Description of Additional Supplementary Files

Supplementary Data 1

Supplementary Data 1 file contents:

1.

2.

README.txt: file that describes the code availability within Rosetta and an
overview of file contents.

example_data/lymb_A.pdb: structural coordinate file for chain A of myoglobin
crystal structure 1YMB. Can be used in Tutorial 1 Step 9 and Tutorial 2 Step 4 for
RMSD calculations.

example_data/lymb_hrf_flags: flags file to be used when rescoring models with
hrf_dynamics score term. (Tutorial 1 Step 9, Tutorial 2 Step 4)
example_data/InPF_lymb.txt: file containing labeled residue numbers and
protection factor data to be used when rescoring models with the hrf_dynamics
score term. (Tutorial 1 Step 9, Tutorial 2 Step 4)
example_data/AblnitioStructures.zip: 2,000 ab initio models generated for
myoglobin. Can be used to rescore with the hrf_dynamics score term in Tutorial 1
Step 9.

example_data/MoverModelsFromTop20.zip: 600 mover models generated from
the top twenty scoring ab initio models. Can be used to rescore with the
hrf_dynamics score term in Tutorial 2 Step 4.



