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This file includes supplementary figure S1, S2, S3 and S4 and western blotting

uncropped gel images.
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Supplementary figure S1. Effects of PTGES siRNA on the anti-fibrotic effects of
IFN-y-treated hMSCs in vitro. (a) After hMSCs were transfected with NC siRNA or
PTGES siRNA, the cells were treated with IFN-y, and then PTGES mRNA levels were
evaluated by real-time PCR. PTGES mRNA levels were normalized to the level of 18S
rRNA (n = 5 in each group). (b) After HK-2 cells were incubated with conditioned
medium (CM) from IFN-y-treated hMSCs transfected with NC siRNA or PTGES
SiIRNA for 24 hours, the cells were treated with TGF-1. The figure and graph show
western blot analysis of a-SMA in HK-2 cells. a-SMA protein levels were normalized to
GAPDH levels (n = 3 in each group). Data are presented as the mean + SD. *p < 0.05,

**p < 0.01.
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Supplementary figure S2. Expression of PTGES mRNA in rMSCs. (a) PTGES mRNA
levels in rMSCs treated with or without IFN-y were evaluated by real-time PCR.
PTGES mRNA levels were normalized to 18S rRNA levels (n = 5 in each group). (b)
After rMSCs were transfected with NC or PTGES siRNAs, rMSCs were treated with
IFN-y, and then PTGES mRNA levels were evaluated by real-time PCR. PTGES
MRNA levels were normalized to the level of 18S rRNA (n =5 in each group). Data are

presented as the mean + SD. **p < 0.01.
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Supplementary figure S3. Cell surface markers on rMSCs. Flow cytometry showing

the expression of surface markers on bone marrow-derived rMSCs.
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Supplementary figure S4. The amount of PGE2 from hMSCs over different
concentrations of IFN-y. The amount of PGE2 in conditioned medium (CM) from
hMSCs with 50, 100, 200, and 400 ng/ml IFN-y were analyzed by ELISA (n =5 in each
group). PGE2 secretion was significantly elevated in CM from 200 ng/ml IFN-y-treated

human MSCs. Data are presented as the mean £ SD. *p < 0.05, **p < 0.01.



Western blotting uncropped gel images
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