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- A description of any restrictions on data availability
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Sample size

Data exclusions

Replication

The data that support the findings of this study are available from the corresponding authors upon reasonable request. The atomic coordinates and structure factor
files for the CT-P59 Fab/SARS-CoV-2 RBD complex have been deposited in the Protein Data Bank (PDB) under accession number 7CM4. The publicly available PDB
codes used for the structural comparison are 6LZG [http://doi.org/10.2210/pdb6lzg/pdb], 7C01 [http://doi.org/10.2210/pdb7c01/pdb], 7BZ5 [http://
doi.org/10.2210/pdb7bz5/pdb], 6XE1 [http://doi.org/10.2210/pdb6xe1/pdb], 6XC3 [http://doi.org/10.2210/pdb6xc3/pdb], 6XC7 [http://doi.org/10.2210/pdb6xc7/
pdb], 6XCN [http://doi.org/10.2210/pdb6xcn/pdb], 7JMO [http://doi.org/10.2210/pdb7jmo/pdb], 7JMP [http://doi.org/10.2210/pdb7jmp/pdb], 6XDG [http://
doi.org/10.2210/pdb6xdg/pdb], 6ZCZ [http://doi.org/10.2210/pdb6zcz/pdb], 7CAH [http://doi.org/10.2210/pdb7cah/pdb], 6XEY [http://doi.org/10.2210/pdb6xey/
pdb], 7BWJ [http://doi.org/10.2210/pdb7bwj/pdb], 7BYR [http://doi.org/10.2210/pdb7byr/pdb] and 6VXX [http://doi.org/10.2210/pdb6vxx/pdb]. Source data are
provided with this paper.

Ferrets

No statistical method was used to predetermine sample size. Sample sizes were selected based on previous experience to obtain statistical
significance and reproducibility. Animal number (n=6)/group) was also selected to maintain the animals number above n=3/group throughout
the study period, considering the interim euthanasia.

golden Syrian hamsters

60 male golden Syrian hamsters were used to statistically analyze in vivo data in this study. Animal number was also selected to maintain the
animals number above n=4/group throughout the study period, considering the interim euthanasia

Rhesus monkey

There are three groups investigated, including control group (n=3), low dose group (45mg/kg, n=2), and high dose group (90mg/kg, n=3).
Although animals number was below n=3/group in low dose group in accordance with limited animal availability, animal number for control
and high dose groups was selected to maintain the animals number above n=3/group throughout the study period.

Ferrets

No data has been excluded.

golden Syrian hamsters

No exclusions

Rhesus monkey

No data were excluded from the analyses.

Ferrets

Nasal wash, lung ,and rectal swab: Nasal wash, lung, and rectal swab samples were harvested from all animals at each time point.

Lung histology: For each animal (n=3), three sections were evaluated from the same anatomical location.

Viral titer in lungs: The same anatomical location were evaluated for each animal (n=3).

The evaluation was repeated for some of samples, and principal data could be successfully replicated in duplicate experiments.

golden Syrian hamster

Viral titer in lungs: At 3 and 5 dpi from each group (n=4) were collected for viral load in the lungs.

The evaluation was repeated for some of samples, and principal data could be successfully replicated in duplicate experiments.

Rhesus monkey

Nose swab, throat swab, lung and rectal swab: Nose swab, throat swab, lung and and rectal swab samples were harvested from all animals at
each time point.

Viral titer in lungs: At 6 dpi from each group (Control: n=3, 45 mg/kg: n=2 and 90 mg/kg: n=3) were collected for viral load in the lungs.

As for the viral titers experiments, the animals for each group (at each detecting time-point) were tested, and some of
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Randomization

Blinding
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them were repeated twice separately by two investigators. Principal data could be successfully replicated in duplicate experiments.

For all animal studies, ferrets were randomly assigned to each group.

Hamsters were randomly segregated into 5 groups.

For the monkey study, the animals were randomly divided in to the three groups before the infection.

For in vitro studies, all samples, e.g. cells for PRNT, recombinant proteins for BLI, were allocated randomly into experimental groups.

The investigators were not blinded to group allocation during the collection of specimens from animal (ferrets and hamster), but were blinded
to data analysis. During the study, all monkeys were coded. The technicians did not know which samples are from control or antibody-treated
group, with or without virus infection.

Blinding was not relevant to ferrets and hamsters studies, since animals were not previously coded. Although blinding was not kept during
randomization, any bias was not applied for randomization, and data acquisition and analysis were performed blinded.

Mouse Anti-nucleocapsid antibody: Sino Biological, Cat. No. 40143-MM05;

HRP-conjugated anti-mouse IgG antibody: Southern Biotech, Cat. No. 1030-05.

No antibody was used for this study except two antibodies described here.

Anti-Human IgG is directly conjugated antibody onto commercially available biosensor which was used for evaluation of the binding
affinity of CT-P59 to SARS-CoV-2 RBD in this study.

For Mouse Anti-nucleocapsid antibody:

https://www.sinobiological.com/antibodies/cov-nucleocapsid-40143-mm05;

For HRP-conjugated anti-mouse IgG antibody:

https://www.southernbiotech.com/?catno=1030-05&type=Polyclonal#&panel1-1&panel2-1;

For biosensor to capture human IgG Fc:

https://www.sartorius.com/en/products/protein-analysis/biosensors-and-kits/anti-higg-fc-capture-ahc-biosensors.

VeroE6 cells: ATCC, CRL-1586;

Vero cells: ATCC, CCL-81;

Raji cells: ATCC, CCL-86;

U937 cells: ATCC, CRL-1593.2.

The cell lines were not authenticated since they were purchased commercially and not commonly misidentified.

The cells were tested for mycoplasma contamination. No mycoplasma contamination was observed.

The cell lines used in this study do not appear on the ICLAC register.




