Supplementary Figure 1. Gene ontology analyses of two efficient genotypes (TB:
Thurur Bhog and BM: Basmati 370) and two poor genotypes (KJ: Kola Joha and
SK: Suraksha under low N field conditions in comparison to recommended N. a,
WEGO analyses of down regulated transcripts of efficient genotypes. a, WEGO
analyses of down regulated transcripts of the efficient genotypes. b, WEGO
analyses of up regulated transcripts of efficient genotypes. ¢, WEGO analyses of
down regulated transcripts of poor genotypes. d, WEGO analyses of up
regulated transcripts of poor genotypes
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