2 ¥3 V4 _OTU464Bacteroides_undefined

2% 3V4~ 0OTU445|Bacteroides undefined

5%.V3V4 OTU282 Bactergides undefined
V3V4-OTU9Bacteroides undefined

i V3V4_OTUS 6|Bacte10ul‘es undefined
V3V4 OTU77juncultured bacterium
OTU611juncultured bacterium

J426/Bacteroides undefined

[J302|Bacteroides undefined

[J335|Bacteroides undefined
J45|7 acteroides undefined

3605% V4~ O]

[J33|Bacteroides undefined
w¥3V4-0] D36 Bactaroiderundened

o acteroides ung 1me
107 Y3V OTa0 Bacteroides undefined

+s¥2 V4_OTU370uncultured bacterium
~|;E§S. V4~ OTUSS6Bacteroides undefined
54

a5
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coee

PRI S R R I R R R N R
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S
_1

z [J321[uncultured bacterimum
= J,%%V4_O' (U151 uncultured”bacterium
[I344|Bacteroides_undefined
[J218uncultured bacterium
456(Bacteroides undefined
[J184|Bacteroides undefined
2559, [J308|Bacteroides undefined
L—"V3V4-OTUSS5Bacteroides undefined
J126/Bacteroides deﬁned
S72|Bacteroides undefined
U358|Bacteroides undef' ed
B5% r‘;g CP012938.29565622958087 |B acteroides ovatus
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=
o009

I I N N L |
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%gw OTU261|/Bacteroides undefined
%»V3V4 OTUS76|Bacteroides undefined
L okssrs L—"SFL165 ASV201/Bacteroidés ovatus
V3V4 OTU479Bacteroides undefined
ésyﬁ‘ 4-OTUl|Bacteroides undefined
SFL16S ASV387Bacteroides ovatus
g se057.SFL16S”ASVS88|Bacteroides_ovatus
L 102% A835% 3iav sFL16S_ASV141|/Bacteroides ovatus
2 3V4 0TU4714E acteroides undefined
_{ Eﬁ“ 165 ASV3S ﬂBacteloldes ovatus

546%
e § acteroides_ovatus
e 5,)(6}’4 OTU449|Bacteroides_undefined
— [SFL165 ASV304Bacteroides_ovatus
- sFL16S_ASV184Bacteroides_ovatus
985% Js§%16S_ASV2§0 Bacteroides ovatus
5 VA TCP012938.5127208.51287 33[B1cte101(les ovatus
 sFL16S_ASV796/Bacteroides ovatu
=7%V3V4 OTU228Bacteroides un(lefined
AN3V4 OTU123Bacteroides undefined
sFL16S ASV163Bacteroidés ovatus
= %V4_0TU312L acteroides undeﬁned

2%

L*V3V4-0TU346/Bacteroides krib ) i
SILVA ACCH01000108.3638.5] 481B acteroides_cellulosilyticus
sFLlGS'“_ASV296 Bacteroides_cellulosilyticus

s 6S_ASV728Bacteroides”cellulosilyticus

16S”ASV746Bacteroides_cellulosilyticus

sFL16S —ASV723Bacteroides”cellu nsnlvt]cus

r7,s£%16§_A9V71< Bacteroides_cellulosilyticus
165_ASVS871Bacteroides_cellulosilyticus

V3V4 OTUG03|Bacteroides undefined’

SILVA CP012801.1646789.1648308|Bacteroides cellulosilyticus
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NCBI Multiple Sequence Alignment Viewer, Version 1.16.1

