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The questions included in the survey were selected from published skin cancer epidemiological studies: the association results in the training sets are a replication of these original published results. The models selected in the training set were validated in the validation sets (shown in Fig S6). We also compared our melanoma PRS results to a independent and published melanoma PRS (Fig. S14).

pfontanillas
Sticky Note
It's described in Table S1 and Fig 1.

pfontanillas
Sticky Note
Done.

pfontanillas
Sticky Note
See Table S1.

pfontanillas
Sticky Note
Done

pfontanillas
Sticky Note
Done




