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Supplementary Figures 

Supplementary Figure 1: Histograms of HCC-SurvNet Risk Scores 

 

The histograms show the distributions of HCC-SurvNet’s risk scores within the internal (left) 

and external (external) test sets separately. A threshold used for patient stratification into low- 

and high-risk groups, which was determined on the validation set from TCGA-HCC, is 

visualized as a blue vertical line (threshold = -0.0978). 
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Supplementary Figure 2: Univariable Cox Proportional Hazards Regression Analysis with 

Restricted Cubic Splines 

 

A continuous linear association between HCC-SurvNet’s risk score and the log relative hazard 

for RFI was observed upon analysis of the internal test set (left), and even more significantly for 

the external test set (right). The blue line represents the fitted line of the association between 

HCC-SurvNet’s risk score and the log relative hazard for RFI; the shaded region represents the 

95% CI. 

 

Abbreviations: CI, confidence interval; RFI, recurrence-free interval 