Sequence ID |Start ’ Alignment \ End .
I1 5]0 1?0 150 200 2?0 3l|)0 350 A(I)O 4?0 5?0 5|50 S(IJO 6‘50 7(?0 7?0 8010 BSIO Q(I)D 9?0 1K 1,050 1,‘:00 1,150 1,200 1.2|50 1,300 1,350 1,400 1,450 1,51€
SILVA_CP012801.1646789.1648308|Bacteroides_cellulosilyticus  (+)/ 1 = HI F w1 0 [ATET VTSV TR L1 S 1 L AT R e e e ! - 1,503
SILVA_ACCH01000108.3638.5148|Bacteroides_cellulosilyticus ) 1 H 10— ] e 18-l I I | | ] 1,503
sFL16S_ASV871|Bacteroides_cellulosilyticus w1l H 10— [ [T 1| [ [111 | | Il | 1,481
sFL16S_ASV296|Bacteroides_cellulosilyticus # 1 H [} 11 [ 1T Il [ [111 | | | Il 1,481
SFL16S_ASV715|Bacteroides_cellulosilyticus () 1 I D] (] | - [ [T | [ Il | 1,481
sFL16S_ASV728|Bacteroides_cellulosilyticus @1 | 1T/} [T (AT E-T110 [ [T | | 1]} 1,481
SFL16S_ASV723|Bacteroides_cellulosilyticus ) 1 [ [l I T T -1 [ [0 | Il 1,481
sFL16S_ASV746|Bacteroides_cellulosilyticus # 1 | Il 1] UM T ML NA 1 SR THE [ [0 | 1l 1,481
SILVA_CP012938.2956562.2958087 |Bacteroides_ovatus () 1 Il [[IT—Tll | M Rl IE-T111 | [0 | 1l 1,509
sFL16S_ASV141|Bacteroides_ovatus () 1 min 11T TV AT I 170 [0 I | ]| ([ 1,487
SILVA_CP012938.5127208.5128733|Bacteroides_ovatus ) 1 min 0/} TV TR - [ Wl | Il 1,509
sFL16S_ASV201|Bacteroides_ovatus (+) 1 mi 110 11 {111 | JHI -1 [ 'l | [} 1,483
sFL16S_ASV163|Bacteroides_ovatus # 1 il [l I FITmm BT | | 1101 | 1]} 1,487
SFL16S_ASV184|Bacteroides_ovatus (#) 1 il 10 11 (][RR 1 [ [0 (AR N ] 1,487
SFL16S_ASV248|Bacteroides_ovatus # 1 1] 11T} 1] A -1 I (11071 (AR N ] 1,487
sFL16S_ASV250|Bacteroides_ovatus (+ 1 i [} (141} I [T |1 | [0 Il ]| 1,487
sFL16S_ASV304|Bacteroides_ovatus # 1 ml 1T (1400 I [ (1] [ (Ll | ]} 1,487
sFL16S_ASV352|Bacteroides_ovatus # 1 1] 1T (11 [ AR [l 1 [T A | ]| [ | 1,487
sFL16S_ASV387|Bacteroides_ovatus (+) 1 1] 0T 1 TR [1] Iz ST | 1l (| | 1,487
sFL16S_ASV588|Bacteroides_ovatus ) 1 1] AT T T AR [l [ [T (AR N | 1] [ | 1,487
sFL16S_ASV796|Bacteroides_ovatus (+ 1 ml 1111 10 11T ETNRIERI 11 I [0 | | ]| Il | 1,487
V3V4_OTU1|Bacteroides_undefined ) 1 [ TN 1l [ | | 420
V3Vv4_OTU9|Bacteroides_undefined (+) 1 TNt I [ (A 425
V3V4_0OTU33|Bacteroides_undefined (+ 1 FIRTTITI I | [0 420
V3V4_0OTU45|Bacteroides_undefined (+) 1 [T | | il 420
V3V4_0OTU123|Bacteroides_undefined (+) 1 I | il 420
V3V4_0TU126|Bacteroides_undefined (+) 1 Il | [ 1110100 420
V3V4_0TU184|Bacteroides_undefined + 1 Il Il | | Il 420
V3V4_0TU187|Bacteroides_undefined (+) 1 EIETII I | [ [ 420
V3V4_0TU228|Bacteroides_undefined ) 1 (WIIRRIRHTIT I [ | 420
V3V4_0TU257|Bactercides_undefined ) 1 TR | [ [ IETEEmen 420
V3V4_0OTU261|Bacteroides_undefined ) 1 I I | [ [ | 420
V3V4_0OTU282|Bacteroides_undefined (+ 1 (O 1 11 | I | [ I 401
V3Vv4_0OTU302|Bacteroides_undefined (+) 1 TACEE T 11 11 el | I anen 402
V3V4_0OTU308|Bacteroides_undefined # 1 NIRRT I I | [T 420
V3V4_0TU312|Bacteroides_undefined ) 1 NIRRT I 1] I I e 420
V3V4_OTU335|Bacteroides_undefined ) 1 B TRTRATI) I ‘ | [FI=I 420
V3V4_OTU344|Bacteroides_undefined ) 1 RIEIT] I e RN 420
V3V4_0TU358|Bacteroides_undefined ) 1 (] RAIRAITIT I Wil [ 420
V3V4_0TU376|Bacteroides_undefined ) 1 [T I il | (AT TT RA 420
V3V4_0OTU426|Bacteroides_undefined (+) 1 IRINRRT | | | N | PO 401
V3V4_0OTU445|Bacteroides_undefined + 1 10 10R FIE L L] - | | | [0 426
V3V4_0TU449|Bacteroides_undefined (+) 1 [T NI TMTNA [1] [ 101 420
V3V4_0TU456|Bacteroides_undefined ) 1 (TN TImrA T STTall I 101 420
V3V4_OTU464|Bacteroides_undefined ) 1 WU L[] T AT 1 403
V3V4_OTU471|Bacteroides_undefined # 1 (TSRO o STATRI T (NI 420
V3V4_OTU479|Bacteroides_undefined ) 1 R T B s O I B I 420
V3v4_OTU526|Bacteroides_undefined ) 1 LRI TR T eIl i 426
V3V4_OTU556|Bacteroides_undefined ) 1 TSR WY AT A M IE T 420
V3V4_OTU572|Bacteroides_undefined # 1 P T T s -a | | 420
V3V4_OTUS76|Bactercides_undefined () 1 TR TMIRN ] Il | I 420
V3V4_0OTU585|Bacteroides_undefined (+) 1 TR Y[R W 1] | ([Nl 420
V3V4_OTU603|Bacteroides_undefined # 1 IR |1l | [ 10 420
V3V4_OTU77|uncultured_bacterium ) 1 (RN Il el [ [l 419
V3V4_OTU151|uncultured_bacterium ) 1 AT [1l B | 11 420
V3V4_0TU218|uncultured_bacterium (+) 1 P ! | |/ | | | 420
V3V4_0TU321|uncultured_bacterium # 1 I 1l | M iemnn I 11 420
V3V4_0OTU346|Bacteroides_kribbi ) 1 [T ATRTTT [1] M1 I11 420
V3V4_0TU370|uncultured_bacterium (+) 1 T 111 [/ N I 420
V3V4_0TU611|uncultured_bacterium (+)y 1 FICEIE T 1} | BN | (I8 400




