TIM29 is required for enhanced stem cell activity during regeneration in the flatworm
Macrostomum lignano
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Supplementary Figure 1. Multiple amino acid sequence alignment of TIM29 family protein
domains (Pfam, PF10171) from various Metazoa species. Conserved (> 50%) amino acids are
designated at the top of the alignment. M. lignano transcript number - Mlig018840.g2.

S. mediterranea PlanMine transcript number - dd_Smed_v6 9413 0_1. For other species,

Pfam accession numbers are as follows: human - Q9BSF4, mouse - Q8BGX2, D. melanogaster -
Q9W4RS, C. elegans - Q8WQD7, tardigrade - AOA1D1VF99, octopus - AOAOL8FIM?2, N. vectensis -
A7SPD9, C. intestinalis - H2XT55, sponge - AOA1X7SN56.



Planmine: http://planmine.mpi-cbg.de/planmine/report.do?id=9135634&trail=[9135634
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Suppl. Fig. 2. continued on the next page.
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Planaria SC atlas: https://shiny.mdc-berlin.de/psca/
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Suppl. Fig. 2. continued on the next page.
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Supplementary Figure 2. TIM29 expression is elevated in, but not specific to, neoblasts.
Planmine demonstrates that TIM29 has an elevated expression in proliferating X1 cells
compared to X2 and differentiated cells. Planosphere indicates that TIM29 is mainly
expressed in X1 cells. Expression can be observed in different neoblast-types, including the
cNeoblasts and different progenitors. The Planaria SC atlas shows that TIM29 expression is
elevated in neoblasts and progenitors, but not absent in differentiated cells. While most
differentiated cell types have low TIM29 expression, there are some exceptions, e.g. psd+

and secretory 4 cells, with higher expression.
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Supplementary Figure 3. Representative images of the mitotic labelling. For each RNAi-condition,
a confocal z-projection of one representative worm is shown. Mitotic cells are bright and have a
round/oval shape. Granular structures represent aspecific fluorescence. The scale bar is 200 um.
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