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Fig. S1. Evaluation of the significant peptides by Cohort 2 — other
peptides. Signal levels of the antibodies against the indicated peptides in
COVID-19 patients (n=729), Healthy controls (n=92), upper respiratory
infections (URI, n=104), patients with autoimmune diseases (AID, n=120),
lung cancer patients (n=41), patients with other diseases (n=112) and
negative reference samples (n=73) of Cohort 2.
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Fig. S2. Performance of peptides and S1 for diagnosis in subgroups. a. forest plot
of sensitivities of S1 IgG in different subgroups, i.e., age, gender, severity and
outcome. The dots indicate the sensitivities while the error bars indicate the 95% CI.
The exact values are also provided. P values were calculated with y2 test. The dashed
line (0.970) indicates the overall sensitivity of all the patients. b. Graph of positive
rates of IgG antibodies against the indicated peptides versus days after symptom
onset in 2,360 serum samples from 784 patients.
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consistence: 52/59 = 88.1% The reslult of our assay

Fig. S3. Consistence between the commercial assay and our platform based on S
or N protein. A. the results and comparison of the 59 antibody positive
asymptomatic patients. In combination S and N response, 52 positive based on our
platform and the consistence with the commercial assay is 88.1% (52/59). B.
Comparison of signal level of the commercial assay between the two groups divided
based on our data, either false negative or true positive.



Table S1. The peptides synthesized in this study

NO. Peptide ID Sart Position Amino acid sequence End Position Note
1 S1-1 1 MFVFLVLLPLVS 12 N/A
2 S1-2 7 LLPLVSSQCVNL 18
S S1-3 13 SQCVNLTTRTQL 24 N/A
4 S1-4 19 TTRTQLPPAYTN 30
5 S1-5 25 PPAYTNSFTRGV 36
6 S1-6 31 SFTRGVYYPDKV 42
7 S1-7 37 YYPDKVFRSSVL 48
8 S1-8 43 FRSSVLHSTQDL 54
9 S1-9 49 HSTQDLFLPFFS 60
10 S1-10 55 FLPFFSNVTWFH 66 N/A
11 S1-11 61 NVTWFHAIHVSG 72
12 S1-12 67 AIHVSGTNGTKR 78
13 S1-13 73 TNGTKRFDNPVL 84
14 S1-14 79 FDNPVLPFNDGV 90
15 S1-15 85 PFNDGVYFASTE 96
16 S1-16 91 YFASTEKSNIIR 102
17 S1-17 97 KSNIIRGWIFGT 108
18 S1-18 103 GWIFGTTLDSKT 114
19 S1-19 109 TLDSKTQSLLIV 120
20 S1-20 115 QSLLIVNNATNV 126
21 S1-21 121 NNATNVWVIKVCE 132
22 S1-22 127 VIKVCEFQFCND 138
23 S1-23 133 FQFCNDPFLGVY 144
24 S1-24 139 PFLGVYYHKNNK 150
25 S1-25 145 YHKNNKSWMESE 156
26 S1-26 151 SWMESEFRVYSS 162
27 S1-27 157 FRVYSSANNCTF 168
28 S1-28 163 ANNCTFEYVSQP 174
29 S1-29 169 EYVSQPFLMDLE 180
30 S1-30 175 FLMDLEGKQGNF 186
31 S1-31 181 GKQGNFKNLREF 192
32 S1-32 187 KNLREFVFKNID 198 N/A
33 S1-33 193 VFKNIDGYFKIY 204 N/A
34 S1-34 199 GYFKIYSKHTPI 210
35 S1-35 205 SKHTPINLVRDL 216 N/A
36 S1-36 211 NLVRDLPQGFSA 222
37 S1-37 217 PQGFSALEPLVD 228 N/A
38 S1-38 223 LEPLVDLPIGIN 234
39 S1-39 229 LPIGINITRFQT 240
40 S1-40 235 ITRFQTLLALHR 246 N/A
41 S1-41 241 LLALHRSYLTPG 252
42 S1-42 247 SYLTPGDSSSGW 258
43 S1-43 253 DSSSGWTAGAAA 264
44 S1-44 259 TAGAAAYYVGYL 270
45 S1-45 265 YYVGYLQPRTFL 276
46 S1-46 271 QPRTFLLKYNEN 282 N/A
47 S1-47 277 LKYNENGTITDA 288
48 S1-48 283 GTITDAVDCALD 294
49 S1-49 289 VDCALDPLSETK 300
50 S1-50 295 PLSETKCTLKSF 306
51 S1-51 301 CTLKSFTVEKGI 312
52 S1-52 307 TVEKGIYQTSNF 318
53 S1-53 313 YQTSNFRVQPTE 324
54 S1-54 319 RVQPTESIVRFP 330
55 S1-55 325 SIVRFPNITNLC 336
56 S1-56 331 NITNLCPFGEVF 342
57 S1-57 337 PFGEVFNATRFA 348
58 S1-58 343 NATRFASVYAWN 354
59 S1-59 349 SVYAWNRKRISN 360
60 S1-60 355 RKRISNCVADYS 366
61 S1-61 361 CVADYSVLYNSA 372 N/A
62 S1-62 367 VLYNSASFSTFK 378
63 S1-63 373 SFSTFKCYGVSP 384
64 S1-64 379 CYGVSPTKLNDL 390
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