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In this study, 3 paired samples of NSCLC patients were used for Microarray analysis and 52 paired samples of NSCLC patients were used for
qRT-PCR validation. In general, no statistical methods were used to predetermine sample size. For the animal experiments, sample size was
determined based on previous experience with models of NSCLC and literature reports. For human samples, samples were collected until we
felt the sample size was sufficient to give reliable estimates. For cell and biochemical data, we aimed to collect data from three biological
replicates when possible.

No data have been excluded from the analysis.

All in vitro experiments were repeated at least two independent times and all attempts at replication were successful. For xenograft
experiments, five or more biologically independent tumors were used. All in vivo studies were performed two times and the data were
reproducible between each study.

For in vitro study, cells were based on gain or loss of function experiments with appropriate controls. Cells were seeded identically at the
onset of the experiments and randomized into the various treatment groups prior to the beginning of treatment protocols. For in vivo studies,
mice were allocated into experimental groups randomly and we did not control for covariates in the animal experiments because all mice
were the same age and sex and were purchased from the same supplier.

For the other experiments on human samples, mice and cell lines, blinding was not performed due to feasibility.

Information of antibodies used in this study were provided in supplementary Table 4. The dilution used for each antibody described
in the methods section of the manuscript.

All commercially available antibodies were validated by vendors. Validation statements are provided on the manufacture's website.
We examined primary antibodies according to manuals, and got similar results with validation results on manufacturer’s website or
relevant citations.

Human cell lines (A549, H1299, HCC827, H1975, H1703, H460, H1650 and BEAS-2B ) and murine lung carcinoma cell line
(LLC1) used in this study were described in Methods section. They were acquired from ATCC.




