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The authors provide a concise overview of issues that arise during efforts to establish a reference quality
genome sequence assembly, especially for organisms with complex genomes. The relevant published
literature and software sources are cited. Whilst the authors' own infrastructure for reviewing and
correcting genome assemblies is an in-house bespoke system that is not portable they describe the key
processes involved in reviewing and assessing genome assemblies. This brief editorial / review provides
a useful checklist for groups generating genome assemblies. Whilst the generation of the primary
sequence data from which a first pass contig level assembly can be built is readily within the capacity of
well-founded and funded research groups, the conversion of the resulting contigs into a high quality
chromosome level assembly requires time and skill. This review provides a useful guide to navigating
this transition and those who aspire to contribute to the growing resource of high quality reference
genomes would be well served by reading this guide.

This guide is largely set in the context of the current widely adopted paradigm of single pseudo-haploid
representations of an organism's genome. As some of the errors that the procedures described in this
paper seek to address concern the challenges of resolving an individual's different haplotypes some
comment on graph based genome approaches to capture rather than 'resolve' such haplotypic
differences would be appropriate.

Methods

Are the methods appropriate to the aims of the study, are they well described, and are necessary
controls included? Choose an item.

Conclusions
Are the conclusions adequately supported by the data shown? Choose an item.
Reporting Standards

Does the manuscript adhere to the journal’s guidelines on minimum standards of reporting? Choose an

item.

Choose an item.

Statistics


https://academic.oup.com/gigascience/pages/Minimum_Standards_of_Reporting_Checklist

Are you able to assess all statistics in the manuscript, including the appropriateness of statistical tests
used? Choose an item.

Quality of Written English

Please indicate the quality of language in the manuscript: Choose an item.
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