ri k protein

95 QCZ57 (@PCZ57) 2810405F18Ri k protein (Rl KEN cDNA
2810405F18 gene)
95 Q@CTV2 (QCTV2) 4933434L15Ri k protein (Fragment)

95 QUCQLO (QUCQLO) 2310038HL7R k protein
95 Q1YPL (Q1YP1) Similar to R KEN cDNA 4930556P03

gene

95 @BR2U (BR2W) Simlar to AD-003 protein

95 | RGL_MOUSE (P54987) | mune-responsive protein 1
(Fragnent)

90 @D2Q@ (@D2Q2) 2310079F23Ri k protein

83 Q@D814 (D8I 4) Adult male small intestine cDNA,
RIKEN full-length enriched library,
cl one: 2010001F03, full insert sequence

81 YPL1 MOUSE ( QQESCY7) Yippee-like protein 1 (DG.-1)

Migl -1

81 E}BD%46 %@D146) 1110030@&24Ri k protein

78 DO28 ((PDO28) 1810009K13Ri k protein

78 Q@D407 (QQD407) 4933424L15Ri k protein

78 Gl 3_MOUSE (@61602) Zinc finger protein G.I3

75 (PDA95 ((P®DA95) 1700016N17Ri k protein

75 QD8 (QPDB) 1810009K13Ri k protein

75 Q@COWD5 (QQCOWD5) 2410197A17Ri k protein
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73
73
69
69
69
69

69
69
69
69
69
69

69

69
69
69

68

66
66
64
62

62

62
59
59

59
59
59

59

59
59
56
56
55
55

55

QUCZT5
BR2G5
QUDY00

(Q@CZT5)
(BR2GD)
( QDA00)
@D1Z3 (@D1Z3)
@D1J5 (@D1J5)
QDOC4 (PDOC4)
2610027018 gene)
QCXI0 (@@CXI0)
QCUB4 (@CUB4)
QCTB (QCT®)
OCTE4 ( PCTE4)
QCSP6 ( OCSP6)
QCQAF9 (QOCQF9)
1200015P13 gene)
Q25H5 (@25HbB)
(Fragnent)
@BR2Z2 (@BR2Z2)
BROWS ( GBROWB)
Q03317 (Q03317)
pr ot ei ns

P97770 (P97770)
( ROSA26AS)
QCVD2 (QCVD2)
Q9L58 (@@IL58)
QCWHS ( PCWHG)
@JIIW (PIIVB)
protein 2-1
QEQB (QQEQHS)
(Fragment)
QCXA7 ( PCXAT)

QODBE9 ( QYDBE9)
Q2117 (Q2117)

i nvasi ve trophobl ast giant cells,

Automated Identification of Putative Methyltransferases

2610528Q05Ri k protein
Slit-like 2 protein precursor

1810014Q04Ri k protein

A930016P21Ri k protein

1110005A03Ri k protein

2610027018Ri k protein (RI KEN cDNA
1810014Q04Ri k protein

4933430B08Ri k protein (Fragnent)
A930005C09Ri k protein (Fragnment)
1110020Q09Ri k protein (Fragment)
2700018L24Ri k protein (Fragment)
1200015P13Ri k protein (Rl KEN cDNA

Keratin-associ ated protein 16.6

RI KEN cDNA 1110005A03 gene
Hypot hetical 24.9 kDa protein
Transcription factor S-1l-related

Hypot hetical 56.4 kDa protein

2210008MD2Ri k protein (Fragment)
Hypot hetical 34.3 kDa protein
2410075D05Ri k protein
RNA and export factor binding
Nedd4 WV domai n- bi ndi ng protein 5

8430422M)9Ri k protein

Epcs3 protein

Simlar to ectoplacental cone,
extraenbryoni c

ect oderm and chorion sequence 3

Q1YR5
QBVHO1

BK4F6
regi on
@BIZM) (BIZMD)

(Transcription f

(QQ1YR5)
(QBVHO1)

( BKAF6)

Hypot hetical 78.8 kDa protein
O factory receptor MOR19-1
W Iians-Beuren syndrone critical

protein 20

Hypot het i cal
actor bl)

protein

NF3L_MOUSE (QQE@BO0) NI F3-like protein 1
NDR2_MOUSE (QQ@QYQ0) NDRG2 protein (Ndr2 protein)

TR18_MOUSE (085714) Tunor

necrosi s factor

receptor superfanily nenber 18 precursor

(d ucocorti coi d-
QD8X6 (PDBX6)
1810022C23 gene)

QQZC2 (QQZC2)

i nduced TNFR-rel ated protein)
1810022C23Ri k protein (R KEN cDNA

Receptor for viral -encoded

semaphorin protein

QIMB2 (IMB2)

Pol yposis | ocus protein 1-like 1

(TB2 protein-like 1)

QUILX5 (QOILX5)