SILVA ABS54231.1.1489|Alistipes_onderdonkii
100%

C o SFL16S_ASV942/Alistipes_onderdonkii

V3V4_ASV176|Alistipes_undefined
97.7%

SILVA MH463779.1.1479|Alistipes_sp.
39»7%—| 527%
sFL16S_ASV120|Alistipes_onderdonkii

V3V4_ASV378|Alistipes_undefined

8% V3V4_ASV73|Alistipes_finegoldii

V3V4_ASVS4|Alistipes_undefined

55.45%

V3V4_ASVS563|Alistipes_indistinctus

80.65%
V3V4_ASVI1S5|Alistipes_obesi
4E5./.
V3V4_ASV590|Alistipes_obesi

V3V4_ASV580|Alistipes_undefined

99.83% sFL16S_ASV260|Alistipes_putredinis

98.9%

—— SILVA_AB554232.1.1488|Alistipes_putredinis
66.05%

sFL16S_ASV19|Alistipes_putredinis

V3V4_ASV136|Alistipes_undefined

90.35%

—— V3V4_ASV420|Alistipes_undefined

99.65%
d —— V3V4_ASVS75|Alistipes_undefined

100%

—— V3V4_ASV604|Alistipes_undefined

NCBI Multiple Sequence Alignment Viewer, Version 1.16.1

Sequence ID | Start| Alignment |End
1 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 900 950 1K 1050 1100 1,150 1200 1250 1300 1350 1400 1,495

SILVA_AB554232.1.1488|Alistipes_putredinis (# 1 | Im EUEEERsi—re= i | | (NI | NN Il 1,488
LoopSeq_ASV19|Alistipes_putredinis # 1 1] ]l T Y 0 1 Y | I T LT | 11 Il Il 1,485
LoopSeq_ASV260]Alistipes_putredinis ()1 FIEE I ] 1 1 i | i AT LI | 1 ] Il 1,485
SILVA_AB554231.1.1489|Alistipes_onderdonkii  (+) 1 | OEm (e PRI \ Il 1T LI | LI Il Il 1,489
LoopSeq_ASV942|Alistipes_onderdonkii # 1 [ NI [ A ] 1 1t | \ 1l 1T L1 | I Il Il 1,486
SILVA_MH463779.1.1479]Alistipes_sp. PES T A | T I T [ 1 LI LI | [l Il Il 1,479
LoopSeq_ASV120]Alistipes_onderdonkii # 1 [ ] I ] [ 1011 \ I /| mnm i | I I Il 1,482
V3V4_ASV136|Alistipes_undefined (#) 1 - | 1T | 339
V3V4_ASV420|Alistipes_undefined ) 1 - | [T 339
V3V4_ASV176|Alistipes_undefined #) 1 \ TN T 420
V3V4_ASV54|Alistipes_undefined ) 1 IR Y 1/ N I O 11T Il 420
V3V4_ASV378|Alistipes_undefined () 1 (17T | i 420
V3V4_ASV73|Alistipes_finegoldii ) 1 (11 | | [T 420
V3V4_ASV575|Alistipes_undefined () 1 TR T Rt} [T | TR 400
V3V4_ASV604|Alistipes_undefined ) 1 WINIRITN T (WA 400
V3V4_ASV580|Alistipes_undefined # 1 [ 1] LI 420
V3V4_ASVA55|Alistipes Alistipes_obesi ) 1 U I | IR 420
V3V4_ASV563|Alistipes_indistinctus # 1 11 ) B | Il I {1110 ) 420
V3V4_ASV590]Alistipes_obesi ) 1 (IR 1} I LI 10 W 420

Supplementary Figure S4.



