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Forward primer

GGC TTCTCCTHIGTG GCCAGGC

Reverse primer

GCCTGGCCACEA GG AGAAGCC

Supplemental Fig. S1. A likely hematopoietic somatic mosaic
variant ¢.914G>A detected in DNMT3A. (A) Electropherogram
obtained using forward primer. (B) Electropherogram obtained us-
ing reverse primer. This variant showed variant allele frequency of
18% in the exome sequencing data.
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