Hypot hetical 29.3 kDa protein
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55 Q@25H6 (QP25H6) Keratin-associated protein 16.5
55 FSL1 MOUSE ((Q62356) Follistatin-related protein 1
precursor (Follistatin-like 1) (TG beta-
i nduci bl e protein TSC 36)
53 (®DA18 ((PDA18) 1700023B23Ri k protein
51 @BROT6 (BROT6) Hypothetical 51.6 kDa protein
(Fragnent)
51 NDR1_MOUSE (Q@62433) NDRGL protein (N-nyc
downstream regul ated gene 1 protein) (Protein
Ndr 1)
S. cerevisiae
100YNJ2_YEAST (P53934) Hypothetical 45.5 kDa protein
in YPT53-RHO2 i ntergenic region
100YNC4A_YEAST (P53970) Hypothetical 27.7 kDa protein
in UVE3-HDALl intergenic region
100YMB4_YEAST (P49957) Hypothetical 32.4 kDa protein
i n TAF40- ERV25 intergenic region
100YJ99 YEAST (P47163) Hypothetical 39.0 kDa protein
in ZM51- MNS1 intergenic region
100Yl GA_YEAST (P40516) Hypothetical 28.7 kDa protein
i n RNR3- ARC15 i ntergenic region
100YHNO_YEAST (P38793) Hypothetical 56.5 kDa protein
i n DYS1-PCL5 intergenic region
100YHO9 YEAST (P38892) Hypothetical 33.8 kDa protein
in TW1- FLCb intergenic region
100YEO5_YEAST (P32643) Hypothetical 34.8 kDa protein
i n RAD24- BMHL i nt ergeni c region
100YBOP_YEAST (P38347) Hypothetical 48.0 kDa protein
in MRPL37-RIF1 intergenic region
100Q12052 (QL2052) P2573 protein (ORF YPL157W
100Q12009 (Q12009) ORF D1075
100QV6668 (Q6668) SIMLARITY to E. COLI
hypot hetical 28.1 kDa protein in UDP-RFAH region
100Q03920 (Q03920) Hypothetical 25.0 kDa protein
100Q02733 (Q2733) LPB14P
100ABPX_YEAST (Q08641) Actin-binding protein ABP140
91Q12463 (QL2463) Chronosone XV reading franme ORF
YOL124C
91NOP2_YEAST (P40991) Nucl eol ar protein NOP2
91MIF1_YEAST (P14908) Mtochondrial replication
protein MIF1 (Mtochondrial transcription factor
MITFB) (RF1023) (M tochondrial specificity
factor)
90YI LO_YEAST (P40481) Hypothetical 42.5 kDa protein
i n COX5B- PFK26 i ntergenic region
86 YNG3_YEAST (P53944) Hypothetical 35.9 kDa protein
i n MAS5- GCD10 i ntergenic region
81YB9H YEAST (P38340) Hypothetical 26.1 kDa protein
in POP4-SHML intergenic region
72Q04081 (Q04081) D9461. 21P
68YMAS5 YEAST (Q04235) Hypothetical 52.7 kDa protein
in PDR4-GLOL intergenic region
68Q03305 (Q13305) D8035.9P
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62YGA4_YEAST (P53196) Hypothetical 46.4 kDa Trp-Asp
repeats containing protein in PMCl- TF&
i ntergenic region

62TBP6_YEAST (P40328) Probable 26S protease subunit
YTA6 ( TAT- bi ndi ng honol og 6)

62FBRL_YEAST (P15646) Fibrillarin (Nucleolar
protein 1)

54YHX6_YEAST (P38866) Hypothetical 42.4 kDa protein
in CTR2-STB5 intergenic region

54Q12291 (QL2291) ORF YLRO63W

54NPR1_YEAST (P22211) Nitrogen pernease reactivator
protein (EC 2.7.1.-)

54FRE7_YEAST (QL12333) Ferric reductase
transnenbrane conponent 7 (EC 1.16.1.7) (Ferric-
chel ate reductase 7)

45YD61_YEAST (P38961) Hypothetical 47.2 kDa protein
in STN1- AFR1 intergenic region

45Q05874 (Q5874) Chronpsone Xl COSM D 8003

39YN91 YEAST (P53748) Hypothetical 35.7 kDa protein
i n Bl G3-HXT17 intergenic region

39YI RO_YEAST (P40441) Hypothetical 50.8 kDa protein
in SDL1 5'region

39RN15_YEAST (P25299) nRNA 3'-end processing
protei n RNA15

39Q12090 (Ql2090) Simlar to S. POMVBE hypot heti cal
protein C22G7. 04P ( YLR1LO7WP)

34YM/9_YEAST (Q04018) Hypothetical 37.4 kDa protein
in ZRC1- FAA4 intergenic region

32YN8BH_YEAST (P53729) Hypothetical 48.1 kDa protein
in SEC12- SSK2 i ntergenic region

32YKP5_YEAST (P36056) Hypothetical 72.2 kDa protein
in RPS27A- GPML i ntergenic region

32RA51 YEAST (P25454) DNA repair protein RAD51

28YAE6_YEAST (P39724) Hypothetical 13.4 kDa protein
in ACS1-GCV3 intergenic region

28Q06147 (Q06147) Chronosone Xl I COSM D 8479

27YM29_YEAST (Q3792) Hypothetical 83.1 kDa protein
in | MP1-HLJ1 intergenic region

27Q08282 (Q08282) Chronobsone XV reading franme ORF
YOL141W

27Q02648 (Q02648) LPB1P

26QQ6VHS5 (P6VH5) Hypothetical 10.4 kDa protein

25Q07410 (Q07410) ORF YDLO62W
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