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List of Figures and tables in supplementary data 

STable 1- List of Primers 

STable 2- List of siRNA sequences 

STable 3- List of GEO datasets used 

SFig. 1- Description of PGAP2 isoform containing novel exon: The novel exon is present 

between exons 3 and 4 in LNCaP cell line model (Fig. 4a and SFig. 1a). This novel exon is of 

75 bp long (SFig. 1a, shown in blue) and it is in frame with the following exons (SFig. 1b). 

Exon 4 contains a methionine in different reading frames and the novel exon does not contain 

a methionine in any reading frame, so initiation of translation would presumably begin in a 

known exon (exon 4) (SFig. 1b).  

 

 

 



Full-length blots/gel pictures 

Figure a.  Full-length western blot for main Figure 1b in the manuscript. 

Figure b.  Full-length western blot for main Figure 1e in the manuscript. 

Figure c.  Full-length western blot for main Figure 6a in the manuscript. 

Figure d.  Full-length western blot for main Figure 7c in the manuscript. 

 

 

 

  



STable 1: List of Primers 

                    Gene                            Sequence 

qPCR primers  

PSA FP 5' ACCTGCACCCGGAGAGCT 3' 

PSA RP 5' TCACGGACAGGGTGAGGAAG 3' 

EDN2 FP 5' CTGCAGACGTGTTCCAGAC 3' 

EDN2 RP 5' AGGCTCTTGACTGTGGAAATG 3' 

18S FP 5' ACCGCAGCTAGGAATAATGGA 3' 

18S RP 5' GCCTCAGTTCCGAAAACCA 3' 

PGAP2 Exon4 FP 5' CCTGTGTTCGGCTTCTTCTT 3' 

PGAP2 Exon5 RP 5' CACCGAGGGCAGGTAATTG 3' 

PGAP2 Novel Exon and Exon4 FP 5' AGTCTGGCTACAACCTTCAAC 3' 

PGAP2 Novel Exon and Exon4 RP 5' AAGCGAAGCCGGAACAA 3' 

PGAP2 ChIP FP 5' CCTCAGCCACTATCACTTCTTC 3’ 

PGAP2 ChIP RP 5’ GCCCACAGTACCCAATTCT 3’ 

TPD52 Short FP 5' AGGACTACCAGTCCCCGTTT 3' 

TPD52 Short RP 5' AGGGACTGGGTCTGTTCTCA 3'  

TPD52 Extended FP 5' CGGGCTGGAGACATGGA 3' 

TPD52 Extended RP 5' ATCGTGGCAGCAACATCTTC 3' 

  

Semi-quantitative PCR primers  

PGAP2 Exon3 FP 5' TCTTCCACTTCAAGGAGACAAC 3' 

PGAP2 Exon5 RP 5' GGAGACATAAGTGAGCACTAGC 3' 

PGAP2 Novel Exon and Exon 5 FP 5' AGTCTGGCTACAACCTTCAAC 3' 

PGAP2 Novel Exon and Exon 5 RP 5' GGAGACATAAGTGAGCACTAGC 3' 

 

  



STable 2: List of siRNA sequences 

      siRNA                            Sequence 

siRNA FoxA1  GCACUGCAAUACUCGCCUU 

siAR-V7 GGGUUGGCAAUUGCAAGCAUCUCAA 

 

STable 3: List of GEO datasets used 

Serial number Description              Reference 

 ChIP-seq data 

1 AR ChIP-exo GSE143906 

2 AR-V7 ChIP-exo GSE143906 

3 FOXA1 tracks in LNCaP  He, B. et al. 2014 (Ref. 40) 

 RNA-seq data 

1 LNCaP AR-V7 GSE143905 

2 LNCaP AR R1881 GSE143905 

3 LNCaP Vehicle GSE143905 

4 VCaP AR-V7 GSE143905 

5 VCaP AR R1881 GSE143905 

6 VCaP Vehicle GSE143905 
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SFig.1. Description of PGAP2 isoform containing novel exon. a) Novel exon (blue) is 

present between exon 3 (red) and exon 4 (green). Shown are the nucleotide and possible amino 

acid sequences. b) Predicted Translation Sequence of the PGAP2 Isoform containing novel 

exon. Novel exon nucleotide sequence is shown in blue and nucleotide sequence of Exon 4 is 

shown in green. The novel exon does not contain a methionine in any reading frame, so 

initiation of translation would presumably begin in a known exon. 
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Figure a.  Full-length western blot for main Figure 1b in the manuscript. 

  



Figure b 

 

 

Figure b.  Full-length western blot for main Figure 1e in the manuscript. 

  



Figure c 

 

 

Figure c.  Full-length western blot for main Figure 6a in the manuscript. 

  



Figure d 

 

 

Figure d.  Full-length western blot for main Figure 7c in the manuscript. 
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