Supplementary Figure 8. Maximum-Likelihood global phylogeny of SARS-CoV-2. To ensure that the patient case was not resultant of a superinfection event, all patient
sequences were aligned with a snapshot of global SARS-CoV-2 sequences downloaded from the GISAID database between 1° April and 5" May (26472 sequences, only full
sequences and excluding all low coverage sequences). Sequences were aligned using MAFFT and a maximume-likelihood tree inferred with IQTREE v2.1.3. All 23 sequenced

from the patient case (red) formed a distinct clade, suggesting that all viral populations diversified within-host.

P&t h0r2020-08-20
r-0e 61
ETRTEN
3080.05:02
12020.54°57
2300043
613030.05.30
Si-4826£00050 0430
g 230300858
= 7908008 04
o 232030858
o1 ARS8 0s 04
fit3 6361828380801
e S B 13630-05-03
PeoTTaUSAA e 2iGAD 08 01
RESTRIUENY e R
REV AU I 3530.05°81
RARE Bieh T 4634083080.04.20
nto A"SI03YIT20CRL (5L 463212020-05-01
ReS ISlUEAA SR ASEE S ~eeTaa A 08 8
ROV I9TUSATWA SS05/ 10208 R 61 489395bTD 03 70
P PRI VEN e S A
hCoV-19/USAIWA - £963/20: 4 05-01
hCoV-18IUSAIWA-$1067]2: 3657120200429
RESVTYSANA S5 353%8%1
RS THUBAA <263 820:02.61
B 3 21> 4655592020-04-20
la5715020 0TS 638
0300 87038 3804
(2020EPL IS, 4633900020-04.27
SR e 7
fr A et
RESY-ISIR: L 4477010
ReSV IR IONE SRR 380
HELY 18R ONS ORMEL AT
HESl i8R gzt v O
POV T9IR Uz a( OV GRAEL 4781
hCoV/-19/Pe:
19/Pes
nCov 16fFortugald
1g/pariuga
SR £

6-cANE 1
CAMB 182871
CAMB TB5BCC

neoy ASEngangic €, 151 448024200
AR R b i385 %
HCoVT6lEnglandiAUS S3EEDI 4387052020, 04- 26
o o Enpiang S T 837 1842020-04-20
nCoV -1 bngana A o £ 8 e 020 0801
hCav. &Enq:ﬂg‘isﬂii P 3728020200
RIS :
Sl -
neoVAdkhatnySiEr Lot arac 30
ReV Bl Enaandl e CaRRaIA 37857330
thotand EAUE TACO 12080 St 04 30
£ 5 IACi 2820 pS-11436312020.04.33
o A3 TEnglanaICAMS INCOE 11 3030KTI ISL. 44431 12030-04-20
RCay 10{Endiand/CAME IAGIE2/2020% PLISL 4477820200501
ngoy-Igpondipen3lanabedl IS biedaiaoio df
R Bl e e 1830/ 20ABEBL St CA3E682020.05. 04
hE nerisnds(dciana T 03085, (0L 4612700020.04-25
216/ Beigamics 0 330 oL 75082010 OF 01
Bt R Syt 04 57
g EATN 5L 458448,2020-04-26
aihomd/20 B70:08-07
SRIBCEe 86i85020-00.27
Amark{DCas 185 ST ga d]
SAIDESE 14 35742020.05.7
£172020.04.27
3 Hasiwes)
5010-04.26
g 020.04-28
i 30:88:30
g 35308 8
« gt 8380853
Epiang ot 530000502
Seradrasant 015-04.98
England/CAUB 1AGEEE) 2

Erdia et

o) igor 20112020-04-28
REaY-18{Netnerands Noor 1651203-04-28
Reay-Igaperans Nes 1883036-84-37
RCaV-TslNetnedandz NaoriB gt 1672030-04-24

PSRN Wit Sy 04:30
oV 1arberu/ICA-INS-107(2070€ ) 151 534
RESV-1alPeru/UN- INS 028/ 2020 P IS:
VR S N R ot S
RESY-18]Pars]UN-INS-042) 2030
nCoY-18/England/NO] 2020.05-04
RESV-1g/EngandiNG 12620°04-28
neoy-T8EnglandiNaTT 110 6439
RE3Y-8/EA3SndINGTT- 110 0438
nCoV-10iPeru N e 03112020
hCov-19/Perul 202

WCaV 19/Engand[CAVB1ACFE/20:
hCoV-19/Poland/Por

onafPamal 26301

ngland/CAME-TAC

2

B
Ry
e
s
e
1B6512020-
s

lo1_45757812020-05-04
5080¢




