Supplementary Figure 2, Marra G.

A VSIG1 mRNA expression (chromosome X)
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The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

B ANXA10 mRNA expression (chromosome 4)
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The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

C ACHE mRNA expression (chromosome 7)
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The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

D SEMG1 mRNA expression (chromosome 20)
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The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

E AQP5 mRNA expression (chromosome 12)
50,356 kb 50,358 kb
| | | | |
—— e — - il e n M
—— — adl. S
®
2 utte,. SN i [ A -~ I
(&)
2 B | N B il Y %
g [ I [ I | B v N
g _ B I I $ Y Y
S et S [ —— | e .
% - d I A
g e menm O $ Y Y
% e AN [ S DR 0
S |- = | n _ IR
£ el e [ N B 0 Y |
(E; S A B Y N
[ —— B . B D GRS 00
/- . B S s [ W Y
— R —_ S *
*
(v S
[72]
o
[&] —
>
£
T
£ o
O
[
ks
(/2] R
ko)
o
£
®
[72]
©
(0] e
z
[&]
©
£
©
[
©
(2]
4
Q P
<
o
D pp— — | ] I ———
exons 1 2 3 4

*
The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

F LINC00520 mRNA expression (chromosome 14)
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The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



Supplementary Figure 2, Marra G.

G ZIC5 and ZIC2 mRNA expression (chromosome 13)
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Supplementary Figure 2, Marra G.

FOXD1 mRNA expression (chromosome 5)
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SSLs and matched samples of normal mucosa

cADNs and matched samples of normal mucosa

Supplementary Figure 2, Marra G.

NKD1 mRNA expression (chromosome 16)
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Supplementary Figure 2, Marra G.

SSLs and matched samples of normal mucosa

cADNs and matched samples of normal mucosa

exons

*
The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)

APOBEC1 mRNA expression (chromosome 12)
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Supplementary Figure 2, Marra G.

MUCS5AC mRNA expression (chromosome 11)
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Supplementary Figure 2, Marra G.

HOXD13 mRNA expression (chromosome 2)
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Supplementary Figure 2, Marra G.

HOXB13 mRNA expression (chromosome 17)
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Supplementary Figure 2, Marra G.

FAM3B mRNA expression (chromosome 21)
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Supplementary Figure 2, Marra G.

0) AGRN mRNA expression (chromosome 1)
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*
The 2 lesions showing histologic features of both SSLs and cADNs
(samples S6 and S16 of Table 1, Parker H. et al. 2018)



